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Feature Location Size Type

1 ..108,878 108,878 bp gene

/note = gene ENSG00000256654
lncRNA

1 ..108,878 108,878 bp prim_transcript

/note = primary transcript ENST00000640877
lncRNA

1 ..108,856 108,856 bp prim_transcript

/note = primary transcript ENST00000640962
lncRNA

1 ..94,611 94,611 bp prim_transcript

/note = primary transcript ENST00000638821
lncRNA

1 ..14,227 14,227 bp prim_transcript

/note = primary transcript ENST00000541095
lncRNA

✓ KCNA1 1 .. 1122 1122 bp gene

/note = gene ENSG00000111262
Protein coding

✓ KCNA1-201 1 .. 1122 1122 bp prim_transcript

/note = primary transcript ENST00000382545

KCNA1-202 1 .. 1122 1122 bp prim_transcript

/note = primary transcript ENST00000543874
protein_coding_CDS_not_defined

KCNA1-203 1 .. 1122 1122 bp prim_transcript

/note = primary transcript ENST00000639306
Nonsense mediated decay

✓ KCNA1-201 1 .. 911 911 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000371985

/translation = DDKDFTGTVHRIDNTTVIYNSNIFTDPFFIVETLCIIWFSFELVVRFFACPSKTDFFKNIMNFIDIVAIIPYFITLGTEIAEQEGNQKGEQATSLAILRVIRLVRVFRIFKLS
RHSKGLQILGQTLKASMRELGLLIFFLFIGVILFSSAVYFAEAEEAESHFSSIPDAFWWAVVSMTTVGYGDMYPVTIGGKIVGSLCAIAGVLTIALPVPVIVSNFNYFYHRET
EGEEQAQLLHVSSPNLASDSDLSRRSSSTMSKSEYMEIEEDMNNSIAHYRQVNIRTANCTTANQNCVNKSKLLTDV*
302 amino acids  =  34.0 kDa

KCNA1-204 236 .. 1122 887 bp prim_transcript

/note = primary transcript ENST00000639680

KCNA1-204 236 .. 311 76 bp CDS

/note = coding sequence ENSP00000492218

/translation = RDS*AGRKPEGRAGHLPGHPQGHPL
25 codons (1 internal stop codon)

✓ Donor Template WT -> SNV 609 .. 708 100 bp misc_feature

✓ PAM 668 .. 670 3 bp misc_feature

✓ gRNA Protospacer 671 .. 690 20 bp misc_feature

✓ SNV 672 .. 672 1 bp misc_feature

/note = WT = C
SNV = T
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Primer Length Binding Sites Tm Date Added

✓ PCR Forward 25-mer Jun 13, 2023146 .. 170 70°C

/sequence = CGCCTGCCCCAGCAAGACGGACTTC
68% GC  /  7572.9 Da

✓ Sanger Sequencing Primer 20-mer Jun 13, 2023529 .. 548 54°C

/sequence = CCATGACCACTGTAGGATAC
50% GC  /  6086.0 Da

✓ Donor Template WT -> SNV 100-mer Jun 13, 2023609 .. 708 77°C

/sequence = GGTGTGCTAACAATTGCCCTGCCCGTACCTGTCATTGTGTCCAATTTCAACTATTTCTACCACTGAGAAACTGAGGGGGAAGAGCAGGCTCAGTTGCTCC
50% GC  /  30,775.0 Da

✓ gRNA Protospacer 20-mer Jun 13, 2023671 .. 690 60°C

/sequence = CTTCCCCCTCAGTTTCTCGG
60% GC  /  5970.9 Da

✓ PCR Reverse 25-mer Jun 13, 20231061 .. 1085 62°C

/sequence = TTCACCACCCCCAAAATCCTCAATG
48% GC  /  7474.9 Da


