‘Sequence: INK2J00077_SYNJ1_R219Q GO3_AB.dna (Linear/ 2842 bp)

Features:
Primers:

25 total
5 total

(1372 ..1391) gRNA Protospacer
(1249 ..1268) Sanger Sequencing Primer Donor Template WT -> SNV (1354 .. 1453)
(955..979) PCR ForwardL PCR Reverse (1858 .. 1882)

500 1000 - 0 = 2000 2500

s>

[ SYNJ1-201 >

--------------’

SYNJ1-201

Donor Template WT -> SNV

gRNA Protospacer

SNV

INK23J00077_SYNJ1_R219Q GO3_AB
2842 bp
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INK2J00077_SYNJ1_R219Q_GO3_AB.dna (Linear/ 2842 bp)

TCTGTGGAGGTCTAAGGTTCCAGGAGAGATCCCTGAGGGGTAATCAGGGTGAGAAGGCCAACCCAGCAAAGTTCAGTCCCAATCC

AGACACCTCCAGATTCCAAGGTCCTCTCTAGGGACTCCCCATTAGTCCCACTCTTCCGGTTGGGTCGTTTCAAGTCAGGGTTAGG

.- .ew. 000>

| SYNJ1-201 >

CCACTTTAGCCATAGCAGCTTTTATCTGTATCATAATCATTGGGCTTCTGCATGTTTGTTTGAATAAAATTTGTTTCTCTGAAAA

GGTGAAATCGGTATCGTCGAAAATAGACATAGTATTAGTAACCCGAAGACGTACAAACAAACTTATTTTAAACAAAGAGACTTTT

- N

SYNJ1-201 >

AAGTTTGGAAACCAGGCCACATCTGTTACCTAGAATGCTAAAAGTATTTGGAGCGATGATAAACCCTATGCCTGCACTATCTAAT

TTCAAACCTTTGGTCCGGTGTAGACAATGGATCTTACGATTTTCATAAACCTCGCTACTATTTGGGATACGGACGTGATAGATTA

- 0000 .eww 0>

SYNJ1-201 >

GTGGTAGCCACTAGCCACATCTTGCTATTTAAATTTAAATTAATTAAAATAGAGCCTTATAAAAGTCAAGCCTTAAAAGTAGAGC

CACCATCGGTGATCGGTGTAGAACGATAAATTTAAATTTAATTAATTTTATCTCGGAATATTTTCAGTTCGGAATTTTCATCTCG

- N

SYNJ1-201 >

TTCATGGGCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACAAGGTCAGGAGTTCAG

AAGTACCCGCCCGCGCCACCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGCTCCGTCCACCTAGTGTTCCAGTCCTCAAGTC

- 0000 e 00>

SYNJ1-201 >

GACCATCCTGGCTAACACTAACACGGGGAAACCCCGTCTCTACCAAAAATACAAAAAATTAGCCAAGCATGGTGGTGGGCGCCTG

CTGGTAGGACCGATTGTGATTGTGCCCCTTTGGGGCAGAGATGGTTTTTATGTTTTTTAATCGGTTCGTACCACCACCCGCGGAC

- N

SYNJ1-201 >

TGGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGACATAAAACTGGGAGGCAGAGCTTGCAGTGAGCCAAGATCCCGCCACT

ACCAGGGTCGATGAGTCCTCCGACTCCGTCCTCTTACTGTATTTTGACCCTCCGTCTCGAACGTCACTCGGTTCTAGGGCGGTGA

- 0000 e 000>

SYNJ1-201 >

GCACTCCAACCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAGAAAAAAAAAAACAAAACAAAACAAAAAATTAGCCCGGCTTG

CGTGAGGTTGGACCCGCTGTCTCGCTCTGAGGCAGAGTTTTTTCTTTTTTTTTTTGTTTTGTTTTGTTTTTTAATCGGGCCGAAC

- e

SYNJ1-201 >

GTGGTGCATGCCTGTAATCCCAGCTACGTGGGAGGCTGAGGCAGAAGAATCGCTTGAACCTGGGAGACAGAGGTTGCAGTGAGAC

CACCACGTACGGACATTAGGGTCGATGCACCCTCCGACTCCGTCTTCTTAGCGAACTTGGACCCTCTGTCTCCAACGTCACTCTG

- 0000 .eww 00>

SYNJ1-201 >

GAGATAATGCCACTGCACTCCAGCCTGGGCAACATTCCGAGACTCCATCTCAAAAATAAATAAATAAATAAATAAATAAATAAAT

CTCTATTACGGTGACGTGAGGTCGGACCCGTTGTAAGGCTCTGAGGTAGAGTTTTTATTTATTTATTTATTTATTTATTTATTTA

- e

SYNJ1-201 >

85

170

255

340

425

510

595
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INK2J00077_SYNJ1_R219Q_GO3_AB.dna (Linear/ 2842 bp)

AAATAAATAAATATTTTTTTAAAAAGTAGAGCTTCATAAATTGGGGTGGGGACATGCATATGTATTCCTTTTTGGAACAAGTTAG
935
TTTATTTATTTATAAAAAAATTTTTCATCTCGAAGTATTTAACCCCACCCCTGTACGTATACATAAGGAAAAACCTTGTTCAATC

>

SYNJ1-201 >

PCR Forward
ITAAAGACATAACAGAAATGGGCCAC

GTTATAAACACATTATATATAAAGACATAACAGAAATGGGCCACAGATACTAAAAACACAAAAATACTCCTTTTCTGTGGATCAT

1020
CAATATTTGTGTAATATATATTTCTGTATTGTCTTTACCCGGTGTCTATGATTTTTGTGTTTTTATGAGGAAAAGACACCTAGTA

>

SYNJ1-201 >

AGATCACATGTTGAAGGATCTCGTTTTATAGCCCTATCTTCTGATCCCTAGCATAGTAAATGTAAATGAATTGATTTGTTGTTTG
1105
TCTAGTGTACAACTTCCTAGAGCAAAATATCGGGATAGAAGACTAGGGATCGTATCATTTACATTTACTTAACTAAACAACAAAC

>

SYNJ1-201 >

TGCCTTTAAATTTAATAATATTAAATTAATTTTCCAGGAGATTATTTTAAAAGTCATACTTTGTTACTTAGTATTCCATAAGCTA
1190
ACGGAAATTTAAATTATTATAATTTAATTAAAAGGTCCTCTAATAAAATTTTCAGTATGAAACAATGAATCATAAGGTATTCGAT

>

SYNJ1-201 >

Sanger Sequencing Primer
IGGCGTGAATTGTGATGACTG

ATCATTTATTTCTTTTCCTATTAGGAATCAGTCTTTGCATTTGCATCTCAAACACTATGGCGTGAATTGTGATGACTGGTTATTA

1275
TAGTAAATAAAGAAAAGGATAATCCTTAGTCAGAAACGTAAACGTAGAGTTTGTGATACCGCACTTAACACTACTGACCAATAAT

SYNJ1-201 >
L L L 165 L L L 170, L L L 175 L L . 180
Q L H L H L K H Y G \ N C D D W L L
ENSE00001723440 >
SYNJ1-201

CGTCTTATGTGTGGAGGAGTAGAAATCAGAACAATTTATGCTGCTCATAAACAGGCGAAGGCTTGCCTCATTTCAAGATTAAGCT
1360
GCAGAATACACACCTCCTCATCTTTAGTCTTGTTAAATACGACGAGTATTTGTCCGCTTCCGAACGGAGTAAAGTTCTAATTCGA

SYNJ1-201 >
L L L L 185 L L L 190, L L L 195 L L 200 L L L 205 L L
R L M C G G \ E I R T I Y A A H K Q A K A C L 1 S R L S
ENSE00001723440 >
SYNJ1-201

Donor Template WT -> SNV

|AATTCGA

Donor Template WT -> SNV
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INK2J00077_SYNJ1_R219Q_GO3_AB.dna (Linear/ 2842 bp)

gRNA Protospacer
|IGGGACCAGGTTTAATGTCCG

GTGAACGAGCTGGGACCAGGTTTAATGTCCGGGGAACAAATGATGATGGTCATGTTGCCAATTTTGTAGAAACAGAACAGGTATA

1445
CACTTGCTCGACCCTGGTCCAAATTACAGGCCCCTTGTTTACTACTACCAGTACAACGGTTAAAACATCTTTGTCTTGTCCATAT

SYNJ1-201 >
I 210 I I I 215 I I I 220 I 1 1 225 1 1 1 230 1 1 1 235
C E R A G T R F N \ R G T N D D G H \ A N F \ E i E Q
ENSE00001723440 >
SYNJ1-201

gRNA Protospacer |:|

PAM

SNV

CACTTGCTCGACCCTGGTCCAAATTACAGG_IUCCCTTGTTTACTACTACCAGTACAACGGTTAAAACATCTTTGTCTTGTCCATAT
Donor Template WT -> SNV ==

TATAGTGTTTTATATTACTTAATTAATTTATTATAGGAGAAGCACAGAAAATACTAGAATAACAGATTTTTATTTGATTCGGAGC
1530
ATATCACAAAATATAATGAATTAATTAAATAATATCCTCTTCGTGTCTTTTATGATCTTATTGTCTAAAAATAAACTAAGCCTCG

-

SYNJ1-201 >

R R L I

SYNJ1-201

Donor Template WT -> SNV

ATATCACAI

Donor Template WT -> SNV

TTATTTTAACATCTATAATGTTTTATGATTGTTCTTGGTTACTTATGGGCCTTAAAAAAAGGCTTCCCTAAAAAAAACTTATTTT
1615
AATAAAATTGTAGATATTACAAAATACTAACAAGAACCAATGAATACCCGGAATTTTTTTCCGAAGGGATTTTTTTTGAATAAAA

-

SYNJ1-201 >

.-------------------------------------------------------------------.>

SYNJ1-201

GGTGTGGCTCTTCATCTAGGTAAGAAGATGTCACTAATCAGCATGACATAGTCAGTGTTGTGTGTTTTGGTATTGAATTTTAATG
1700
CCACACCGAGAAGTAGATCCATTCTTCTACAGTGATTAGTCGTACTGTATCAGTCACAACACACAAAACCATAACTTAAAATTAC

L

SYNJ1-201 >

SYNJ1-201

AATTTTAAAATCCTCAGCTGTAGAGTTAGACAACTTGTTTTTTTGTGAAGTGAAATTAAACCCAGCTCTTAATGGCAAATATGTG
1785
TTAAAATTTTAGGAGTCGACATCTCAATCTGTTGAACAAAAAAACACTTCACTTTAATTTGGGTCGAGAATTACCGTTTATACAC

-

SYNJ1-201 >

.-------------------------------------------------------------------.>

SYNJ1-201

Printed from SnapGene®: Jan 30,2024 11:25 Page 4



INK2J00077_SYNJ1_R219Q_GO3_AB.dna (Linear/ 2842 bp)

TACCATCTAAAAATCAGAAATTATGATATTTTTGGCTATGAAACTATATGATTATAAATTCAGGCCATGAACCCAGCCCAACACA
1870
ATGGTAGATTTTTAGTCTTTAATACTATAAAAACCGATACTTTGATATACTAATATTTAAGTCCGGTACTTGGGTCGGGTTGTGT

SYNJ1-201 >

GGTCGGGTTGTGT
PCR Reverse

GATCTTCAAATTAGGTTATAAAGAGCTAAACAAAATGAAATATAAAGATATGTATGTAAAATATTAAGATTTAAAAGGAATTTAT

SYNJ1-201

1955
CTAGAAGTTTAATCCAATATTTCTCGATTTGTTTTACTTTATATTTCTATACATACATTTTATAATTCTAAATTTTCCTTAAATA

SYNJ1-201 >

SYNJ1-201

CTAGAAGTTTAA|
PCR Reverse

TTTTTAAAGTTGTGAATCTTATGCTTATAATTTTACTAATTTTTTTGGTTAATATCGCTAACAGAAAAAAAAGTCAAACCTGTAT
2040
AAAAATTTCAACACTTAGAATACGAATATTAAAATGATTAAAAAAACCAATTATAGCGATTGTCTTTTTTTTCAGTTTGGACATA

SYNJ1-201 >

SYNJ1-201

AGTGGCCTGTTTTGGACAATTGTATATGAGAGTTAGATCATAAAATGTAACTAGTATGCAATAGATTTTAGTAAATTTGTTTTTC
2125
TCACCGGACAAAACCTGTTAACATATACTCTCAATCTAGTATTTTACATTGATCATACGTTATCTAAAATCATTTAAACAAAAAG

-0 .eww 000>

SYNJ1-201 >

SYNJ1-201

TAATGTAAGTGTAACAACTTTTCTGTGGAAATAGTTTACATATTATTTTTTTTTCTGTAGGTTGTGTACTTAGATGACTCAGTTT
2210
ATTACATTCACATTGTTGAAAAGACACCTTTATCAAATGTATAATAAAAAAAAAGACATCCAACACATGAATCTACTGAGTCAAA

- N

SYNJ1-201 >

L L L L 240 L L
\ \ Y L D D S \

------------------------------------------------- ENSE00001711441 >

SYNJ1-201

CTTCCTTCATACAAATCCGAGGATCTGTTCCATTGTTCTGGGAGCAACCAGGGTTGCAAGTATGTGTTTGACATTCAGTTATTTT
2295
GAAGGAAGTATGTTTAGGCTCCTAGACAAGGTAACAAGACCCTCGTTGGTCCCAACGTTCATACACAAACTGTAAGTCAATAAAA

- .= >

SYNJ1-201 >
L 245 . \ L 250 \ \ L 255 \ \ L 260 \ \
s s F 1 Q I R G S VvV P L F W E Q P G L Q V C V
ENSE00001711441 S -
SYNJ1-201
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INK2J00077_SYNJ1_R219Q_GO3_AB.dna (Linear/ 2842 bp)

TGTTTTTTGAACAATTTTCATATTTTCTAAACTTTCTGGATAGTTTATTAATTAATTCATTGATGGTTCCATTATTCCATCTAAT
2380
ACAAAAAACTTGTTAAAAGTATAAAAGATTTGAAAGACCTATCAAATAATTAATTAAGTAACTACCAAGGTAATAAGGTAGATTA

- 000 eww 000>

SYNJ1-201 >

AATGTTAGCTGGATTTGCAAATAAGGGTCTAGACGAGTACAGAGTTTCTGGAATTATCTTAGATATTTTTTCTTTTAATGCTCTT
2465
TTACAATCGACCTAAACGTTTATTCCCAGATCTGCTCATGTCTCAAAGACCTTAATAGAATCTATAAAAAAGAAAATTACGAGAA

- N

SYNJ1-201 >

TCAAATAGCCATTGAAATTGAGCTGCTGTATTTAGTGTTAAAAATTTTGAAGTCTTTATAGTGTATTGATTTGCAATGTGATTCC
2550
AGTTTATCGGTAACTTTAACTCGACGACATAAATCACAATTTTTAAAACTTCAGAAATATCACATAACTAAACGTTACACTAAGG

- 0000 .eww 0>

SYNJ1-201 >

ATATTTATTACCTTCTTATCTTAGTATATAATGATTTAGTCTCTTTAGGCAGAAGAATGTAGTAGATAAAACAAAGCCTTGGGAA
2635
TATAAATAATGGAAGAATAGAATCATATATTACTAAATCAGAGAAATCCGTCTTCTTACATCATCTATTTTGTTTCGGAACCCTT

- N

SYNJ1-201 >

CCAGACTTCTTAATTGGGATCTTTACTCTACCACTACTAGCTGTGTGATCTTGGGCAAATAATTTAACCCTTGTGTGTCTCAGTT
2720
GGTCTGAAGAATTAACCCTAGAAATGAGATGGTGATGATCGACACACTAGAACCCGTTTATTAAATTGGGAACACACAGAGTCAA

- 0000 e 00>

SYNJ1-201 >

TCCTTATCTGTATAATGGGAATAATATTAATAGTACCTACTTTATAGGGTTGTTGTAAGGATTAAATTAAAAGCACTTAGAATAG
2805
AGGAATAGACATATTACCCTTATTATAATTATCATGGATGAAATATCCCAACAACATTCCTAATTTAATTTTCGTGAATCTTATC

- N

SYNJ1-201 >
CACCTGGCCCCCAGTCAGCACCATGTAAGGGTTAACT 3
2842
GTGGACCGGGGGTCAGTCGTGGTACATTCCCAATTGA 5
SYNJ1-201 >
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Feature

v SYNJ1

/note

v SYNJ1-201

/note =
SYNJ1-202

/note =
SYNJ1-203

/note =
SYNJ1-205

/note =
SYNJ1-206

/note =
SYNJ1-211

/note =
SYNJ1-212

/note =
SYNJ1-213

/note =
SYNJ1-214

/note =
SYNJ1-208

/note
v SYNJ1-201

F 2 segments =

/codon_start =
/note =
/translation =
SYNJ1-202

F 2 segments =

/codon_start =
/note =
/translation =
SYNJ1-203

F 2 segments =

/codon_start =
/note =
/translation =
SYNJ1-205

F 2 segments =

/codon_start =
/note =
/translation =
SYNJ1-206

F 2 segments =

/codon_start =
/note =
/translation =

Printed from SnapGene®:

INK2J00077_SYNJ1_R219Q GO3_AB.dna (Linear/ 2842 bp)

Location Size

#

Type
1 .. 2842 2842 bp (| —p gene

gene ENSG00000159082
Protein coding

1 .. 2842 2842 bp O =p prim_transcript

primary transcript ENSTO0000357345
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENST0O0000382491
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENST0O0000382499
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENST00000429236
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENST0O0000433931
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENSTO0000630077
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENSTO0000674204
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENSTO0000674308
1 .. 2842 2842 bp o =p prim_transcript

primary transcript ENSTO0000674351
1 .. 1271 1271 bp o =p prim_transcript

primary transcript ENST0O0000456084
1215 .. 2269 1055 bp ] =—p CDS

310 bp

1

coding sequence ENSP00000349903

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, , VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

1215 .. 2269 1055bp ®W —p CDS
310 bp

1

coding sequence ENSP00000371931

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, , VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

1215 .. 2269 1055bp ®W —p CDS
310 bp

1

coding sequence ENSP00000371939

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, , VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

1215 .. 2269 1055bp ®W —p CDS
310 bp

1

coding sequence ENSP00000413649

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, , VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

1215 .. 2269 1055bp ®W —p CDS
310 bp

1

coding sequence ENSP00000409667

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, , VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa
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INK2J00077_SYNJ1_R219Q GO3_AB.dna (Linear/ 2842 bp)

Feature Location Size = Type
SYNJ1-211 1215 .. 2269 1055 bp =] —p CDS

F 2 segments = 310 bp

/codon_start = 1

/note = coding sequence ENSP00000487560

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, ,VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

SYNJ1-212 1215 .. 2269 1055 bp =] —p CDS

F 2 segments = 310 bp

1

/codon_start

/note = coding sequence ENSP0O0000501504

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, ,VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

SYNJ1-213 1215 .. 2269 1055 bp =] —p CDS

F 2 segments = 310 bp

1

/codon_start

/note = coding sequence ENSP00000501426

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, ,VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

SYNJ1-214 1215 .. 2269 1055 bp =] —p CDS

F 2 segments = 310 bp

/codon_start = 1

/note = coding sequence ENSPO0000501530

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ, ,VVYLDDSVSSFIQIRGSVPLFWEQPGLQ
103 amino acids = 11.6 kDa

SYNJ1-208 1215 .. 1271 57 bp =] —p CDS

1

/codon_start

AN

/note = coding sequence ENSP00000412707
/translation = NQSLHLHLKHYGVNCDDW
19 amino acids = 2.2 kDa
v Donor Template WT -> SNV 1354 .. 1453 100 bp m — misc_feature
gRNA Protospacer 1372 .. 1391 20 bp -] — misc_feature
v SNV 1391 .. 1391 1 bp (] — misc_feature
/note = WT=G
SNV = A
v PAM 1392 .. 1394 3 bp O = misc_feature
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INK2J00077_SYNJ1_R219Q GO3_AB.dna (Linear/ 2842 bp)

Primer Length - Binding Sites = Tm Date Added
v PCR Forward 25-mer 955 .. 979 57°C Sep 15, 2023
/sequence = TAAAGACATAACAGAAATGGGCCAC
40% GC / 7701.1 Da
v/ Sanger Sequencing Primer 20-mer 1249 .. 1268 57°C Sep 15, 2023
/sequence = GGCGTGAATTGTGATGACTG
50% GC / 6228.1 Da
v/ Donor Template WT -> SNV 100-mer 1354 .. 1453 73°C Sep 15, 2023
/sequence = ACACTATATATACCTGTTCTGTTTCTACAAAATTGGCAACATGACCATCATCATTTGTTCCCTGGACATTAAACCTGGTCCCAGCTCGTTCACAGCTTAA
40% GC / 30,529.9 Da
v gRNA Protospacer 20-mer 1372 .. 1391 58°C Sep 15, 2023
/sequence = GGGACCAGGTTTAATGTCCG
55% GC / 6173.1 Da
v PCR Reverse 25-mer 1858 .. 1882 — 60°C Sep 15, 2023
/sequence = AATTTGAAGATCTGTGTTGGGCTGG

44% 6C / 7783.1 Da
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