‘Sequence: INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)
Features: 37 total
Primers: 5 total

SPG11 vesicle trafficking associated, spatacsin [Source:HGNC Symbol; Acc:HGNC:11226]

(1024 .. 1123) Donor Template SNV -> REV Sanger Sequencing Primer (1154 .. 1173)
(556 ..580) PCR FonNardl_ (1042 .. 1060) gRNA Protospacer

PCR Reverse (1436 .. 1460)

SPG11-201 >

ENSE00001047607
SPG11-201

Donor Template SNV -> REV

gRNA Protospacer

SNV

INK2J00075R_SPG11_Q1875X_A02_AA
1862 bp
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

TTGTAGGATATGCTACAACTATTTTCCTTTGAATAGAATTAAATATAAGGGGGCTTCCACTTAAACCCCATTCCATGAGATCAAT

AACATCCTATACGATGTTGATAAAAGGAAACTTATCTTAATTTATATTCCCCCGAAGGTGAATTTGGGGTAAGGTACTCTAGTTA

.-~ e 0000000007

| SPG11-201 >

CAAGAATTGTTTTTCATACCATAACTTTCCAGATAAAATATCTAGGGTCATCTGTAGCCAAATCTCTGTTCTCTGATTTGATTTG

GTTCTTAACAAAAAGTATGGTATTGAAAGGTCTATTTTATAGATCCCAGTAGACATCGGTTTAGAGACAAGAGACTAAACTAAAC

- eeu >

SPG11-201 >

GTTTTAACAAGTATGATAAGGCCAGGTGCAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGGCAAGGCAGGAGGATTGCTT

CAAAATTGTTCATACTATTCCGGTCCACGTCACCGAGTACGGATATTAGGGTCGTGAAACCCTCCCGTTCCGTCCTCCTAACGAA

<

SPG11-201 >

GAGCCCAGGAGTTTAAGACCAGCCTGGGCAACATAGGGAGACCCTGTCTCTACAAAAAATTAAAAATTAGCCAGGCATGATGGCA

CTCGGGTCCTCAAATTCTGGTCGGACCCGTTGTATCCCTCTGGGACAGAGATGTTTTTTAATTTTTAATCGGTCCGTACTACCGT

- eu

SPG11-201 >

CACACCTGTGGTCCCAGCTACCTGGGAGGCTGAGGTGGGAGGATCTCTTGGGTCCAGCAGGTTGAGGCTGCAGTGTGCTGTGATC

GTGTGGACACCAGGGTCGATGGACCCTCCGACTCCACCCTCCTAGAGAACCCAGGTCGTCCAACTCCGACGTCACACGACACTAG

>

SPG11-201 >

GCCACCACTGCTCTCCAGCCTGGGTGACAGACTGAGACCCTGTCCAAACAAGTATGATATACTTAGGGAACATTAGCATTTATGA

CGGTGGTGACGAGAGGTCGGACCCACTGTCTGACTCTGGGACAGGTTTGTTCATACTATATGAATCCCTTGTAATCGTAAATACT

>

SPG11-201 >

PCR Forward
IACAGATAACACAGGAAATGCAGACC

TACTTTTTTATCCAAGAAAGGCTAAAATCTGCTTTGTTAAATTTCACAGATAACACAGGAAATGCAGACCCTAAAACACATTGAA

ATGAAAAAATAGGTTCTTTCCGATTTTAGACGAAACAATTTAAAGTGTCTATTGTGTCCTTTACGTCTGGGATTTTGTGTAACTT

SPG11-201 >
L 1710 L L 1715 L L L
1 T Q E M Q T L K H 1 E
ENSE00001047607 >
SPG11-201

CAGTGGTCACTAAAACAAGCAAGAATTGACTTCTGGAAAAAATGCCATGAGAATTTTAAGAAAAATTCAATTTCAAGCAAAGCAG

GTCACCAGTGATTTTGTTCGTTCTTAACTGAAGACCTTTTTTACGGTACTCTTAAAATTCTTTTTAAGTTAAAGTTCGTTTCGTC

SPG11-201 >
1720 L L 1725 L L 1730, L L 1735 L L 1740 L L 1745 L
Q W S L K Q A R 1 D F W K K C H E N F K K N S 1 S S K A
ENSE00001047607 >
SPG11-201

85

170

255

340

425

510

595

680
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

CTTCTTCCTTTTTCTCAACCCAGGCCCATGTGGCATGTGAGCACCCAACTGGATGGAGCAGCATGGAGGAGCGCCATCTGCTGCT

GAAGAAGGAAAAAGAGTTGGGTCCGGGTACACCGTACACTCGTGGGTTGACCTACCTCGTCGTACCTCCTCGCGGTAGACGACGA

<

SPG11-201 >

L . 1750 L L 1755 L L . 1760 L L . 1765 L L 1770 L L 1775

A S S F F S T Q A H \ A C E H P T G W S S M E E R H L L L
ENSE00001047607 >

SPG11-201

CACCTTGGCAGGGCACTGGCTTGCCCAGGAGGACGTGGTGCCCTTGGATAAGCTGGAGGAGCTGGAGAAGCAGATCTGGCTGTGC
850
GTGGAACCGTCCCGTGACCGAACGGGTCCTCCTGCACCACGGGAACCTATTCGACCTCCTCGACCTCTTCGTCTAGACCGACACG

<

SPG11-201 >

L L . 1780 L L . 1785 L L 1790 L L 1795 L L . 1800 L L L

T L A G H W L A Q E D \ \ P L D K L E E L E K Q 1 W L C
ENSE00001047607 >

SPG11-201

CGCATCACCCAGCACACTCTTGGAAGAAATCAGGAGGAAACAGAGCCCAGATTTTCTCGACAGATCTCAACTAGTGGTGAACTTT
935
GCGTAGTGGGTCGTGTGAGAACCTTCTTTAGTCCTCCTTTGTCTCGGGTCTAAAAGAGCTGTCTAGAGTTGATCACCACTTGAAA

- eeu

SPG11-201 >

1805 L L . 1810 L L . 1815 L L . 1820 L L . 1825 L L . 1830 L

R 1 T Q H T L G R N Q E E T E P R F S R Q 1 S T S G E L
ENSE00001047607 >

SPG11-201

CCTTTGATAGTTTAGCCAGTGAGTTTTCCTTCTCCAAGTTGGCTGCTCTGAACACATCAAAATACTTAGAACTTAACAGCCTTCC
1020
GGAAACTATCAAATCGGTCACTCAAAAGGAAGAGGTTCAACCGACGAGACTTGTGTAGTTTTATGAATCTTGAATTGTCGGAAGG

- e

SPG11-201 >

L . 1835 L L . 1840 L L . 1845 L L . 1850 L L . 1855 L L . 1860

S F D S L A S E F S F S K L A A L N T S K Y L E L N S L P
ENSE00001047607 >

SPG11-201

gRNA Protospacer &
ITAGATTGGATTGGAAAGAG

ATCCAAAGAGACATGCGAGAATAGATTGGATTGGAAAGAGCAGGAGTCACTAAACTTTTTGATTGGGCGCCTACTGGATGATGGC

1105
TAGGTTTCTCTGTACGCTCTTATCTAACCTAACCTTTCTCGTCCTCAGTGATTTGAAAAACTAACCCGCGGATGACCTACTACCG

>

SPG11-201 >

L L . 1870 L L . 1875 L L . 1880 L L L
S K E T C E N R L D W K E Q E S L N F L 1 G R L L D

D G
ENSE00001047607 >
SPG11-201

gRNA Protospacer 1

PAM
i

SNV

GTTTCTCTGTACGCTCTTATCTAACCTAACCTTTCTCGTCCTCAGTGATTTGAAAAACTAACCCGCGGATGACCTACTACCG
Donor Template SNV -> REV
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

TGTGTGCATGAAGCAAGTAGAGTATGCCGGTATTTTCATTTTTATAATCCAGATGTCGCCTTGGTATTGCACTGCAGAGCACTGG
1190
ACACACGTACTTCGTTCATCTCATACGGCCATAAAAGTAAAAATATTAGGTCTACAGCGGAACCATAACGTGACGTCTCGTGACC

SPG11-201 >
1890 . . L1895 . . L1900 . . L1905 . . L1910 . . L1915 .
C V H E A S R V C R Y F H F Y N P D V A L V L H C R A L
ENSE00001047607 >
SPG11-201
ACACACGTACTTCGTTCA] GGTCTACAGCGGAACCATAA|
Donor Template SNV -> REV Sanger Sequencing Primer
CCTCAGGGGAAGCTAGTATGGAGGATCTGCACCCAGAGATCCATGCTCTCCTACAAAGTGCTGAGCTGCTTGAGGAAGAAGCACC
1275
GGAGTCCCCTTCGATCATACCTCCTAGACGTGGGTCTCTAGGTACGAGAGGATGTTTCACGACTCGACGAACTCCTTCTTCGTGG
SPG11-201 >
. L1920 . . L1925 . . L1930 . . L 1935 . . L1940 . . L1945
A S G E A S M E D L H P E I H A L L Q S A E L L E E E A P
ENS E00001047607 >
SPG11-201

CGACATTCCCCTAAGGAGAGTCCACAGCAGTAAGTGAAGGAGATCAGATGGCCCAGAGTCTTAAATGGCACTGTTAGCACTGTCT
1360
GCTGTAAGGGGATTCCTCTCAGGTGTCGTCATTCACTTCCTCTAGTCTACCGGGTCTCAGAATTTACCGTGACAATCGTGACAGA

SPG11-201 >
L L 1950 L L . 1955
D 1 P L R R \ H S S K
ENSE00001047607 = ZEEEEEEEEEE >
SPG11-201
CCAAGAAGGAAGGGACCCTTGTGGCAGAATAGTTCTACCAAGTTAAGGGGACAACAACTTTTTTCCAGGTAATCTGTAGACTAGC
1445
GGTTCTTCCTTCCCTGGGAACACCGTCTTATCAAGATGGTTCAATTCCCCTGTTGTTGAAAAAAGGTCCATTAGACATCTGATCG
SPG11-201 >

CATCTGATCG
PCR Reverse

CAATTAACTAGGCAATGAAATAGAAAGATCTATGTCTTTTAAACTAGCTATGTTTCAAAGTTAAAGGGAATCTATCTGATTTGTA
1530
GTTAATTGATCCGTTACTTTATCTTTCTAGATACAGAAAATTTGATCGATACAAAGTTTCAATTTCCCTTAGATAGACTAAACAT

>

SPG11-201 >

GTTAATTGATCCGTT]|
PCR Reverse

GCTAGTTCACTGAAATTTATTCTACATATTCTATACATCTGTAAATTTAATCATTTCCAGTCTTACATTGATAGTATATAGAAAT
1615
CGATCAAGTGACTTTAAATAAGATGTATAAGATATGTAGACATTTAAATTAGTAAAGGTCAGAATGTAACTATCATATATCTTTA

>

SPG11-201 >

ATGGCTTTTTGTTTTTCTTTTTGGTTTTTTGTTTTTTGTTTTTTGAGATGGTGTTTCATTCTTGTCGCCCAGGCTGGAGTGCAAT
1700
TACCGAAAAACAAAAAGAAAAACCAAAAAACAAAAAACAAAAAACTCTACCACAAAGTAAGAACAGCGGGTCCGACCTCACGTTA

<

SPG11-201 >
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

GGTGTGGTCTCAGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGTGATTCTCCTGCCTTAGCTTCCCAAGTAGCTGGGATTACTG
1785
CCACACCAGAGTCGAGTGACGTTGGAGGCGGAGGGTCCAAGTTCACTAAGAGGACGGAATCGAAGGGTTCATCGACCCTAATGAC

<

SPG11-201 >
GCTAATTTTTGTATTAGTAGAGACCGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGCGATT 3
1862
CGATTAAAAACATAATCATCTCTGGCCCAAAGTGGTACAACCGGTCCGACCAGAGCTTGAGGACTGGAGTCCGCTAA 5
SPG11-201 >
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

Feature Location Size = Type
v SPG11 1 .. 1862 1862 bp (] -y gene
/note = gene ENSG00000104133
Protein coding
v SPG11-201 1 .. 1862 1862 bp O = prm_transcript
/note = primary transcript ENST00000261866
SPG11-202 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000427534
SPG11-203 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000535302
SPG11-209 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000558319
SPG11-216 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000559511
SPG11-220 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000561391
Retained intron
SPG11-221 1 .. 1862 1862 bp (] —p prim_transcript
/note = primary transcript ENST00000682065
SPG11-223 1 .. 1862 1862 bp (] —p prim_transcript
/note = primary transcript ENST00000682460
Nonsense mediated decay
SPG11-224 1 .. 1862 1862 bp (] —p  prim_transcript
/note = primary transcript ENST00000682495
Nonsense mediated decay
SPG11-226 1 .. 1862 1862 bp (] —p prim_transcript
/note = primary transcript ENST00000682669
SPG11-231 1 .. 1862 1862 bp (] —p prim_transcript
/note = primary transcript ENST00000683186
Nonsense mediated decay
SPG11-233 1 .. 1862 1862 bp (] —p  prim_transcript
/note = primary transcript ENST00000683496
Nonsense mediated decay
SPG11-235 1 .. 1862 1862 bp (] = prim_transcript
/note = primary transcript ENST00000683734
Nonsense mediated decay
SPG11-236 1 .. 1862 1862 bp (] —p prim_transcript
/note = primary transcript ENST00000683753
Retained intron
SPG11-238 1 .. 1862 1862 bp (] —p  prim_transcript
/note = primary transcript ENST00000684038
Nonsense mediated decay
SPG11-239 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000684235
SPG11-241 1 .. 1862 1862 bp (] = prm_transcript
/note = primary transcript ENST00000684676
Nonsense mediated decay
SPG11-211 1 .. 859 859 bp (] —p prim_transcript
/note = primary transcript ENST00000558790
protein_coding_CDS_not_defined
v SPG11-201 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000261866
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP

RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPEIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

Feature Location Size = Type
SPG11-202 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000396110
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-203 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000445278
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-209 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000453599
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-216 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000453246
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-226 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000507782
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-239 560 .. 1304 745 bp =] —p CDS
/note = coding sequence ENSP00000508295
/translation = ITQEMQTLKHIEQWSLKQARIDFWKKCHENFKKNSISSKAASSFFSTQAHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEP
RFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCENRLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPETIHA
LLQSAELLEEEAPDIPLRRVHS
248 amino acids = 28.5 kDa
SPG11-221 704 .. 1304 601 bp 5] —p CDS
/note = coding sequence ENSP00000507025
/translation = AHVACEHPTGWSSMEERHLLLTLAGHWLAQEDVVPLDKLEELEKQIWLCRITQHTLGRNQEETEPRFSRQISTSGELSFDSLASEFSFSKLAALNTSKYLELNSLPSKETCEN
RLDWKEQESLNFLIGRLLDDGCVHEASRVCRYFHFYNPDVALVLHCRALASGEASMEDLHPEIHALLQSAELLEEEAPDIPLRRVHS
200 amino acids = 22.8 kDa
4 Donor Template SNV -> REV 1024 .. 1123 100 bp m = misc_feature
v gRNA Protospacer 1042 .. 1061 20 bp -] =i misc_feature
v SNV 1061 .. 1061 1 bp m = misc_feature
/note = SNV =T
REV =C
4 PAM 1062 .. 1064 3 bp O — misc_feature
EIF3] 1863 .19,555 17,693 bp (] 4— gene
/note = gene ENSG00000104131
Protein coding
EIF33J-202 1863 .19,555 17,693 bp ] #4— prim_transcript
/note = primary transcript ENST00000424492
Protein coding
EIF3]-201 1863 .19,533 17,671 bp (] #=—  prim_transcript
/note = primary transcript ENST00000261868
Protein coding
EIF3]-203 1863 .19,497 17,635 bp (] 4— prim_transcript
/note = primary transcript ENST00000535391
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

Feature

EIF3J-205

/note

EIF3]-204

/note

Location
1863 .. 5242
primary transcript ENST00000558053
Retained intron
1863 .. 2056

primary transcript ENST00000536248
Protein coding

Size

3380 bp

194 bp

o

]

=
—

—

Type

prim_transcript

prim_transcript
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INK2J00075R_SPG11_Q1875X_A02_AA.dna (Linear / 1862 bp)

Primer Length - Binding Sites = Tm Date Added
v PCR Forward 25-mer 556 .. 580 = 59°C Mar 12, 2024
/sequence = ACAGATAACACAGGAAATGCAGACC
44% GC / 7686.1 Da
v Donor Template SNV -> REV 100-mer 1024 .. 1123 = 76°C Mar 12, 2024
/sequence = ACTTGCTTCATGCACACAGCCATCATCCAGTAGGCGCCCAATCAAAAAGTTTAGTGACTCCTGCTCTTTCCAATCCAATCTATTCTCGCATGTCTCTTTG
45% GC / 30,458.8 Da
v gRNA Protospacer 20-mer 1042 .. 1060 49°C Mar 12, 2024
/sequence = TAGATTGGATTGGAAAGAGT
35% GC / 6260.2 Da
v/ Sanger Sequencing Primer 20-mer 1154 .. 1173 = 57°C Mar 12, 2024
/sequence = AATACCAAGGCGACATCTGG
50% GC / 6135.1 Da
v/ PCR Reverse 25-mer 1436 .. 1460 56°C  Mar 12, 2024
/sequence = TTGCCTAGTTAATTGGCTAGTCTAC

40% GC / 7638.0 Da
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