‘Sequence: INK2J00077_SYNJ1_R219Q A09_BB.dna (Linear/ 1504 bp)

Features:
Primers:

25 total
5 total

(782 ..801) gRNA Protospacer
(659 .. 678) Sanger Sequencing Primer Donor Template WT -> SNV (764 .. 863)

(365 ..389) PCR Forward PCR Reverse (1268 .. 1292)

500 — 1000 - 1500

s>

[ SYNJ1-201 >
ENSE00001723...

SYNJ1-201

Donor Template WT -> SNV

gRNA Protospacer

SNV

INK23J00077_SYNJ1_R219Q _A09_BB
1504 bp
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INK2J00077_SYNJ1_R219Q_A09_BB.dna (Linear / 1504 bp)

CCACTGCACTCCAACCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAGAAAAAAAAAAACAAAACAAAACAAAAAATTAGCCCG

GGTGACGTGAGGTTGGACCCGCTGTCTCGCTCTGAGGCAGAGTTTTTTCTTTTTTTTTTTGTTTTGTTTTGTTTTTTAATCGGGC

.- .ew. 000>

| SYNJ1-201 >

GCTTGGTGGTGCATGCCTGTAATCCCAGCTACGTGGGAGGCTGAGGCAGAAGAATCGCTTGAACCTGGGAGACAGAGGTTGCAGT

CGAACCACCACGTACGGACATTAGGGTCGATGCACCCTCCGACTCCGTCTTCTTAGCGAACTTGGACCCTCTGTCTCCAACGTCA

- N

SYNJ1-201 >

GAGACGAGATAATGCCACTGCACTCCAGCCTGGGCAACATTCCGAGACTCCATCTCAAAAATAAATAAATAAATAAATAAATAAA

CTCTGCTCTATTACGGTGACGTGAGGTCGGACCCGTTGTAAGGCTCTGAGGTAGAGTTTTTATTTATTTATTTATTTATTTATTT

>

SYNJ1-201 >

TAAATAAATAAATAAATATTTTTTTAAAAAGTAGAGCTTCATAAATTGGGGTGGGGACATGCATATGTATTCCTTTTTGGAACAA

ATTTATTTATTTATTTATAAAAAAATTTTTCATCTCGAAGTATTTAACCCCACCCCTGTACGTATACATAAGGAAAAACCTTGTT

>

SYNJ1-201 >

PCR Forward
ITAAAGACATAACAGAAATGGGCCAC

GTTAGGTTATAAACACATTATATATAAAGACATAACAGAAATGGGCCACAGATACTAAAAACACAAAAATACTCCTTTTCTGTGG

CAATCCAATATTTGTGTAATATATATTTCTGTATTGTCTTTACCCGGTGTCTATGATTTTTGTGTTTTTATGAGGAAAAGACACC

>

SYNJ1-201 >

ATCATAGATCACATGTTGAAGGATCTCGTTTTATAGCCCTATCTTCTGATCCCTAGCATAGTAAATGTAAATGAATTGATTTGTT

TAGTATCTAGTGTACAACTTCCTAGAGCAAAATATCGGGATAGAAGACTAGGGATCGTATCATTTACATTTACTTAACTAAACAA

>

SYNJ1-201 >

GTTTGTGCCTTTAAATTTAATAATATTAAATTAATTTTCCAGGAGATTATTTTAAAAGTCATACTTTGTTACTTAGTATTCCATA

CAAACACGGAAATTTAAATTATTATAATTTAATTAAAAGGTCCTCTAATAAAATTTTCAGTATGAAACAATGAATCATAAGGTAT

>

SYNJ1-201 >

Sanger Sequencing Primer
IGGCGTGAATTGTGATGACTG

AGCTAATCATTTATTTCTTTTCCTATTAGGAATCAGTCTTTGCATTTGCATCTCAAACACTATGGCGTGAATTGTGATGACTGGT

TCGATTAGTAAATAAAGAAAAGGATAATCCTTAGTCAGAAACGTAAACGTAGAGTTTGTGATACCGCACTTAACACTACTGACCA

SYNJ1-201 >
L L L L 165 L L L 170 L L L 175 L L
N Q S L H L H L K H Y G \ N C D D
ENSE00001723440 >
SYNJ1-201

85

170

255

340

425

510

595

680
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INK2J00077_SYNJ1_R219Q_A09_BB.dna (Linear / 1504 bp)

TATTACGTCTTATGTGTGGAGGAGTAGAAATCAGAACAATTTATGCTGCTCATAAACAGGCGAAGGCTTGCCTCATTTCAAGATT

765

ATAATGCAGAATACACACCTCCTCATCTTTAGTCTTGTTAAATACGACGAGTATTTGTCCGCTTCCGAACGGAGTAAAGTTCTAA
SYNJ1-201 >

, 18 ., . ., ., 18 ., ., . ., 190 ., ., ., ., 195 ., ., ., ., 200 ., . ., . 205 .,

L L R L M C G G \ E 1 R T 1 Y A A H K Q A K A C L 1 S R L
ENSE00001723440 >
SYNJ1-201

Donor Template WT -> SNV

Q

Donor Template WT -> SNV

gRNA Protospacer
IGGGACCAGGTTTAATGTCCG

AAGCTGTGAACGAGCTGGGACCAGGTTTAATGTCCGGGGAACAAATGATGATGGTCATGTTGCCAATTTTGTAGAAACAGAACAG

850
TTCGACACTTGCTCGACCCTGGTCCAAATTACAGGCCCCTTGTTTACTACTACCAGTACAACGGTTAAAACATCTTTGTCTTGTC

SYNJ1-201 >
I I 210 I I I 215 L I I 220 I I I 225 I I L 230 I I 1 235
S C E R A G T R E N \ R G 1L N D D G H \ A N F \ E i1l E Q
ENSE00001723440
SYNJ1-201

gRNA Protospacer |:|

PAM

SNV

TTCGACACTTGCTCGACCCTGGTCCAAATTACAGG_IUCCCTTGTTTACTACTACCAGTACAACGGTTAAAACATCTTTGTCTTGTC
Donor Template WT -> SNV

J

GTATATATAGTGTTTTATATTACTTAATTAATTTATTATAGGAGAAGCACAGAAAATACTAGAATAACAGATTTTTATTTGATTC

935
CATATATATCACAAAATATAATGAATTAATTAAATAATATCCTCTTCGTGTCTTTTATGATCTTATTGTCTAAAAATAAACTAAG

[

SYNJ1-201 >

\ Y I \ E Y I T
------- (in frame with SYNJ1-201) ----->

Donor Template WT -> SNV

CATATATATCACAl
Donor Template WT -> SNV

GGAGCTTATTTTAACATCTATAATGTTTTATGATTGTTCTTGGTTACTTATGGGCCTTAAAAAAAGGCTTCCCTAAAAAAAACTT

1020
CCTCGAATAAAATTGTAGATATTACAAAATACTAACAAGAACCAATGAATACCCGGAATTTTTTTCCGAAGGGATTTTTTTTGAA

- .

SYNJ1-201 >

ATTTTGGTGTGGCTCTTCATCTAGGTAAGAAGATGTCACTAATCAGCATGACATAGTCAGTGTTGTGTGTTTTGGTATTGAATTT

1105
TAAAACCACACCGAGAAGTAGATCCATTCTTCTACAGTGATTAGTCGTACTGTATCAGTCACAACACACAAAACCATAACTTAAA

- 000000 e 000>

SYNJ1-201 >

Printed from SnapGene®: Jan 30,2024 11:25 Page 3



INK2J00077_SYNJ1_R219Q_A09_BB.dna (Linear / 1504 bp)

TAATGAATTTTAAAATCCTCAGCTGTAGAGTTAGACAACTTGTTTTTTTGTGAAGTGAAATTAAACCCAGCTCTTAATGGCAAAT
1190
ATTACTTAAAATTTTAGGAGTCGACATCTCAATCTGTTGAACAAAAAAACACTTCACTTTAATTTGGGTCGAGAATTACCGTTTA

>

SYNJ1-201 >

ATGTGTACCATCTAAAAATCAGAAATTATGATATTTTTGGCTATGAAACTATATGATTATAAATTCAGGCCATGAACCCAGCCCA
1275
TACACATGGTAGATTTTTAGTCTTTAATACTATAAAAACCGATACTTTGATATACTAATATTTAAGTCCGGTACTTGGGTCGGGT

>

SYNJ1-201 :>
GGTCGGGT
PCR Reverse

ACACAGATCTTCAAATTAGGTTATAAAGAGCTAAACAAAATGAAATATAAAGATATGTATGTAAAATATTAAGATTTAAAAGGAA

1360
TGTGTCTAGAAGTTTAATCCAATATTTCTCGATTTGTTTTACTTTATATTTCTATACATACATTTTATAATTCTAAATTTTCCTT

>

SYNJ1-201 >

TGTGTCTAGAAGTTTAA|
PCR Reverse

TTTATTTTTTAAAGTTGTGAATCTTATGCTTATAATTTTACTAATTTTTTTGGTTAATATCGCTAACAGAAAAAAAAGTCAAACC
1445
AAATAAAAAATTTCAACACTTAGAATACGAATATTAAAATGATTAAAAAAACCAATTATAGCGATTGTCTTTTTTTTCAGTTTGG

SYNJ1-201 >
TGTATAGTGGCCTGTTTTGGACAATTGTATATGAGAGTTAGATCATAAAATGTAACTAG 3
1504
ACATATCACCGGACAAAACCTGTTAACATATACTCTCAATCTAGTATTTTACATTGATC 5
SYNJ1-201 >
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Feature

v SYNJ1

/note

v SYNJ1-201

/note =
SYNJ1-202

/note =
SYNJ1-203

/note =
SYNJ1-205

/note =
SYNJ1-206

/note =
SYNJ1-211

/note =
SYNJ1-212

/note =
SYNJ1-213

/note =
SYNJ1-214

/note =
SYNJ1-208

/note =
v SYNJ1-201

/codon_start =
/note =
/translation =

SYNJ1-202

/codon_start =
/note =
/translation =

SYNJ1-203

/codon_start =
/note =
/translation =

SYNJ1-205

/codon_start =
/note =
/translation =

SYNJ1-206

/codon_start =
/note =
/translation =

SYNJ1-211

/codon_start =
/note =
/translation =

Printed from SnapGene®:

INK2J00077_SYNJ1_R219Q A09_BB.dna (Linear/ 1504 bp)

Location

1 .. 1504
gene ENSG00000159082
Protein coding

1 .. 1504
primary transcript ENSTO0000357345

1 .. 1504
primary transcript ENST0O0000382491

1 .. 1504
primary transcript ENST0O0000382499

1 .. 1504
primary transcript ENST00000429236

1 .. 1504
primary transcript ENST0O0000433931

1 .. 1504
primary transcript ENSTO0000630077

1 .. 1504
primary transcript ENSTO0000674204

1 .. 1504
primary transcript ENSTO0000674308

1 .. 1504
primary transcript ENSTO0000674351

1 .. 681
primary transcript ENST0O0000456084

625 .. 850

1
coding sequence ENSP00000349903

Size

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

1504 bp

681 bp

226 bp

#

Type

gene

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

CDbs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
625 .. 850

1
coding sequence ENSP00000371931

226 bp

—

CDs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
625 .. 850

1
coding sequence ENSP0O0000371939

226 bp

-

CDs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
625 .. 850

1
coding sequence ENSP00000413649

226 bp

—

CDs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
625 .. 850

1
coding sequence ENSP00000409667

226 bp

-

CDs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
625 .. 850

1
coding sequence ENSP00000487560

226 bp

—

CDs

NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ

75 amino acids = 8.5 kDa
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Feature
SYNJ1-212
/codon_start =

/note =
/translation

SYNJ1-213

/codon_start
/note =

/translation

SYNJ1-214

/codon_start

INK2J00077_SYNJ1_R219Q A09_BB.dna (Linear/ 1504 bp)

Location Size = Type
625 .. 850 226 bp =] —p CDS

1

coding sequence ENSPO0000501504
NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids = 8.5 kDa

625 .. 850 226 bp =] —p CDS

1

coding sequence ENSP00000501426
NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids = 8.5 kDa

625 .. 850 226 bp =] —p CDS

1

/note = coding sequence ENSP0O0000501530
/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids = 8.5 kDa
SYNJ1-208 625 .. 681 57 bp =] —p CDS
/codon_start = 1
/note = coding sequence ENSP00000412707
/translation = NQSLHLHLKHYGVNCDDW
19 amino acids = 2.2 kDa
v Donor Template WT -> SNV 764 .. 863 100 bp = — misc_feature
v gRNA Protospacer 782 .. 801 20 bp [} = misc_feature
v SNV 801 .. 801 1 bp (] = misc_feature
/note = WT=G
SNV = A
v PAM 802 .. 804 3 bp O = misc_feature

Printed from SnapGene®: Jan 30,2024 11:25

Page 6



INK2J00077_SYNJ1_R219Q A09_BB.dna (Linear/ 1504 bp)

Primer Length - Binding Sites = Tm Date Added
v PCR Forward 25-mer 365 .. 38 57°C Sep 15, 2023
/sequence = TAAAGACATAACAGAAATGGGCCAC
40% GC / 7701.1 Da
v/ Sanger Sequencing Primer 20-mer 659 .. 678 57°C Sep 15, 2023
/sequence = GGCGTGAATTGTGATGACTG
50% GC / 6228.1 Da
v/ Donor Template WT -> SNV 100-mer 764 .. 863 ~— 73°C Sep 15, 2023
/sequence = ACACTATATATACCTGTTCTGTTTCTACAAAATTGGCAACATGACCATCATCATTTGTTCCCTGGACATTAAACCTGGTCCCAGCTCGTTCACAGCTTAA
40% GC / 30,529.9 Da
v gRNA Protospacer 20-mer 782 .. 801 . 58°C Sep 15, 2023
/sequence = GGGACCAGGTTTAATGTCCG
55% GC / 6173.1 Da
v PCR Reverse 25-mer 1268 .. 1292 — 60°C Sep 15, 2023
/sequence = AATTTGAAGATCTGTGTTGGGCTGG

44% 6C / 7783.1 Da
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