‘Sequence: INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)
Features: 13 total
Primers: 5 total

(609 .. 628) gRNA Protospacer Sanger Sequencing Primer (742 .. 761)
(87 ..111) PCR Forwardl_ (547 .. 646) Donor Template WT -> SNV IPCR Reverse (1086 .. 1110)

250 500 - 75 1000

PRNP-201 >

—1

Donor Template WT -> SNV

gRNA Protospacer

SNV

INK2J00068_PRNP_Q160X_AO05_BB
1216 bp

Printed from SnapGene®: Jan 30,2024 11:13 Page 1



INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)

AGGGTGGCAACAGTGTTTCTACTGAGCAGCTGATACCATTGCTATGCACTCATTCATTATGCAGGAAACATTTAGTAATTTCAAC

TCCCACCGTTGTCACAAAGATGACTCGTCGACTATGGTAACGATACGTGAGTAAGTAATACGTCCTTTGTAAATCATTAAAGTTG

>

| PRNP-201 >

PCR Forward
|TAAATATGGGACTCTGACGTTCTCC

ATAAATATGGGACTCTGACGTTCTCCTCTTCATTTTGCAGAGCAGTCATTATGGCGAACCTTGGCTGCTGGATGCTGGTTCTCTT

TATTTATACCCTGAGACTGCAAGAGGAGAAGTAAAACGTCTCGTCAGTAATACCGCTTGGAACCGACGACCTACGACCAAGAGAA

>

PRNP-201 >

1.5 10
M A N L G C W M L \ L F
PRNP-201 >

TGTGGCCACATGGAGTGACCTGGGCCTCTGCAAGAAGCGCCCGAAGCCTGGAGGATGGAACACTGGGGGCAGCCGATACCCGGGG

ACACCGGTGTACCTCACTGGACCCGGAGACGTTCTTCGCGGGCTTCGGACCTCCTACCTTGTGACCCCCGTCGGCTATGGGCCCC

>

PRNP-201 >

L L 15 L L L L 20 L L L L 25 L L L L 30 L L L L 35 L L L L 40

\ A T W S D L G L C K K R P K P G G W N T G G S R Y P G
PRNP-201 >

CAGGGCAGCCCTGGAGGCAACCGCTACCCACCTCAGGGCGGTGGTGGCTGGGGGCAGCCTCATGGTGGTGGCTGGGGGCAGCCTC

GTCCCGTCGGGACCTCCGTTGGCGATGGGTGGAGTCCCGCCACCACCGACCCCCGTCGGAGTACCACCACCGACCCCCGTCGGAG

.

PRNP-201 >

L L L L 45 L L L L 50 L L L L 55 L L L L 60 L L L L 65 L L L

Q G S P G G N R Y P P Q G G G G W G Q P H G G G W G Q P
PRNP-201 >

ATGGTGGTGGCTGGGGGCAGCCCCATGGTGGTGGCTGGGGACAGCCTCATGGTGGTGGCTGGGGTCAAGGAGGTGGCACCCACAG

TACCACCACCGACCCCCGTCGGGGTACCACCACCGACCCCTGTCGGAGTACCACCACCGACCCCAGTTCCTCCACCGTGGGTGTC

.

PRNP-201 >
L 70 o, 75 ., 80 ., 8 ., ., 9 . ., ., 95 .,
H G G G W G Q P H G G G W G Q P H G G G W G Q G G G T H S
PRNP-201 >

TCAGTGGAACAAGCCGAGTAAGCCAAAAACCAACATGAAGCACATGGCTGGTGCTGCAGCAGCTGGGGCAGTGGTGGGGGGCCTT

AGTCACCTTGTTCGGCTCATTCGGTTTTTGGTTGTACTTCGTGTACCGACCACGACGTCGTCGACCCCGTCACCACCCCCCGGAA

.

PRNP-201 >

L L 100, L L L 105, L L L 110, L L L 115 L L L 120, L L L 125

Q W N K P S K P K T N M K H M A G A A A A G A \ \ G G L
PRNP-201 >

85

170

255

340

425

510
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INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)

Donor Template WT -> SNV
JATCATACATTTCGGCAGTGACTATGAGGACCGTTACTATCGTGAAAACA

GGCGGCTACATGCTGGGAAGTGCCATGAGCAGGCCCATCATACATTTCGGCAGTGACTATGAGGACCGTTACTATCGTGAAAACA

595
CCGCCGATGTACGACCCTTCACGGTACTCGTCCGGGTAGTATGTAAAGCCGTCACTGATACTCCTGGCAATGATAGCACTTTTGT
PRNP-201 >
1 1 1 I 130, 1 I I 135 1 I I 140 1 1 1 145 1 1 1 150, 1 1
Y M L G S A M S R P 1 I H I G S D Y E D R YA E N
PRNP-201 >
[, Donor Template WT -> SNV
TGCACCGTTACCCCAACI‘AAGTGTACTACAGGCCCATGGATGAGTACAGCA
TGCACCGTTACCCCAACCAAGTGTACTACAGGCCCATGGATGAGTACAGCAACCAGAACAACTTTGTGCACGACTGCGTCAATAT
680
ACGTGGCAATGGGGTTGGTTCACATGATGTCCGGGTACCTACTCATGTCGTTGGTCTTGTTGAAACACGTGCTGACGCAGTTATA
PRNP-201 >
L 155 4 L L L 160, L L L 165 L L L 170, L L L 175 L L L 180 L
M H R Y P N Q V Y Y R P M D E Y S N Q N N E V H D € V N 1
PRNP-201 >
|:| gRNA Protospacer
PAM
SNV
GTTGGTTCACATGATGTCCG|
gRNA Protospacer
CACAATCAAGCAGCACACGGTCACCACAACCACCAAGGGGGAGAACTTCACCGAGACCGACGTTAAGATGATGGAGCGCGTGGTT
765
GTGTTAGTTCGTCGTGTGCCAGTGGTGTTGGTGGTTCCCCCTCTTGAAGTGGCTCTGGCTGCAATTCTACTACCTCGCGCACCAA
PRNP-201 >
L L 185 L L L 190, L L L 195 L L L 200, L L L 205 L L L 210
T 1 K Q H T V T T T T K G E N F T E i D V K M M E R V V
PRNP-201 >
CAATTCTACTACCTCGCGCA|
Sanger Sequencing Primer
GAGCAGATGTGTATCACCCAGTACGAGAGGGAATCTCAGGCCTATTACCAGAGAGGATCGAGCATGGTCCTCTTCTCCTCTCCAC
850
CTCGTCTACACATAGTGGGTCATGCTCTCCCTTAGAGTCCGGATAATGGTCTCTCCTAGCTCGTACCAGGAGAAGAGGAGAGGTG
PRNP-201 >
L L L L 215 L L L 220 L L L 225 L L L 230 L L L 235 L L
E Q M C 1 T Q Y E R E S Q A Y Y Q R G S S M Vv L F S S P
PRNP-201 >
CTGTGATCCTCCTGATCTCTTTCCTCATCTTCCTGATAGTGGGATGAGGAAGGTCTTCCTGTTTTCACCATCTTTCTAATCTTTT
935
GACACTAGGAGGACTAGAGAAAGGAGTAGAAGGACTATCACCCTACTCCTTCCAGAAGGACAAAAGTGGTAGAAAGATTAGAAAA
PRNP-201 >
L 240 L L L 245 L L L 250 L L L
P Vv 1 L L 1 S F L 1 F L 1 Vv G
PRNP-201
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INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)

TCCAGCTTGAGGGAGGCGGTATCCACCTGCAGCCCTTTTAGTGGTGGTGTCTCACTCTTTCTTCTCTCTTTGTCCCGGATAGGCT

1020
AGGTCGAACTCCCTCCGCCATAGGTGGACGTCGGGAAAATCACCACCACAGAGTGAGAAAGAAGAGAGAAACAGGGCCTATCCGA

PRNP-201 >
PCR Reverse
[CCCCTTTGATTGAGTTCATC
AATCAATACCCTTGGCACTGATGGGCACTGGAAAACATAGAGTAGACCTGAGATGCTGGTCAAGCCCCCTTTGATTGAGTTCATC
1105
TTAGTTATGGGAACCGTGACTACCCGTGACCTTTTGTATCTCATCTGGACTCTACGACCAGTTCGGGGGAAACTAACTCAAGTAG
PRNP-201 >
PCR Reverse
ATGAG)
ATGAGCCGTTGCTAATGCCAGGCCAGTAAAAGTATAACAGCAAATAACCATTGGTTAATCTGGACTTATTTTTGGACTTAGTGCA
1190
TACTCGGCAACGATTACGGTCCGGTCATTTTCATATTGTCGTTTATTGGTAACCAATTAGACCTGAATAAAAACCTGAATCACGT
PRNP-201 >
ACAGGTTGAGGCTAAAACAAATCTCA 3
1216
TGTCCAACTCCGATTTTGTTTAGAGT 5
PRNP-201 >
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Feature

v PRNP

/note

v PRNP-201

/note
PRNP-202

/note
PRNP-203

/note
PRNP-204

/note
v PRNP-201

INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)

Location Size

#

Type
1 .. 1216 1216 bp (| —p gene

gene ENSG00000171867
Protein coding

1 .. 1216 1216 bp O =p prim_transcript

primary transcript ENST0O0000379440
1 .. 1216 1216 bp o =p prim_transcript

primary transcript ENST00000424424
1 .. 1216 1216 bp o =p prim_transcript

primary transcript ENST0O0000430350
1 .. 1216 1216 bp o =p prim_transcript

primary transcript ENST0O0000457586
136 .. 897 762 bp ] —p CDS

/note = coding sequence ENSP00000368752
/translation = MANLGCWMLVLFVATWSDLGLCKKRPKPGGWNTGGSRYPGQGSPGGNRYPPQGGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQGGGTHSQWNKPSKPKTNMKHMA
GAAAAGAVVGGLGGYMLGSAMSRPIIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQNNFVHDCVNITIKQHTVTTTTKGENFTETDVKMMERVVEQMCITQYERESQAYY
QRGSSMVLFSSPPVILLISFLIFLIVG*
253 amino acids = 27.7 kDa
PRNP-202 136 .. 897 762 bp =) —p CDS
/note = coding sequence ENSP00000411599
/translation = MANLGCWMLVLFVATWSDLGLCKKRPKPGGWNTGGSRYPGQGSPGGNRYPPQGGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQGGGTHSQWNKPSKPKTNMKHMA
GAAAAGAVVGGLGGYMLGSAMSRPIIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQNNFVHDCVNITIKQHTVTTTTKGENFTETDVKMMERVVEQMCITQYERESQAYY
QRGSSMVLFSSPPVILLISFLIFLIVG*
253 amino acids = 27.7 kDa
PRNP-203 136 .. 897 762 bp =] —p CDS
/note = coding sequence ENSP00000399376
/translation = MANLGCWMLVLFVATWSDLGLCKKRPKPGGWNTGGSRYPGQGSPGGNRYPPQGGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQGGGTHSQWNKPSKPKTNMKHMA
GAAAAGAVVGGLGGYMLGSAMSRPIIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQNNFVHDCVNITIKQHTVTTTTKGENFTETDVKMMERVVEQMCITQYERESQAYY
QRGSSMVLFSSPPVILLISFLIFLIVG*
253 amino acids = 27.7 kDa
PRNP-204 136 .. 897 762 bp ] —p CDS
/note = coding sequence ENSP00000415284
/translation = MANLGCWMLVLFVATWSDLGLCKKRPKPGGWNTGGSRYPGQGSPGGNRYPPQGGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQGGGTHSQWNKPSKPKTNMKHMA
GAAAAGAVVGGLGGYMLGSAMSRPIIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQNNFVHDCVNITIKQHTVTTTTKGENFTETDVKMMERVVEQMCITQYERESQAYY
QRGSSMVLFSSPPVILLISFLIFLIVG*
253 amino acids = 27.7 kDa
4 Donor Template WT -> SNV 547 .. 646 100 bp (| — misc_feature
v PAM 606 .. 608 3 bp O — misc_feature
v gRNA Protospacer 609 .. 628 20 bp ] — misc_feature
v SNV 613 .. 613 1 bp m — misc_feature
/note = WT=C
SNV =T
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INK2J00068_PRNP_Q160X_A05_BB.dna (Linear/ 1216 bp)

Primer Length - Binding Sites = Tm Date Added
v PCR Forward 25-mer 87 .. 111 58°C Jun 14, 2023
/sequence = TAAATATGGGACTCTGACGTTCTCC
44% GC / 7632.0 Da
v Donor Template WT -> SNV 100-mer 547 .. 646 75°C Jun 14, 2023
/sequence = ATCATACATTTCGGCAGTGACTATGAGGACCGTTACTATCGTGAAAACATGCACCGTTACCCCAACTAAGTGTACTACAGGCCCATGGATGAGTACAGCA
46% GC / 30,787.1 Da
v gRNA Protospacer 20-mer 609 .. 628 54°C  Jun 14,2023
/sequence = GCCTGTAGTACACTTGGTTG
50% GC / 6139.1 Da
v Sanger Sequencing Primer 20-mer 742 .. 761 57°C  Jun 14,2023
/sequence = ACGCGCTCCATCATCTTAAC
50% GC / 5997.0 Da
v PCR Reverse 25-mer 1086 .. 1110 58°C Jun 14, 2023
/sequence = CCCCTTTGATTGAGTTCATCATGAG

44% GC / 7623.0 Da
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