‘Sequence: INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear/ 1099 bp)
Features: 18 total
Primers: 5 total

(409 .. 428) Sanger Sequencing Primer gRNA Protospacer (548 .. 567)
(146 ..170) PCR Forward |_ Donor Template SNV -> Rev (530 .. 629) PCR Reverse (1029 .. 1053)
250 500 ! 750 1000 —

T

[ CHMP2B-201 >
- - - - - - - - - - EEEI

CHMP2B-201

Donor Sequence SNV -> Rev

gRNA Protospacer Sequence

SNV

INK2J00092R_CHMP2B_Q206H_BO06_AA
1099 bp
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INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)

ATGTATTTATCAATTTACTTCACTGACATTTTGAAGGATTTTTTTAGTTTGTTCACTGAGTTTGCCTTCTGTAATATACAAAATA

TACATAAATAGTTAAATGAAGTGACTGTAAAACTTCCTAAAAAAATCAAACAAGTGACTCAAACGGAAGACATTATATGTTTTAT

>

| CHMP2B-201 >

PCR Forward
IGCTCCTTCTCCCATATCCCCTAGTC

GTTGGGCTAGACTGTAAATATGTAAGTCTAACCTGAAGTTTGTTTGAAAGTAACTGCTTTGCTCCTTCTCCCATATCCCCTAGTC

CAACCCGATCTGACATTTATACATTCAGATTGGACTTCAAACAAACTTTCATTGACGAAACGAGGAAGAGGGTATAGGGGATCAG

>

CHMP2B-201 >

o>

CHMP2B-201

AATGATACACTTGATGACATCTTTGACGGTTCTGATGACGAAGAAGAAAGCCAGGATATTGTGAATCAAGTTCTTGATGAAATTG

TTACTATGTGAACTACTGTAGAAACTGCCAAGACTACTGCTTCTTCTTTCGGTCCTATAACACTTAGTTCAAGAACTACTTTAAC

>

CHMP2B-201 >

L L 145 L L L 150 L L L 155 L L L 160, L L L 165 L L L 170

N D T L D D I F D G S D D E E E S Q D I V N Q V L D E I
ENSE00001209407 >

CHMP2B-201

GAATTGAAATTTCTGGAAAGGTATGAACATCATCTTTTCTTAGTTGGAAATAGTTTCTGCCTACCACGTTTGTCACTTAATTGTT

CTTAACTTTAAAGACCTTTCCATACTTGTAGTAGAAAAGAATCAACCTTTATCAAAGACGGATGGTGCAAACAGTGAATTAACAA

- cwwe. 00000000007

CHMP2B-201 >

L L L L 175 L
G 1 E 1 S G K

ENSE00001209407 [HEE R e e >

CHMP2B-201

Sanger Sequencing Primer
[GCACATCCTGTATGTCC

TTGTTTTTACTAGGAGGTGCATGGTTTTTATTTCTGTTTCAAAAGTAAATTAAACAGACCTCTTTACAGCACATCCTGTATGTCC

AACAAAAATGATCCTCCACGTACCAAAAATAAAGACAAAGTTTTCATTTAATTTGTCTGGAGAAATGTCGTGTAGGACATACAGG

CHMP2B-201 >

CHMP2B-201

Sanger Sequencing Primer

TAGI

TAGTCCAAATGTTTCCTAATGCACGTTTGTCTTTTTCATTGTTTAATATAGATGGCCAAAGCTCCATCAGCTGCTCGAAGCTTAC

ATCAGGTTTACAAAGGATTACGTGCAAACAGAAAAAGTAACAAATTATATCTACCGGTTTCGAGGTAGTCGACGAGCTTCGAATG

CHMP2B-201 >

L L 180 L L L 185 L L
M A K A P S A A R S L

----------------------------------------- ENSE00001945124 >

CHMP2B-201

85

170

255

340

425

510
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INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)

gRNA Protospacer
IAGAGATTGAACGGCAgCTCAI

CATCTGCCTCTACTTCAAAGGCTACAATCTCAGATGAAGAGATTGAACGGCAACTCAAGGCTTTAGGAGTAGATTAGTCAAAAGA

595
GTAGACGGAGATGAAGTTTCCGATGTTAGAGTCTACTTCTCTAACTTGCCGTTGAGTTCCGAAATCCTCATCTAATCAGTTTTCT

CHMP2B-201 >
190, L L 195 L L 200, L L 205 L L 210, L L L
P S A S T S K A T 1 S D E E 1 E R Q L K A L G D
ENSE00001945124
CHMP2B-201

gRNA Protospacer Sequence |:|

PAM
O

SNV

CCGATGTTAGAGTCTACTTCTCTAACTTGCCGTTGAGTTCCGAAATCCTCATCTAATCAGTTTTCT
Donor Template SNV -> Rev

AGTCATACTATTTTGCTTACTTATAATTATGTAGTATAAACCAAGCACAGTGCAGATTTCTTTTACAAAACACATGTATTTTGCA

680
TCAGTATGATAAAACGAATGAATATTAATACATCATATTTGGTTCGTGTCACGTCTAAAGAAAATGTTTTGTGTACATAAAACGT

>

CHMP2B-201 >

TCAGTATGATAAAACGAATGAATATTAATACATC|
Donor Template SNV -> Rev

AAAAAAAAAAAAATGAAGACCATGAGTGAACAGTTGTTTCCTAACCCATGGCTATTTAGAATCTTTTGCCAAAGAATGACAATGA

TTTTTTTTTTTTTACTTCTGGTACTCACTTGTCAACAAAGGATTGGGTACCGATAAATCTTAGAAAACGGTTTCTTACTGTTACT

>

CHMP2B-201 >

TGCAAAAATGGGAACAGTTTGGATTTTAATTAGAACTGTTTAGGAGTGATGATGTGTAAAAAGTTGACTTCTCTTTTGCATGGCA
850
ACGTTTTTACCCTTGTCAAACCTAAAATTAATCTTGACAAATCCTCACTACTACACATTTTTCAACTGAAGAGAAAACGTACCGT

- cWwPB

CHMP2B-201 >

CAGAGAAATTATATTCCTTACTTCATGTCAGTTTATGTTCTAAATCTTTTTCACTGAATATAAAAATCTTGTTAAATGCCATTAG

935
GTCTCTTTAATATAAGGAATGAAGTACAGTCAAATACAAGATTTAGAAAAAGTGACTTATATTTTTAGAACAATTTACGGTAATC

- cwes. 0000000000007

CHMP2B-201 >

GCACCAACTTAAAGAGGGTTGTAAAAATATTAAAAGTATATCGTTAATTCTGTATCTGTTGCTTGTCTTTTGTAAGTGATTATGT
1020
CGTGGTTGAATTTCTCCCAACATTTTTATAATTTTCATATAGCAATTAAGACATAGACAACGAACAGAAAACATTCACTAATACA

- cWweB

CHMP2B-201 >
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INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)

GTTATGACCATAGGTGGTTACAGCTGCCAAATTATTTTTAAATGGTCAAAAAGAAGAGTGCTATTTAAACATCTGTCTT 3
1099
CAATACTGGTATCCACCAATGTCGACGGTTTAATAAAAATTTACCAGTTTTTCTTCTCACGATAAATTTGTAGACAGAA 5
CHMP2B-201 >

GTATCCACCAATGTCGACGGTTTAA|
PCR Reverse
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Feature

CHMP2B

/note

CHMP2B-201

/note =
CHMP2B-203

/note =
CHMP2B-204

/note =
CHMP2B-206

/note =
CHMP2B-208

/note =

CHMP2B-210

/note =

CHMP2B-205

/note =
CHMP2B-202

/note

CHMP2B-201

F 2 segments =

/codon_start =
/note =
/translation =
CHMP2B-203

F 2 segments =

/codon_start
/note =
/translation

CHMP2B-204

F 2 segments =

/codon_start
/note =
/translation

CHMP2B-205

F 2 segments =

/codon_start =
/note =
/translation =
CHMP2B-206

F 2 segments =

/codon_start

INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)

#

Location Size Type

1 .. 1099 1099 bp (| —p gene

gene ENSG00000083937
Protein coding

1 .. 1099 1099 bp O =p prim_transcript

primary transcript ENST00000263780
1 .. 1099 1099 bp o =p prim_transcript

primary transcript ENST0O0000471660
1 .. 1099 1099 bp o =p prim_transcript

primary transcript ENST00000472024
1 .. 1099 1099 bp o =p prim_transcript

primary transcript ENSTO0000676705

1 .. 1099 1099 bp o =p prim_transcript
primary transcript ENSTO0000677929
Retained intron

1 .. 1099 1099 bp (| —p  prim_transcript

primary transcript ENST00000678859
Retained intron

1 .. 989 989 bp (| —p  prim_transcript
primary transcript ENST00000494980
1 .. 678 678 bp (| —p  prim_transcript
primary transcript ENSTO0000466696
Retained intron
169 .. 587 419 bp =] —p CDS

218 bp

1

coding sequence ENSP00000263780

NDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, , MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
71 amino acids = 7.6 kDa

169 .. 587 419bp W —p CDS
218 bp

1

coding sequence ENSP00000419998

NDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, , MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
71 amino acids = 7.6 kDa

169 .. 587 419bp W —p CDS
218 bp

1

coding sequence ENSP00000480032

NDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, , MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
71 amino acids = 7.6 kDa

169 .. 587 419bp W —p CDS
218 bp

1

coding sequence ENSP00000418920

NDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, , MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
71 amino acids = 7.6 kDa

169 .. 587 419bp W —p CDS
218 bp

1

/note = coding sequence ENSPO0000504098
/translation = NDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, , MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
71 amino acids = 7.6 kDa
Donor Sequence SNV -> Rev 530 .. 629 100 bp m F— misc_feature
gRNA Protospacer Sequence 548 .. 567 20 bp -] F— misc_feature
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INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)

Feature Location Size = Type
SNV 563 .. 563 1 bp ] — misc_feature
/note = SNV=C
REV = A
PAM 568 .. 570 3 bp [m| — misc_feature
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Primer Length - Binding Sites = Tm Date Added
v PCR Forward 25-mer 146 .. 170 62°C Aug 15, 2023
/sequence = GCTCCTTCTCCCATATCCCCTAGTC
56% GC / 7439.9 Da
v/ Sanger Sequencing Primer 20-mer 409 .. 428 54°C  Aug 15, 2023
/sequence = GCACATCCTGTATGTCCTAG
50% GC / 6068.0 Da
v/ Donor Template SNV -> Rev 100-mer 530 .. 629 69°C  Aug 15, 2023
/sequence = CTACATAATTATAAGTAAGCAAAATAGTATGACTTCTTTTGACTAATCTACTCCTAAAGCCTTGAGTTGCCGTTCAATCTCTTCATCTGAGATTGTAGCC
35% GC / 30,663.1 Da
v gRNA Protospacer 20-mer 548 .. 567 48°C  Aug 15, 2023
/sequence = AGAGATTGAACGGCACCTCA
50% GC / 6135.1 Da
v PCR Reverse 25-mer 1029 .. 1053 — 60°C Aug 15, 2023

/sequence = AATTTGGCAGCTGTAACCACCTATG

44% GC / 7641.0 Da
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INK2J00092R_CHMP2B_Q206H_B06_AA.dna (Linear / 1099 bp)
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