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Donor Template WT -> SNV
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Feature Location Size Type

✓ SYNJ1 1 .. 1504 1504 bp gene

/note = gene ENSG00000159082
Protein coding

✓ SYNJ1-201 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000357345

SYNJ1-202 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000382491

SYNJ1-203 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000382499

SYNJ1-205 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000429236

SYNJ1-206 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000433931

SYNJ1-211 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000630077

SYNJ1-212 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000674204

SYNJ1-213 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000674308

SYNJ1-214 1 .. 1504 1504 bp prim_transcript

/note = primary transcript ENST00000674351

SYNJ1-208 1 .. 681 681 bp prim_transcript

/note = primary transcript ENST00000456084

✓ SYNJ1-201 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000349903

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-202 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000371931

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-203 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000371939

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-205 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000413649

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-206 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000409667

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-211 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000487560

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa
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Feature Location Size Type

SYNJ1-212 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000501504

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-213 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000501426

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-214 625 .. 850 226 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000501530

/translation = NQSLHLHLKHYGVNCDDWLLRLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQ
75 amino acids  =  8.5 kDa

SYNJ1-208 625 .. 681 57 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000412707

/translation = NQSLHLHLKHYGVNCDDW
19 amino acids  =  2.2 kDa

✓ Donor Template WT -> SNV 764 .. 863 100 bp misc_feature

✓ gRNA Protospacer 782 .. 801 20 bp misc_feature

✓ SNV 801 .. 801 1 bp misc_feature

/note = WT = G
SNV = A

✓ PAM 802 .. 804 3 bp misc_feature
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Primer Length Binding Sites Tm Date Added

✓ PCR Forward 25-mer Sep 15, 2023365 .. 389 57°C

/sequence = TAAAGACATAACAGAAATGGGCCAC
40% GC  /  7701.1 Da

✓ Sanger Sequencing Primer 20-mer Sep 15, 2023659 .. 678 57°C

/sequence = GGCGTGAATTGTGATGACTG
50% GC  /  6228.1 Da

✓ Donor Template WT -> SNV 100-mer Sep 15, 2023764 .. 863 73°C

/sequence = ACACTATATATACCTGTTCTGTTTCTACAAAATTGGCAACATGACCATCATCATTTGTTCCCTGGACATTAAACCTGGTCCCAGCTCGTTCACAGCTTAA
40% GC  /  30,529.9 Da

✓ gRNA Protospacer 20-mer Sep 15, 2023782 .. 801 58°C

/sequence = GGGACCAGGTTTAATGTCCG
55% GC  /  6173.1 Da

✓ PCR Reverse 25-mer Sep 15, 20231268 .. 1292 60°C

/sequence = AATTTGAAGATCTGTGTTGGGCTGG
44% GC  /  7783.1 Da


