‘Sequence: INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)
Features: 28 total
Primers: 5 total

amyloid beta precursor protein [Source:HGNC Symbol;Acc:HGNC:620]

Donor Template SNV -> Rev (2046 .. 2145)
(2064 .. 2083) gRNA Protospacer Sanger Sequencing Primer (2189 .. 2208)

(1609 .. 1633) PCR ForwardL PCR Reverse (2527 ..2551)

1000 2000 1 ===t 3000

APP-201 >

APP-201

Donor Template SNV -> Rev

Protospacer Sequence

SNV

INK2]J00097_APP_A692G_C11_AA
3446 bp
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

5 CTTGTTCTTTGAAGCTTTGAAGGCAGGACTTCTCTCTAGTGATGAAAGTCCTAGA
3 GAACAAGAAACTTCGAAACTTCCGTCCTGAAGAGAGATCACTACTTTCAGGATCT
| APP-201 >

TGGCATTTTCTTCCAAATAAGTCTGTTTCATCTCCACTGAAAATCTGTTATTTAG

e e e e i s B e

ACCGTAAAAGAAGGTTTATTCAGACAAAGTAGAGGTGACTTTTAGACAATAAATC
APP-201 :>

TGTAGCCACCTTCATCAGGAGTCTTATCTAGATCTTCTGGATAACTTATTGCAGC

ACATCGGTGGAAGTAGTCCTCAGAATAGATCTAGAAGACCTATTGAATAACGTCG
APP-201 :>

TTCTACATCAGCACTTGCTGCTTCACCTTGCACTTCTGTGTTATGGAGATGGCTT

e e e B

AAGATGTAGTCGTGAACGACGAAGTGGAACGTGAAGACACAATACCTCTACCGAA
APP-201 :>

CTTCCCTTAAACCTCATGAAATCAACCTCTCCCAACTTTTTTTTCTTCTGCAGCT

o L L

GAAGGGAATTTGGAGTACTTTAGTTGGAGAGGGTTGAAAAAAAAGAAGACGTCGA
APP-201 :>

TCTTCACCTCTCTCATCCTTCATAGAATTGAAGACAGTTGTGGGCCTTGTTCTTG

T e T B B o B I B i

AGAAGTGGAGAGAGTAGGAAGTATCTTAACTTCTGTCAACACCCGGAACAAGAAC
APP-201 :>

ATTAGGCTTTGGCCTAAGAGAATGTTGTGGTTGGTTTGATCTTCCATCCAGACAA

o

TAATCCGAAACCGGATTCTCTTACAACACCAACCAAACTAGAAGGTAGGTCTGTT
APP-201 :>

CTAAAAGTTTTCTCCGTATCAGCAATAAGGCTGTTTTGCTTTATCATTTGTGTGC

GATTTTCAAAAGAGGCATAGTCGTTATTCCGACAAAACGAAATAGTAAACACACG
APP-201 :>

TCACTGGAGTAGCACTTTTAATCTCCTTCAAGAGCTTTTCTTTGCATTCACAACT

e

AGTGACCTCATCGTGAAAATTAGAGGAAGTTCTCGAAAAGAAACGTAAGTGTTGA
APP-201 :>

55

110

165

220

275

330

385

440

495
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

TGGCTAACTGGCACAAGAATCTTGGCTTTCAATATGCCTTGCCCACTAAGCTTAA

o

ACCGATTGACCGTGTTCTTAGAACCGAAAGTTATACGGAACGGGTGATTCGAATT

APP-201

TTATTTCTAGCTTTTGCTTTAAAGTGAGAGACCTGTGACTCTTCCTTTCACTTGA

e e

AATAAAGATCGAAAACGAAATTTCACTCTCTGGACACTGAGAAGGAAAGTGAACT

APP-201

ATACTTAAGAGGCCACTGTAGGGTTATTTACTGGCCCACTTTCAATATTGTTGTC

TATGAATTCTCCGGTGACATCCCAATAAATGACCGGGTGAAAGTTATAACAACAG

APP-201

TCTCAAGGGATAGGGAGCCTGGGAGTTGAGGGGGTGGAGTGGCCAGTTTGGGGGG

s e e

AGAGTTCCCTATCCCTCGGACCCTCAACTCCCCCACCTCACCGGTCAAACCCCCC

APP-201

CAGACAGAACACACACAACATTTATTGATTTAGTTTGCTGTCTTTATGGGCATGT

o L L

GTCTGTCTTGTGTGTGTTGTAAATAACTAAATCAAACGACAGAAATACCCGTACA

APP-201

TTCATGACACTCCAAAACAATTAAAATAGTAACATCAAAGGCCACTGATCACAGA

e

AAGTACTGTGAGGTTTTGTTAATTTTATCATTGTAGTTTCCGGTGACTAGTGTCT

APP-201

TCACCAAACAGATATAATAATTTTTAATGTTTGAATATTTAAATAATTACCAAAA

o

AGTGGTTTGTCTATATTATTAAAAATTACAAACTTATAAATTTATTAATGGTTTT

APP-201

TGTGACACAGACATGAAGTGAACCTGTGTTCACTGTTGGAAAAATGGCACCAATA

ACACTGTGTCTGTACTTCACTTGGACACAAGTGACAACCTTTTTACCGTGGTTAT

APP-201

GACTTGTTCGATGCAGGGTTACCAGAAACCTTTTTGTTTTTTTTTTTTAAATACT

e e

CTGAACAAGCTACGTCCCAATGGTCTTTGGAAAAACAAAAAAAAAAAATTTATGA

APP-201

>

>

>

>

>

>

>

>

>

550

605

660

715

770

825

880

935

990
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

ATCTGTAAGCACTACTGTACAATAAAGCTATGTATGCCTGTATTTTCATTAAGTT

o

TAGACATTCGTGATGACATGTTATTTCGATACATACGGACATAAAAGTAATTCAA

APP-201

GCAGAGCAAACGTGGTAATATTTAGCTTTAGTTTTACTTCATCTGGCATAAGATC

e e e e i s B e

CGTCTCGTTTGCACCATTATAAATCGAAATCAAAATGAAGTAGACCGTATTCTAG

APP-201

AACTCCTTATATAACAAGATGATAAAAGTTGTGGTGTGCTTCTATAATTTCATTC

e

TTGAGGAATATATTGTTCTACTATTTTCAACACCACACGAAGATATTAAAGTAAG

APP-201

AAGTAGATAAAGTTGAAAAATAATGACTTGCTTTTATAAACAGTATGAAGCAATG

e e e B

TTCATCTATTTCAACTTTTTATTACTGAACGAAAATATTTGTCATACTTCGTTAC

APP-201

TAGTGCAGTAAATGAAATTTTATTCCTTCTTTACAATGTTCTCAAAATTATTTTT

o L L

ATCACGTCATTTACTTTAAAATAAGGAAGAAATGTTACAAGAGTTTTAATAAAAA

APP-201

ATGTTTAATCCAAATAAAGAGCAAGAATAAAGCAACATTTCAGATTTTGGTTTCT

T e T B B o B I B i

TACAAATTAGGTTTATTTCTCGTTCTTATTTCGTTGTAAAGTCTAAAACCAAAGA

APP-201

GGAGACAATAGTTAGAAAGCATGAGTTATGAGTGACTTAAAATTCTTGTTGCCTG

o

CCTCTGTTATCAATCTTTCGTACTCAATACTCACTGAATTTTAAGAACAACGGAC

APP-201

TACTTCACTTTGAAATAACATTATGCTTTAAAAAGCATTACACTGCTAAAGGTTA

e e e e i s B e

ATGAAGTGAAACTTTATTGTAATACGAAATTTTTCGTAATGTGACGATTTCCAAT

APP-201

ATTAGAATTCTGCAGAATTACTATAGCTAAAAGTAGGTAACAAGATATCTTTTTT

e

TAATCTTAAGACGTCTTAATGATATCGATTTTCATCCATTGTTCTATAGAAAAAA

APP-201

>

>

>

>

>

>

>

>

>

1045

1100

1155

1210

1265

1320

1375

1430

1485
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

TCTATTGTTTAACTCCTTTGTTTCAGAATGCCTATTCCTGTGCATTAAAAGTGTC

o

AGATAACAAATTGAGGAAACAAAGTCTTACGGATAAGGACACGTAATTTTCACAG

APP-201

CCTCCAAGGAAATTAGGACATCTGCAGAGTTGAAAAACACCTAAGTCTCAGTCAC

e e

GGAGGTTCCTTTAATCCTGTAGACGTCTCAACTTTTTGTGGATTCAGAGTCAGTG

APP-201

PCR Forward
|| CAGGGCTCAGAGT GC|K|GKC:;GI

TTAGAGTCACACATCAGGGCTCAGAGTGCTATGACTAGGAAAATGCTGACCTCCT

e e e e i s B e

AATCTCAGTGTGTAGTCCCGAGTCTCACGATACTGATCCTTTTACGACTGGAGGA

APP-201

TTCATTAGTATGATCGTGCCTTTCCAGCTTTTGATAGATCCAAGCGCTATCTTCC

AAGTAATCATACTAGCACGGAAAGGTCGAAAACTATCTAGGTTCGCGATAGAAGG

APP-201

CACCACTCACCAAATGTTCCACCTGTCAAAGGGTTTCAGGTCCCTGCAGACTTCG

e e e B

GTGGTGAGTGGTTTACAAGGTGGACAGTTTCCCAAAGTCCAGGGACGTCTGAAGC

APP-201

GTTTTGACCTGTGGGGAAAGTAGACTTCCTCGAACTGGGGAAGCCACATGTTGTA

o L L

CAAAACTGGACACCCCTTTCATCTGAAGGAGCTTGACCCCTTCGGTGTACAACAT

APP-201

CATCCTTCTATAAACTATGATTATCATTCTTAGTAGGAAAATATGTGATTTCTTT

T e T B B o B I B i

GTAGGAAGATATTTGATACTAATAGTAAGAATCATCCTTTTATACACTAAAGAAA

APP-201

TTTTTTTTTTTTTTTTAAAGTAAGCATCAAATATTTGACCAACCAGTTGGGCAGA

o

AAAAAAAAAAAAAAAATTTCATTCGTAGTTTATAAACTGGTTGGTCAACCCGTCT

APP-201

GAATATACTGAAACTTTTTATATAACCTCATCCAAATGTCCCCTGCATTTAAGAA

CTTATATGACTTTGAAAAATATATTGGAGTAGGTTTACAGGGGACGTAAATTCTT

APP-201

>

>

>

>

>

>

>

>

>

1540

1595

1650

1705

1760

1815

1870

1925

1980
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

ATGAAATTCTTCTAATTGCGTTTATAAATTGTAAATTATATTGCATTTAGAAATT

o 2035

TACTTTAAGAAGATTAACGCAAATATTTAACATTTAATATAACGTAAATCTTTAA
APP-201 >

gRNA Protospacer
|GG|G| TCT 1 |énkGﬂﬂﬁ;iGl

AAAATTCTTTTTCTTAATTTGTTTTCAAGGTGTTCTTTGCAGAAGATGTGGGTTC

o L L 2090

TTTTAAGAAAAAGAATTAAACAAAAGTTCCACAAGAAACGTCTTCTACACCCAAG

APP-201 :>
N 690 N N N N 695 N N
\% F F A E D \% G S
ENSE00003998286 :>
APP-201

Protospacer Sequence |:|

PAM
[

SNV

:; Donor Template SNV -> Rev

AAACAAAGGTGCAATCATTGGACTCATGGTGGGCGGTGTTGTCATAGCGACAGTG

e 2145

TTTGTTTCCACGTTAGTAACCTGAGTACCACCCGCCACAACAGTATCGCTGTCAC

APP-201 :>
N N 700 N N N N 705 N N N N 710 N N N N 715
N K G A I I G L M \ G G \ \ I A T \
ENSE00003998286 :>
APP-201

Donor Template SNV -> Rev

ATCGTCATCACCTTGGTGATGCTGAAGAAGAAACAGTACACATCCATTCATCATG
2200

TAGCAGTAGTGGAACCACTACGACTTCTTCTTTGTCATGTGTAGGTAAGTAGTAC

APP-201 :>
N N N N 720 N N N N 725 N N N N 730 N N N
I \ I T L \ M L K K K Q Y T S I H H
ENSE00003998286 :>
APP-201

3; Sanger Sequencing Primer
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

GTGTGGTGGAGGTAGGTAAACTTGACTGCATGTTTCCAAGTGGGAATTAAGACTA
o 2255
CACACCACCTCCATCCATTTGAACTGACGTACAAAGGTTCACCCTTAATTCTGAT

APP-201 :>

. 735 .
G Vv Vv E \ G K L D C M F P
(in frame with APP-201) c-eocccmmmmeeeaes

ENSEO0003998... iy

APP-201

TATATTAT]

Sanger Sequencing Primer

TGAGAGAATTAGGCTTAGCTTTTTGCTAAGAACTAGCTAAGTATCTCTTTTAAAA
e e e e i s B e 2310
ACTCTCTTAATCCGAATCGAAAAACGATTCTTGATCGATTCATAGAGAAAATTTT

>

APP-201
AACGAATCAGTGTGCTTCCATGATGCTTGGGTTACAGTTGTTCTTTCTTGTTTTG
= """"i""""'*""'*"'1'*'*'*'*'*'*'*-*'*-1-*-*-1-1-1-1-1-1-1-1-1-1-1-4-1-1-+-+-+-i-+-+-+-r-r- 2365
TTGCTTAGTCACACGAAGGTACTACGAACCCAATGTCAACAAGAAAGAACAAAAC
APP-201 :>
GTTTTCATTCATTGCAACTTACCGTGAATATTCTGCTCAAGGTATTGAGAGTGTG
2420
CAAAAGTAAGTAACGTTGAATGGCACTTATAAGACGAGTTCCATAACTCTCACAC
APP-201 :>
TGTTGTTATCTCAACTTACAATTTGTGTTGAAGTTATCAAAATAATACAAATGAT
2475
ACAACAATAGAGTTGAATGTTAAACACAACTTCAATAGTTTTATTATGTTTACTA
APP-201 :>
AATGCATGACTTTAAAAAAGCATGATTACTCTTAGACTTTTTTTTTTCAAACACA
2530
TTACGTACTGAAATTTTTTCGTACTAATGAGAATCTGAAAAAAAAAAGTTTGTGT
APP-201 :>
SE PCR Reverse
AGCAACAAAAACCAGTACAAGAAGTTAAAAATAAAAATAGAAGTAGGAAGTTGCT
2585
TCGTTGTTTTTGGTCATGTTCTTCAATTTTTATTTTTATCTTCATCCTTCAACGA

>

APP-201

TCGTTGTTTTITGGTCATGTTC)

PCR Reverse

Page 7
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

TTTTCCAAAAAAACTAAACATGTTTATTCTTGGATTTCTTTTGTCTTAAATAGTC

o

AAAAGGTTTTTTTGATTTGTACAAATAAGAACCTAAAGAAAACAGAATTTATCAG

APP-201

TGGCCTCTCAATACAACCAGGTAATAGTAAATAATGTGACTTTTCAGTGCAGACT

e e

ACCGGAGAGTTATGTTGGTCCATTATCATTTATTACACTGAAAAGTCACGTCTGA

APP-201

CTTACCTTTAAAGTTTCTCAGGAAATCACACTATACCAAATGGCCCACCAAAACA

GAATGGAAATTTCAAAGAGTCCTTTAGTGTGATATGGTTTACCGGGTGGTTTTGT

APP-201

TACATGATTGTTATTTGAGAGTTCTGCAACCTATTACCCTGCACTTCCACCTGAA

s e e

ATGTACTAACAATAAACTCTCAAGACGTTGGATAATGGGACGTGAAGGTGGACTT

APP-201

ATATCTTAGTTTCAAGGTGCTATACTAAAACAAGAAAGAGAGAAAGAAAATTTAC

o L L

TATAGAATCAAAGTTCCACGATATGATTTTGTTCTTTCTCTCTTTCTTTTAAATG

APP-201

GAATAAGTTATTTTTATGCATTTGAAATGCCATTTGGATGGGGGAAAAAGTGTTA

e

CTTATTCAATAAAAATACGTAAACTTTACGGTAAACCTACCCCCTTTTTCACAAT

APP-201

AAATCTCACAGTATATGCAACTTTTTAGGAAACTGTCTTGCAGAGAGTATAGTGT

o

TTTAGAGTGTCATATACGTTGAAAAATCCTTTGACAGAACGTCTCTCATATCACA

APP-201

AAACATAACTTTTATATGCACAGGGAAACTGAAAAATTTGTGTGACATTTAATTG

e e

TTTGTATTGAAAATATACGTGTCCCTTTGACTTTTTAAACACACTGTAAATTAAC

APP-201

CGATATTTTAAGAGTTATGGAATTTTTAGAGCTGAAAGATTTATTGATGATGACC

e e

GCTATAAAATTCTCAATACCTTAAAAATCTCGACTTTCTAAATAACTACTACTGG

APP-201

>

>

>

>

>

>

>

>

>

2640

2695

2750

2805

2860

2915

2970

3025

3080
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

AATCAAATTGATCTTCTCATCTTGTAGATGAGGGAACTGAGGCCGAGACAGAAGG

o

TTAGTTTAACTAGAAGAGTAGAACATCTACTCCCTTGACTCCGGCTCTGTCTTCC

APP-201

GTTCAAATTATGCAAGGTCAAGCTCAGAGTCCAGATTTCCCCTCATATTCCCCAT

e e e e i s B e

CAAGTTTAATACGTTCCAGTTCGAGTCTCAGGTCTAAAGGGGAGTATAAGGGGTA

APP-201

TGCTTTTTTTTTTTTTTTTTGAGACAGTCTCGCGCTGTTGCCCAGGCTGGATCTT

ACGAAAAAAAAAAAAAAAAACTCTGTCAGAGCGCGACAACGGGTCCGACCTAGAA

APP-201

GGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCTTGTCTCAGCTTCC

e e e B

CCGAGTGACGTTGGAGACGGAGGACCCAAGTTCGTTAAGAGAACAGAGTCGAAGG

APP-201

TGAGTAGCTGGGACTATGGGCACACGCCACCATGCCCGGCTAATTTTTGTTTTTA

o L L

ACTCATCGACCCTGATACCCGTGTGCGGTGGTACGGGCCGATTAAAAACAAAAAT

APP-201

GTAGAGACAGGGTTTCACCATATTGGTCAGGCTGGTCTCGAACTCCTGACCTCAG

T e T B B o B I B i

CATCTCTGTCCCAAAGTGGTATAACCAGTCCGACCAGAGCTTGAGGACTGGAGTC

APP-201

GTGATCCACCCGCCTTGGCTTCCCAAAGTGCTGGGA

CACTAGGTGGGCGGAACCGAAGGGTTTCACGACCCT

APP-201

>

>

>

>

>

>

>

3135

3190

3245

3300

3355

3410
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Feature

APP-DT

/note =

v APP-201

/note =

APP-202

/note =

APP-203

/note =

APP-204

/note =

APP-205

/note =

APP-206

/note =

APP-208

/note =

APP-209

/note =

APP-213

/note =

APP-218

/note =

APP-219

/note =

APP-220

/note

APP-DT-201

/note

APP-DT-202

/note =

APP-DT-203

/note

INK2]00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

Location
1 .. 3446
gene ENSG00000273492
IncRNA
1 .. 3446

primary transcript ENST00000346798
1 .. 3446

primary transcript ENST00000348990
1 .. 3446

primary transcript ENST00000354192
1 .. 3446

primary transcript ENST00000357903
1 .. 3446

primary transcript ENSTO0000358918
1 .. 3446

primary transcript ENST00000359726
1 .. 3446

primary transcript ENST00000439274
1 .. 3446

primary transcript ENST00000440126
1 .. 3446

primary transcript ENST00000464867
Retained intron

1 .. 3446

primary transcript ENST00000707132
protein_coding_CDS_not_defined

1 .. 3446

primary transcript ENST00000707133
protein_coding_CDS_not_defined

1 .. 3446

primary transcript ENST00000707134
protein_coding_CDS_not_defined

1 .. 3446

primary transcript ENST00000608591
IncRNA

1 .. 3446

primary transcript ENSTO0000609365
IncRNA

1 .. 3446

primary transcript ENSTO0000664668
IncRNA
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Size

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

3446 bp

T.

Type

gene

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript
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http://ensembl.org/homo_sapiens/Gene/Summary?db=core;g=ENSG00000273492
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000346798
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000348990
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000354192
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000357903
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000358918
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000359726
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000439274
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000440126
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000464867
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000707132
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000707133
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000707134
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000608591
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000609365
http://ensembl.org/homo_sapiens/Transcript/Summary?db=core;g=ENSG00000142192;t=ENST00000664668

INK2]00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

Feature Location Size

v Donor Template SNV -> Rev 2046 .. 2145 100 bp (]
Protospacer Sequence 2064 .. 2083 20 bp ]
APP-201 2065 .. 2211 147 bp ]
/note = coding sequence ENSP00000284981

/translation

APP-202

/note
/translation

APP-203

/note
/translation

APP-204

/note
/translation

APP-205

/note
/translation

APP-206

/note
/translation

APP-208

/note
/translation

APP-209

/note
/translation

v SNV
/note
v PAM

VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000345463
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000346129
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000350578
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000351796
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000352760
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147 bp 1]
coding sequence ENSP00000398879

VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE
49 amino acids = 5.2 kDa

2065 .. 2211 147bp H

coding sequence ENSP00000387483
VFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLKKKQYTSIHHGVVE

49 amino acids = 5.2 kDa

2075 .. 2075 1 bp 1]
SNV =G
REV =C

2084 .. 2086 3 bp O
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Type
misc_feature
misc_feature

CDS

CDS

CDS

CDS

CDS

CDS

CDS

CDS

misc_feature

misc_feature

Page 11


http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000346798
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000348990
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000354192
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000357903
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000358918
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000359726
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000439274
http://ensembl.org/homo_sapiens/Transcript/ProteinSummary?db=core;g=ENSG00000142192;t=ENST00000440126
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INK2J00097_APP_A692G_C11_AA.dna (Linear / 3446 bp)

Primer Length ] Binding Sites = Tm Date Added
PCR Forward 25-mer 1609 .. 1633 = 61°C Jun 19, 2024
/sequence = TCAGGGCTCAGAGTGCTATGACTAG

52% GC / 7722.1 Da
Donor Template SNV -> Rev 100-mer 2046 .. 2145 = 75°C Jun 19, 2024
/sequence = CACTGTCGCTATGACAACACCGCCCACCATGAGTCCAATGATTGCACCTTTGTTTGAACCCACATCTTCTGCAAAGAACACCTTGAAAA

CAAATTAAGAA

43% GC / 30,578.9 Da
gRNA Protospacer 20-mer 2064 .. 2083 = 49°C Jun 19, 2024
/sequence = GGTGTTCTTTGGAGAAGATG

45% GC / 6243.1 Da
Sanger Sequencing Primer 20-mer 2189 .. 2208 = 55°C Jun 18, 2024
/sequence — CACCACACCATGATGAATGG

50% GC / 6095.0 Da
PCR Reverse 25-mer 2527 .. 2551 = 59°C Jun 18, 2024
/sequence = CTTGTACTGGTTTTTGTTGCTTGTG

40% GC / 7682.1 Da
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