‘Sequence: INK2J00089_LRRK2_R793M_HO03_BB.dna (Linear / 4007 bp)
Features: 16 total

Primers: 5 total

leucine rich repeat kinase 2 [Source:HGNC Symbol;Acc:HGNC:18618]

gRNA Protospacers (2307 .. 2326)
(2192 .. 2211) Sanger Sequencing Primer Donor Template WT -> SNV (2289 .. 2388)

(1916 .. 1940) PCR Forward PCR Reverse (2867 ..2891)

1000 2000 3000

4000

| LRRK2

| LRRK2-201

VvV

LRRK2-201

Donor Template WT -> SNV

gRNA Protospacer

SNV

INK2J00089_LRRK2_R793M_HO03_BB
4007 bp
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

ATTTATTTTATCAGATTCACTTTCTCATATATGTCTCTCTTCATGGCACCATATG

TAAATAAAATAGTCTAAGTGAAAGAGTATATACAGAGAGAAGTACCGTGGTATAC

N 7

[ LRRK2-201 >

CCTAAAGTCAGCTTGGATAGTTTGGATCCTCCAAGGAAAATTCCTTCCACAAACA

T e T B B o B I B i

GGATTTCAGTCGAACCTATCAAACCTAGGAGGTTCCTTTTAAGGAAGGTGTTTGT

I,

LRRK2-201 >

TGTGCAGCACACAGTGCTAGATAATTAATAGAGAATATAAAATGGGTTTCCTGTT

o L L

ACACGTCGTGTGTCACGATCTATTAATTATCTCTTATATTTTACCCAAAGGACAA

I,

LRRK2-201 >

TCAAGATGGTTTGTAGGTCTGTATGTGTAGGGCATTGACAAGAGAGTAAAACATA

AGTTCTACCAAACATCCAGACATACACATCCCGTAACTGTTCTCTCATTTTGTAT

I,

LRRK2-201 >

AATCACCTTAGTACAAAGTAAGGAGTGAATGGCATATCTTAGAGAAAAAAAAGTT

TTAGTGGAATCATGTTTCATTCCTCACTTACCGTATAGAATCTCTTTTTTTTCAA

I, -

LRRK2-201 >

ACTGGGCTATAAGAGAAGGCATTTGTGAGTTTTTCCCTCCCTCCCCGCTTCCCTT

TGACCCGATATTCTCTTCCGTAAACACTCAAAAAGGGAGGGAGGGGCGAAGGGAA

I . -

LRRK2-201 >

CCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTT

o

GGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAA

I R, -

LRRK2-201 >

55

110

165

220

275

330

385
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

CCCTTCCCTTCCCTTCTCTTCCCTCCCCTCCCCTTCTCTTCCCTCCCCTCCCCTC

o 440

GGGAAGGGAAGGGAAGAGAAGGGAGGGGAGGGGAAGAGAAGGGAGGGGAGGGGAG

I R, -

LRRK2-201 >

CCCTCCCCTCCCCTCCCTTCTCCTTTCTCTTCCCCTTCCCCTTCCTCTTCCCCTT

e 495

GGGAGGGGAGGGGAGGGAAGAGGAAAGAGAAGGGGAAGGGGAAGGAGAAGGGGAA

I,

LRRK2-201 >

CCCCTTCTCCTTCCTTCCTTCCTTCCTTCCTCTTCCACCTGCCTTCCTTTTAATT

o L L 550

GGGGAAGAGGAAGGAAGGAAGGAAGGAAGGAGAAGGTGGACGGAAGGAAAATTAA

I,

LRRK2-201 >

TTGCTATGAGCCCTTAAAGAGGATTTTAGTAATTTGCTACTTAAATTAAATATAT
605
AACGATACTCGGGAATTTCTCCTAAAATCATTAAACGATGAATTTAATTTATATA

I,

LRRK2-201 >

TTGCTAGATGTTGTGCTAGGCTTCAGGAATACAAGTTGGATTGCAGTAATGTAAA
660
AACGATCTACAACACGATCCGAAGTCCTTATGTTCAACCTAACGTCATTACATTT

I, -

LRRK2-201 >

GCCCTTTGCATTCTAGCAAGAAAACAGATGGGTATGTATGTTTGCTCAGTGCTAC
715
CGGGAAACGTAAGATCGTTCTTTTGTCTACCCATACATACAAACGAGTCACGATG

I . -

LRRK2-201 >

ATTAAATGAAATGGATGGGAGCCGGGAGGAGAAATGGTGTGTTTGGCCTGAGAGG

o 770

TAATTTACTTTACCTACCCTCGGCCCTCCTCTTTACCACACAAACCGGACTCTCC

I R, -

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

TTAGTAGCAAGGACTTCTCTGCAAGAAAGTTTGAAGCCAATTCTTCAAGAATGAA

I t I - I e AR I ¥ i-i-l-i-i-l-i—i—*—i—i—i—i—{- 825

AATCATCGTTCCTGAAGAGACGTTCTTTCAAACTTCGGTTAAGAAGTTCTTACTT

I R, -

LRRK2-201 >

CACCTTTTTGCTGGGTGAAAAGTAGAGGAAGGCATTTGGGGTAATAGAAATAGCA

T e T B B o B I B i 880

GTGGAAAAACGACCCACTTTTCATCTCCTTCCGTAAACCCCATTATCTTTATCGT

I,

LRRK2-201 >

TAAAAGGTAATGAGGTTTGAAAAATTACATGCTGTGTTTGGAAGAATGTCCTGGA

o L L 935

ATTTTCCATTACTCCAAACTTTTTAATGTACGACACAAACCTTCTTACAGGACCT

I,

LRRK2-201 >

GCAGCAGCGTTTTAGAAGGTTTTTAAAGACGATGGTGACTTGATCAGAGCTCTGT
990

CGTCGTCGCAAAATCTTCCAAAAATTTCTGCTACCACTGAACTAGTCTCGAGACA

I,

LRRK2-201 >

AGTGCTTTGAGGATGGGTTGAAGGTGGGCGTACTTGGAGACTGGTGGGCATTTAA
1045

TCACGAAACTCCTACCCAACTTCCACCCGCATGAACCTCTGACCACCCGTAAATT

I, -

LRRK2-201 >

TTGGTGCCTTCCAACCACATAAATGAATGTCCCCTCAAATCCCTTGGAAACACTT
1100

AACCACGGAAGGTTGGTGTATTTACTTACAGGGGAGTTTAGGGAACCTTTGTGAA

I . -

LRRK2-201 >

TAATTCTAGAAAATTCAAAAATTGTCCCCAACATCTTTTTCCTCTGAGTTGGTAC

o 1155

ATTAAGATCTTTTAAGTTTTTAACAGGGGTTGTAGAAAAAGGAGACTCAACCATG

I R, -

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

CCTGGATCTTTGGGTCTTCTTTTCTTTCCTTTTTTGATGTTTTATTTTGGGTAAT

o 1210

GGACCTAGAAACCCAGAAGAAAAGAAAGGAAAAAACTACAAAATAAAACCCATTA

I R, -

LRRK2-201 >

GAAAGTCACACAGGTTTTGAAGCCAGCAGATTTGGCTTCAAATCCAAGTCTCAGT

e 1265

CTTTCAGTGTGTCCAAAACTTCGGTCGTCTAAACCGAAGTTTAGGTTCAGAGTCA

I,

LRRK2-201 >

TGCTTGCTAGCTGTAAGGGACAAATTATATATCTTTTCTAAATACTCATCTATAA

o L L 1320

ACGAACGATCGACATTCCCTGTTTAATATATAGAAAAGATTTATGAGTAGATATT

I,

LRRK2-201 >

AATGGGAGTAATAATTGCTATGGCATAGGATTTTTTTAAAAAAAAGATTAGAAAT
1375

TTACCCTCATTATTAACGATACCGTATCCTAAAAAAATTTTTTTTCTAATCTTTA

I,

LRRK2-201 >

CATGTGTGTACAGAATTTAGCACAGTAACTGATGGATATTATTTCTATTACCTGT
1430

GTACACACATGTCTTAAATCGTGTCATTGACTACCTATAATAAAGATAATGGACA

I, -

LRRK2-201 >

TATCTTGGTCTTCTAGTTGATAGCTCCTTGCTAGCGTCTAGCTCCTTTCCATAGC
1485

ATAGAACCAGAAGATCAACTATCGAGGAACGATCGCAGATCGAGGAAAGGTATCG

I . -

LRRK2-201 >

TCTTCCTGAGTAGGGCCAGCATGCAGTGCCACAGCTTGCTAAGGCTTCTCCTGGA

I I I IIIIIIIIIIIIIIIIIIIII'hl-H-I-l-H-'-l-'-H-'-I' 1540

AGAAGGACTCATCCCGGTCGTACGTCACGGTGTCGAACGATTCCGAAGAGGACCT

I R, -

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

TTGCTGAGTTGTTCTAGTTTTTGTGGCACCTCACATGCTAACCCACCCTGAACAC

o 1595

AACGACTCAACAAGATCAAAAACACCGTGGAGTGTACGATTGGGTGGGACTTGTG

I R, -

LRRK2-201 >

ATGCTCTGAAAACATAACATTTAGAGGAAGGTTGAAGACTGAGAGACAAGGTATA

T e T B B o B I B i 1650

TACGAGACTTTTGTATTGTAAATCTCCTTCCAACTTCTGACTCTCTGTTCCATAT

I,

LRRK2-201 >

TCTTTGAGGAAATTCAGATGCTTGTCTTGAGGAGCTCAGGAAAGCTAGACACGAG

o L L 1705

AGAAACTCCTTTAAGTCTACGAACAGAACTCCTCGAGTCCTTTCGATCTGTGCTC

I,

LRRK2-201 >

TAATGACTGTCGTTTGTGTGTGGCATTAATAAATTTTACAATAGCTATGTCCCCA
1760
ATTACTGACAGCAAACACACACCGTAATTATTTAAAATGTTATCGATACAGGGGT

I,

LRRK2-201 >

TTTAGTTATTCTATGTCACAAATAAAGGCAGGACAGTAGTATTTACTGTGTTAAG
1815
AAATCAATAAGATACAGTGTTTATTTCCGTCCTGTCATCATAAATGACACAATTC

I, -

LRRK2-201 >

GTACTGGTTTCCCAGGTATCTTACAGTGAGAAGACAGAAGCTCAGAAAGTGTAAG
1870
CATGACCAAAGGGTCCATAGAATGTCACTCTTCTGTCTTCGAGTCTTTCACATTC

I . -

LRRK2-201 >

PCR Forward

[TCCCAAGCCT

CAATGTGCATATTTGGTGGAGTCTGGATGTAAACAGAGATCTTGATGCCAAGCCT

e 1925

GTTACACGTATAAACCACCTCAGACCTACATTTGTCTCTAGAACTACGGTTCGGA

I,

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

PCR Forward
GTGGAGCTI |G|:EC|

GTGGAGCTTTGTCTCCATATAATGTTGTCTCTTTCATAATAACTGACTGTCATGT

T e T B B o B I B i 1980

CACCTCGAAACAGAGGTATATTACAACAGAGAAAGTATTATTGACTGACAGTACA

LRRK2-201 >

GGCAGATTATTCATGCTATTCTGACATTGATGGCATTAATATCATCTTATTTTCC

o L L 2035

CCGTCTAATAAGTACGATAAGACTGTAACTACCGTAATTATAGTAGAATAAAAGG

LRRK2-201 >

CAATCTATTCAAGGATCAGTTTTGCCTTATTTTATTTTGTTTCATTCCAAATTGG

e e e B 2090

GTTAGATAAGTTCCTAGTCAAAACGGAATAAAATAAAACAAAGTAAGGTTTAACC

LRRK2-201 >

AGATGTAGAGAAAAATCACATGAAGTTTGATTTGCCAGTCTCCTAAAAGGAAGAA

e 2145

TCTACATCTCTTTTTAGTGTACTTCAAACTAAACGGTCAGAGGATTTTCCTTCTT

LRRK2-201 >

Sanger Sequencing Primer

[CTCAGARAG

AAATGTAGATTTTTAATATACTTAATTTTTTTTCTTTAATAGGTATGTGAGAAAG

o 2200

TTTACATCTAAAAATTATATGAATTAAAAAAAAGAAATTATCCATACACTCTTTC

LRRK2-201 >

L 750 L

\ C E K
ENSE00001365419 >

LRRK2-201
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

Sanger Sequencing Primer

m%

AGAGCAGTCCCAAATTGGTGGAACTCTTACTGAATAGTGGATCTCGTGAACAAGA

2255
TCTCGTCAGGGTTTAACCACCTTGAGAATGACTTATCACCTAGAGCACTTGTTCT

I . -

LRRK2-201 >
N N N 755 N N N N 760 N N N N 765 N N N N 770
E S S P K L V E L L L N S G S R E Q D
ENSE00001365419 >
LRRK2-201

gRNA Protospacers

(X

TGTACGAAAAGCGTTGACGATAAGCATTGGGAAAGGTGACAGCCAGATCATCAGC

o 2310

ACATGCTTTTCGCAACTGCTATTCGTAACCCTTTCCACTGTCGGTCTAGTAGTCG

I R, -

LRRK2-201 >

N N N N 775 N N N N 780 N N N N 785 N N N
\ R K A L T I S I G K G D S Q I I S
ENSE00001365419 >
LRRK2-201

gRNA Protospacer

:; Donor Template WT -> SNV
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

gRNA Protospacers
TTGCTCI |KKGGK;§CI

TTGCTCTTAAGGAGGCTGGCCCTGGATGTGGCCAACAATAGCATTTGCCTTGGAG

e

AACGAGAATTCCTCCGACCGGGACCTACACCGGTTGTTATCGTAAACGGAACCTC

I,

LRRK2-201 >
N 790 N N N N 795 N N N N 800 N N N N 805 N
L L L R R L A L D \ A N N S I C L G
ENSE00001365419 >
LRRK2-201

gRNA Protospacer l:l

PAM
[
SNV
AACGAGAATTCCTNCGACCGGGACCTACACCGGITGITATCGTAAACGGAACCTC
—J

Donor Template WT -> SNV

GATTTTGTATAGGAAAAGTTGAACCTTCTTGGCTTGGTCCTTTATTTCCAGATAA

CTAAAACATATCCTTTTCAACTTGGAAGAACCGAACCAGGAAATAAAGGTCTATT

I,

LRRK2-201 >

L L L 810 L L L L 815 L L L L 820 L L L L 825
G F C I G K G P L F D K

E P S W L
ENSE00001365419

LRRK2-201

Donor Template WT -> SNV

GACTTCTAATTTAAGGAAACAAACAAGTAAGTAACAAGGAGAATATTTTTTACAA

o

CTGAAGATTAAATTCCTTTGTTTGTTCATTCATTGTTCCTCTTATAAAAAATGTT

I R, -

LRRK2-201 >

N N 830 N
T S N L R K Q T S K

ENSE00001365419
LRRK2-201

2365

2420

2475

Printed from SnapGene®: Jul 18, 2024 09:56

Page 9



INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

TTCTTATTTTTAATAGTATTTTTTTAAGTCACTAGTCTTTTAGTGGTTATTCATG

o 2530

AAGAATAAAAATTATCATAAAAAAATTCAGTGATCAGAAAATCACCAATAAGTAC

I R, -

LRRK2-201 >

CCAGTTTGAGGGACCTTAAGCCAAAGATATTGCAAAGGTTTGGATTTTTTTTTTT

e 2585

GGTCAAACTCCCTGGAATTCGGTTTCTATAACGTTTCCAAACCTAAAAAAAAAAA

I,

LRRK2-201 >

TTTGGCTATGAAATACTTCAAAATGACATTTAAGTTCTTTATGAGATAGCAAATA

I t I IIIIIIIII""""'I"""“"‘I"""‘"“""""I‘ 2640

AAACCGATACTTTATGAAGTTTTACTGTAAATTCAAGAAATACTCTATCGTTTAT

I,

LRRK2-201 >

GTTATTTATAAAAATAGAGCAAAATAGTGGAAGCTTTTTGAAGGGGTACTTTTTA
2695

CAATAAATATTTTTATCTCGTTTTATCACCTTCGAAAAACTTCCCCATGAAAAAT

I,

LRRK2-201 >

ATATATATTTTTTATTATTAAAGTAAGATATCCCTGTTTTTAAAGGAAATATAAA

e e 2750

TATATATAAAAAATAATAATTTCATTCTATAGGGACAAAAATTTCCTTTATATTT

I, -

LRRK2-201 >

ATTATAAAAAAGAAAATAAAAATAACTTATTTTATCTCTTATAAGTAATTAATAT

: I IIIIIIIIIIIIIIII"""""‘I"""""""""‘I""""—" 2805

TAATATTTTTTCTTTTATTTTTATTGAATAAAATAGAGAATATTCATTAATTATA

I . -

LRRK2-201 >

GGATATTTTTCCTAACTTTTTATATGCTTACATGTACCTATGCATTCAAATGTAT

I : I IIIIIIIIIIIIIIIIIIIIII-l-H-I-l-H-'-l-'-H-'-I' 2860

CCTATAAAAAGGATTGAAAAATATACGAATGTACATGGATACGTAAGTTTACATA

I R, -

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

GTAAAAGCATACACACATATTTATTTGGCATTTTTAACTTAGAATATACTTTATA

o 2915

CATTTTCGTATGTGTGTATAAATAAACCGTAAAAATTGAATCTTATATGAAATAT

I R, -

LRRK2-201 >

:: PCR Reverse

TTTCAATTGATAATGCATTTTCTTTATACTTTCAAGCTCATGTGTATTTTGTACA

o L L 2970

AAAGTTAACTATTACGTAAAAGAAATATGAAAGTTCGAGTACACATAAAACATGT

I,

LRRK2-201 >

TATTATGTGTATTGATGGTAAGTTACCATCTTCTGACACTATTTTTATCTTTTGA

s e e 3025

ATAATACACATAACTACCATTCAATGGTAGAAGACTGTGATAAAAATAGAAAACT

I,

LRRK2-201 >

GCTCTCTCATTTGTTCACACTAAATGTGTTTTTAGCGTGAAAGCTCCCAGCTTTC

e e 3080

CGAGAGAGTAAACAAGTGTGATTTACACAAAAATCGCACTTTCGAGGGTCGAAAG

I, -

LRRK2-201 >

CCTGTGTTAACTTAGTCCCATGCCCATCTCCTTCCCCATGGTCATCAAACTCCAT

: I t IIIIIIIIIIIIII"""""I"‘"""‘*"""I"-H-'-" 3135

GGACACAATTGAATCAGGGTACGGGTAGAGGAAGGGGTACCAGTAGTTTGAGGTA

I . -

LRRK2-201 >

GAATCAACACCTTAAGGACCATCTTGCAAGTAACATGTTTGCTTCTCTCATTTTT

o 3190

CTTAGTTGTGGAATTCCTGGTAGAACGTTCATTGTACAAACGAAGAGAGTAAAAA

I R, -

LRRK2-201 >

ATGATGCACTCACTAGCAAAACACCAGTTTTGGTCAGTCTACCAGTCTACTTTTT

e 3245

TACTACGTGAGTGATCGTTTTGTGGTCAAAACCAGTCAGATGGTCAGATGAAAAA

I,

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

CCCTCAGTTTCACCAAGAAAACTGAGTGCTGCTAGAGAAAAGTACCCATCCATGC

o 3300

GGGAGTCAAAGTGGTTCTTTTGACTCACGACGATCTCTTTTCATGGGTAGGTACG

I R, -

LRRK2-201 >

AATTTGGTGCCTTTATACATCAAGGTTTCCAACCGCTCAGTAGGCTCCAAAAGTT

e 3355

TTAAACCACGGAAATATGTAGTTCCAAAGGTTGGCGAGTCATCCGAGGTTTTCAA

I,

LRRK2-201 >

CCAATCAGGCTGAATTTTCCTCGGTTTCTCAAACACTTCGTGTACCCTTACTTCC

I t IIIIIIIIIII""""'I""""""‘I""""‘"""""I‘ 3410

GGTTAGTCCGACTTAAAAGGAGCCAAAGAGTTTGTGAAGCACATGGGAATGAAGG

I,

LRRK2-201 >

AGTCTTTTTCCAGTGTTACTCTCTCTCTACCTAGCTCTAAATTCTCTCTTCACCT
3465
TCAGAAAAAGGTCACAATGAGAGAGAGATGGATCGAGATTTAAGAGAGAAGTGGA

I,

LRRK2-201 >

GGCTGTCTCTTCATTCTTCCTGTCTCAGTGCTATCACCAGTCTGGAAGGTTCTCT
3520
CCGACAGAGAAGTAAGAAGGACAGAGTCACGATAGTGGTCAGACCTTCCAAGAGA

I, -

LRRK2-201 >

TACATGACCCTATAGCACTTTATTTCTCACATATACTACCATTCACCACATTATA
3575
ATGTACTGGGATATCGTGAAATAAAGAGTGTATATGATGGTAAGTGGTGTAATAT

I . -

LRRK2-201 >

TAATTTAATTTTTCATTTTTATAATCTACTTTTTGGTAAATTGTTAGTACCATGA

o 3630

ATTAAATTAAAAAGTAAAAATATTAGATGAAAAACCATTTAACAATCATGGTACT

I R, -

LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

AGTCAATGTCAATTTTGTTCATGGTTGTAACCTTACCATTGATACTAGTGTTTTG

I t IIIIIIIIIII""""'I"""'—""H-'-I"-H-'—" 3685

TCAGTTACAGTTAAAACAAGTACCAACATTGGAATGGTAACTATGATCACAAAAC

I R, -

LRRK2-201 >

CACATAGTAGATTATCATTTAGAATTAAGTATTCAATATTGGCAAAAAATAAAAA

T e T B B o B I B i 3740

GTGTATCATCTAATAGTAAATCTTAATTCATAAGTTATAACCGTTTTTTATTTTT

I,

LRRK2-201 >

TTGTGTAATACATTATGTTGATAAGCATGTGTGGAAACATGCTTCATATATTGAT

o L L 3795

AACACATTATGTAATACAACTATTCGTACACACCTTTGTACGAAGTATATAACTA

I,

LRRK2-201 >

ATGAATTTAAATTGTCCTCTTTTGAGGACAATTTGGCAATATCTACTAATATTTT
3850
TACTTAAATTTAACAGGAGAAAACTCCTGTTAAACCGTTATAGATGATTATAAAA

I,

LRRK2-201 >

TAATATATGTACATACTTTTTTGACCTCACAATGTACTGTTAGGAATCTATGATA
3905
ATTATATACATGTATGAAAAAACTGGAGTGTTACATGACAATCCTTAGATACTAT

I, -

LRRK2-201 >

CAGACATTCTCAATGTGCACAAAAATTATGTACAAAAATGCACATTAAAACATTG

e e e e i s B e 3960

GTCTGTAAGAGTTACACGTGTTTTTAATACATGTTTTTACGTGTAATTTTGTAAC

I . -

LRRK2-201 >
TTTATAATAGCAAAAGAGTAGGAAAAAAACCTAAGTATTCCCCAAAA 3’
4007
AAATATTATCGTTTTCTCATCCTTTTTTTGGATTCATAAGGGGTTTT 5’
LRRK2-201 >
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

Feature Location Size = Type
LINC02471 1 .. 4007 4007 bp | —* gene
/note = gene ENSG00000223914
IncRNA
v LRRK2 1 .. 4007 4007 bp (| —* gene
/note = gene ENSG00000188906
Protein coding
LINC02471-202 1 .. 4007 4007 bp (| —* prim_transcript
/note = primary transcript ENST00000641941
IncRNA
v LRRK2-201 1 .. 4007 4007 bp O —* prim_transcript
/note = primary transcript ENST00000298910
LRRK2-202 1 .. 4007 4007 bp | —* prim_transcript
/note = primary transcript ENST00000343742
LRRK2-210 1 .. 4007 4007 bp O —* prim_transcript
/note = primary transcript ENST00000679360
Nonsense mediated decay
LRRK2-218 1 .. 4007 4007 bp | S prim_transcript
/note = primary transcript ENST00000680790
LRRK2-203 1 .. 2265 2265 bp (| —* prim_transcript
/note = primary transcript ENST00000416796
v LRRK2-201 2188 .. 2446 259 bp ] —+ CDS
/note = coding sequence ENSP00000298910
/translation = VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLRRLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT
86 amino acids = 9.4 kDa
LRRK2-202 2188 .. 2446 259 bp ] —+ CDS

/note = coding sequence ENSP00000341930

/translation = VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLRRLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT
86 amino acids = 9.4 kDa

LRRK2-218 2188 .. 2446 259 bp ] —* CDS

/note = coding sequence ENSP00000505335

/translation = VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLRRLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT
86 amino acids = 9.4 kDa

LRRK2-203 2188 .. 2265 78 bp ] —* CDS

/note = coding sequence ENSP00000398726

/translation = VCEKESSPKLVELLLNSGSREQDVRK
26 amino acids = 2.9 kDa

Donor Template WT -> SNV 2289 .. 2388 100 bp = H misc_feature

gRNA Protospacer 2307 .. 2326 20 bp | i misc_feature

v SNV 2324 .. 2324 1 bp ] —i misc_feature

/note = WT=G

SNV =T
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INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

Feature Location Size = Type

v PAM 2327 .. 2329 3 bp O H— misc_feature

Printed from SnapGene®: Jul 18, 2024 09:56 Page 15



INK2J00089_LRRK2_R793M_H03_BB.dna (Linear / 4007 bp)

Primer Length ] Binding Sites = Tm Date Added
v PCR Forward 25-mer 1916 .. 1940 = 65°C Dec 8, 2023
/sequence = TGCCAAGCCTGTGGAGCTTTGTCTC
56% GC / 7640.0 Da
v Sanger Sequencing Primer 20-mer 2192 .. 2211 = 57°C Dec 8, 2023
/sequence = GTGAGAAAGAGAGCAGTCCC
55% GC / 6200.1 Da
v Donor Template WT -> SNV 100-mer 2289 .. 2388 = 76°C Dec 8, 2023
/sequence = TTCAACTTTTCCTATACAAAATCCTCCAAGGCAAATGCTATTGTTGGCCACATCCAGGGCCAGCATCCTTAAGAGCAAGCTGATGATCT
GGCTGTCACCT
46% GC / 30,630.9 Da
v gRNA Protospacers 20-mer 2307 .. 2326 = 58°C Dec 8, 2023
/sequence = CAGCTTGCTCTTAAGGAGGC
55% GC / 6133.0 Da
v PCR Reverse 25-mer 2867 .. 2891 =— 55°C Dec 8, 2023
/sequence = ATGCCAAATAAATATGTGTGTATGC

32% GC / 7704.1 Da
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