(4590 .. 4689) Donor Template SNV -> Rev
(4491 .. 4510) Sanger Sequencing Primer 9gRNA Protospacer (4654 .. 4671)
(4326 .. 4350) PCR Forward| | PCR Reverse (5206 .. 5230)

2000 4000 6000

| PRKN-206 >

PRKN-206

Donor Template SNV -> Rev

gRNA Protospacer Sequence

Silent SNV

ASK23J00175R_PRKN_P437L_D10_AA
7413 bp



AAATTTTTAACTTACAAACAGAAAAGCTGAGACTTGAAGCTTATTAGCGATGGCCTAAACTGTTTAAAAGTGCATCACTGTAACC

TTTAAAAATTGAATGTTTGTCTTTTCGACTCTGAACTTCGAATAATCGCTACCGGATTTGACAAATTTTCACGTAGTGACATTGG

by

| PRKN-206 >

GAAACCGACATAGCCTCTATGACCAAGGATGTTACCTGGTTGTCACCAAGGTTCGTGGCCTGTTACATACTCAGCTGTGTTTCAG

CTTTGGCTGTATCGGAGATACTGGTTCCTACAATGGACCAACAGTGGTTCCAAGCACCGGACAATGTATGAGTCGACACAAAGTC

Py

PRKN-206 :>

GAATGCCCTTCCTCCCTCAGAGAAGCTGAAATGAGAATGCGAGGAATTTCCATTTTAAGCACAGGCTAAACCCTGGTACTTTCTC

CTTACGGGAAGGAGGGAGTCTCTTCGACTTTACTCTTACGCTCCTTAAAGGTAAAATTCGTGTCCGATTTGGGACCATGAAAGAG

Y >

PRKN-206 :>

CTATAATCCACTCCAGTCTCCAGAAATTTCTTCACTTCCATCTCAAGCAGATGAAATTCTGGCTCCATTCCCTGACTGAGTGTGT

GATATTAGGTGAGGTCAGAGGTCTTTAAAGAAGTGAAGGTAGAGTTCGTCTACTTTAAGACCGAGGTAAGGGACTGACTCACACA

e . . >

PRKN-206 >

GCTTCTCCTCAAATGTGCCTTCAGGTTGTTCAGGGACTTCCACGCTCTCATTAAATCTAGTGGAAGAATTGCTGGCCGGAGCCAC

CGAAGAGGAGTTTACACGGAAGTCCAACAAGTCCCTGAAGGTGCGAGAGTAATTTAGATCACCTTCTTAACGACCGGCCTCGGTG

by

PRKN-206 :>

GATGTCGACTGCCCGGCGTAGGCTGAGCTTTTCATGGTTTGAGTGTCCATCTGCAGACAGAACTCACTACAAAGGAAGCCATATT

CTACAGCTGACGGGCCGCATCCGACTCGAAAAGTACCAAACTCACAGGTAGACGTCTGTCTTGAGTGATGTTTCCTTCGGTATAA

Py

PRKN-206 :>

CCCTTCATGTCTATATCCACAAATCTGCGTGAAGTTTCAGCTGCTTCCTGGATGCACTTACTTTTAAGCTGGCAAAGCTTTTAGA

GGGAAGTACAGATATAGGTGTTTAGACGCACTTCAAAGTCGACGAAGGACCTACGTGAATGAAAATTCGACCGTTTCGAAAATCT

Y >

PRKN-206 :>

ATTGCGGTCCTCCATGCTCCTCCATGGCCTGGGTCTAGCTCTATGGCCTTGTGTATATTAAGCCCTAGGGAGAAAAGAAAGCTAA

TAACGCCAGGAGGTACGAGGAGGTACCGGACCCAGATCGAGATACCGGAACACATATAATTCGGGATCCCTCTTTTCTTTCGATT

e . . >

PRKN-206 >

TGACGTGAATATCTTCTCTTCCCATTTCCATTCTTACTGTACCAGGCCATTGTAATTCTAGCTTCTGTACCAAGATATCATTTAC

ACTGCACTTATAGAAGAGAAGGGTAAAGGTAAGAATGACATGGTCCGGTAACATTAAGATCGAAGACATGGTTCTATAGTAAATG

by

PRKN-206 :>

AATGCTAGTATCCCAGATTCATTAAATGCTTGGTATTAATTTTTGGCATTCGGTCTAAGTGTAGAACAAACAACATGCTTCTTCT

TTACGATCATAGGGTCTAAGTAATTTACGAACCATAATTAAAAACCGTAAGCCAGATTCACATCTTGTTTGTTGTACGAAGAAGA

Py

PRKN-206 :>

85

170

340

425

680

765

850



ATTCTCTCATTCAATAACAACAGTCAGCACAGAAGACTTCTGTGACGGAATGTGCGGGGGTTTTTCCCCACGCACCAAGCAAGCA

TAAGAGAGTAAGTTATTGTTGTCAGTCGTGTCTTCTGAAGACACTGCCTTACACGCCCCCAAAAAGGGGTGCGTGGTTCGTTCGT

by

PRKN-206 :>

ATCAGTTCTGCAGTGGACACCGGCTGAGTGTCCTGCTCTTCAACCCTGGCGCTGTCTACCAGGAAATAGTGTCTGATCCCTCAGG

TAGTCAAGACGTCACCTGTGGCCGACTCACAGGACGAGAAGTTGGGACCGCGACAGATGGTCCTTTATCACAGACTAGGGAGTCC

Py

PRKN-206 :>

CTGGGGGCTCAGTCCCACAGGACTGCCACTCACCGGTCTCAAGTCTGGGCTTCCGGAAGTTCTGATCGACTGGCTTCAAGTTGAG

GACCCCCGAGTCAGGGTGTCCTGACGGTGAGTGGCCAGAGTTCAGACCCGAAGGCCTTCAAGACTAGCTGACCGAAGTTCAACTC

Y >

PRKN-206 :>

ATTCCCATGACTCCCTCTTTGGGTTCTGTTATTTGCTACAGTGGCTCACAGAACTCAGGGAAACACATTTACCAGTTTATTATAA

TAAGGGTACTGAGGGAGAAACCCAAGACAATAAACGATGTCACCGAGTGTCTTGAGTCCCTTTGTGTAAATGGTCAAATAATATT

e . . >

PRKN-206 >

AGGATATTACAAAAGATACAGATGAAGAGATGCAGAGGGCGAGGTATGGGGGAAGGGTCGCGGAGCTTCCAAGCCTTCCCTGGGT

TCCTATAATGTTTTCTATGTCTACTTCTCTACGTCTCCCGCTCCATACCCCCTTCCCAGCGCCTCGAAGGTTCGGAAGGGACCCA

by

PRKN-206 :>

GCTCCGCCCATCAGAAACCTCCATGTGTTCAGCAACCTGGAAGCTCCCCAAACCCTGTCCTCTGGGGCCCTCTATGGAGACTTCC

CGAGGCGGGTAGTCTTTGGAGGTACACAAGTCGTTGGACCTTCGAGGGGTTTGGGACAGGAGACCCCGGGAGATACCTCTGAAGG

Py

PRKN-206 :>

TGGGATAGGCACGATGGAAGCATGGACAGCCGTGTTGAAATGCGGTGGGACAGAAAGGCTTTGATCTCACGCTAAAAGATGGAGT

ACCCTATCCGTGCTACCTTCGTACCTGTCGGCACAACTTTACGCCACCCTGTCTTTCCGAAACTAGAGTGCGATTTTCTACCTCA

Y >

PRKN-206 :>

GGGGAGACCCTGCAAGGCCTGCCGGTCTAGATTCTTCTTGGCCTCCCTGTGCAGCATTCCTTCCTCCAGGGGATGGACAGGACTC

CCCCTCTGGGACGTTCCGGACGGCCAGATCTAAGAAGAACCGGAGGGACACGTCGTAAGGAAGGAGGTCCCCTACCTGTCCTGAG

e . . >

PRKN-206 >

TTTCTGAAATCCGGGTCTTATAACCCACAGTCAGAACAGCTGCGGATGGTTCCAGTCCTGCCCTGGGCTGGTAAAAGGAGGGCAA

AAAGACTTTAGGCCCAGAATATTGGGTGTCAGTCTTGTCGACGCCTACCAAGGTCAGGACGGGACCCGACCATTTTCCTCCCGTT

by

PRKN-206 :>

GGAAAGGTCGGAGGGAGAGATTCTCTTTTCTGGCGCCTGTTTCTGAGGCCTGAATTGCCCCAACATTATGACAAAAGACTGTAAC

CCTTTCCAGCCTCCCTCTCTAAGAGAAAAGACCGCGGACAAAGACTCCGGACTTAACGGGGTTGTAATACTGTTTTCTGACATTG

Py

PRKN-206 :>

935

1020

1105

1190

1275

1360

1445

1530

1615

1700



AAGAGCTATGGGAGTTATAAGCCAGGGACTGTGTATGAAAAACACATCTATCAGCCAGGCGCGGTGGCTCATGCCTGTAATCCCA

TTCTCGATACCCTCAATATTCGGTCCCTGACACATACTTTTTGTGTAGATAGTCGGTCCGCGCCACCGAGTACGGACATTAGGGT

by

PRKN-206 :>

GCACTTTGGGAGGCCAAGGCAGGCAGATCACGAGGTCAGGAGTTTGAGACCAGCCTGGTCAACATGGTGAAACCCCGTCTCTACT

CGTGAAACCCTCCGGTTCCGTCCGTCTAGTGCTCCAGTCCTCAAACTCTGGTCGGACCAGTTGTACCACTTTGGGGCAGAGATGA

Py

PRKN-206 :>

AAAAATACAAAATTTAGCCAGGCGTGGTGGCAGGTGCCTGTAATTCCAACTACTCGAGAGGCTGAGGCAGGAGAATTGCTTGAAC

TTTTTATGTTTTAAATCGGTCCGCACCACCGTCCACGGACATTAAGGTTGATGAGCTCTCCGACTCCGTCCTCTTAACGAACTTG

Y >

PRKN-206 :>

CCGGGAGGCAGAGGTGGCAGTGAGCCCAGATCGCGCCCTGTACTCCAGCCTGGGCGACAGAGCGAGACTCCATCTCAAAAAAATA

GGCCCTCCGTCTCCACCGTCACTCGGGTCTAGCGCGGGACATGAGGTCGGACCCGCTGTCTCGCTCTGAGGTAGAGTTTTTTTAT

e . . >

PRKN-206 >

AAATAAAATAAAATAAAATATATATATATATATACACACACACACACACACACACACACACACTCTTCATACATATTTGTGTTTA

TTTATTTTATTTTATTTTATATATATATATATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGAAGTATGTATAAACACAAAT

by

PRKN-206 :>

TATATGCTTATATATATTAAATATCACAATAGGAAAGTTTCTTACCCTTTCATTTAGAATTGCTTTAATAGTTCATTAAGTTTTA

ATATACGAATATATATAATTTATAGTGTTATCCTTTCAAAGAATGGGAAAGTAAATCTTAACGAAATTATCAAGTAATTCAAAAT

Py

PRKN-206 :>

ATGTATTGCTCAATAATTTTGATTGAATATATTTTACGATACATGATATAATAATGATATATTTATGATATGATAAAATATTTAT

TACATAACGAGTTATTAAAACTAACTTATATAAAATGCTATGTACTATATTATTACTATATAAATACTATACTATTTTATAAATA

Y >

PRKN-206 :>

GATATTTTAGAGAAACAAGTGGTTTTATAATGTCACACCATATAACATATTATTTACATCATAAATATACAACCATGCAATATGT

CTATAAAATCTCTTTGTTCACCAAAATATTACAGTGTGGTATATTGTATAATAAATGTAGTATTTATATGTTGGTACGTTATACA

e . . >

PRKN-206 >

GCTGAAAATGGCACAAACCTAAGTGGAAAGTATGAAGATAAAAGTGTTGTAAGTTTTCTCCTTTATTTTCCACAGATCTGTAATT

CGACTTTTACCGTGTTTGGATTCACCTTTCATACTTCTATTTTCACAACATTCAAAAGAGGAAATAAAAGGTGTCTAGACATTAA

by

PRKN-206 :>

TATGATCTTTAAAACAAGCCAGAAAGGATTAGGAAAACAGGAGATTTTGCATGTCGGCAAGTTATCTTAAAACAAATGCCTATTC

ATACTAGAAATTTTGTTCGGTCTTTCCTAATCCTTTTGTCCTCTAAAACGTACAGCCGTTCAATAGAATTTTGTTTACGGATAAG

Py

PRKN-206 :>

1785

1870

1955

2040

2125

2210

2295

2380

2465

2550



CTATATATTCATAAATATTTTAAATTAGTGAAAGTTCTCATGCCAGGTTTCTAATAATAAAAGTGAGACAGCACCGAACCAATTA

GATATATAAGTATTTATAAAATTTAATCACTTTCAAGAGTACGGTCCAAAGATTATTATTTTCACTCTGTCGTGGCTTGGTTAAT

by

PRKN-206 :>

CTTGGAAAATTTGGCAGGAAAAATCAATTAACAAGATAATTGGTAAGAGTGAGTAATGGAGCACCTTCAACGCTAGGTGGGATTC

GAACCTTTTAAACCGTCCTTTTTAGTTAATTGTTCTATTAACCATTCTCACTCATTACCTCGTGGAAGTTGCGATCCACCCTAAG

Py

PRKN-206 :>

AAGCAAAGAAACTGCGTTTGCCGGGGTTTTCCAGGAAATTTGGACAGAAACAGTTCTCTGTACATCCTCATACAAATCACTTCCT

TTCGTTTCTTTGACGCAAACGGCCCCAAAAGGTCCTTTAAACCTGTCTTTGTCAAGAGACATGTAGGAGTATGTTTAGTGAAGGA

Y >

PRKN-206 :>

CCTCCCTTCAGTTCCCCCACAGCGACTGAAGCAGGGCTGTGTGCACTCCAGAAACTCATGGAGTCTATGTTTAACAAGTGAGGGA

GGAGGGAAGTCAAGGGGGTGTCGCTGACTTCGTCCCGACACACGTGAGGTCTTTGAGTACCTCAGATACAAATTGTTCACTCCCT

e . . >

PRKN-206 >

GGTGAATAATTCCAAAATAAGTTCCAAGATAAGGGACTTTTCCTCTTATGCTGAAAATAACCTGTTCTGTGAATGACAGGACATT

CCACTTATTAAGGTTTTATTCAAGGTTCTATTCCCTGAAAAGGAGAATACGACTTTTATTGGACAAGACACTTACTGTCCTGTAA

by

PRKN-206 :>

GGAATCACACAGACCTTGGTGAGATCATTGTCTTCACCATTTAAAAGTGCTTCACCTTGGGGAAATTCTATAGCAGAGTGATGCT

CCTTAGTGTGTCTGGAACCACTCTAGTAACAGAAGTGGTAAATTTTCACGAAGTGGAACCCCTTTAAGATATCGTCTCACTACGA

Py

PRKN-206 :>

CTTATCTCAAAGTGCTTTGGGAAGCAAATGAGATAATATACATAGAACACCTAGCATTATTAATTACTTCCTTTCTATCCCTCTC

GAATAGAGTTTCACGAAACCCTTCGTTTACTCTATTATATGTATCTTGTGGATCGTAATAATTAATGAAGGAAAGATAGGGAGAG

Y >

PRKN-206 :>

ATCTTAATTAAAATTTTGGATAGCATTAAGGAACATATTCCCTATTAAAAATAATATGCTGGCTGGGTGCGGTAGCTCACGCCTG

TAGAATTAATTTTAAAACCTATCGTAATTCCTTGTATAAGGGATAATTTTTATTATACGACCGACCCACGCCATCGAGTGCGGAC

e . . >

PRKN-206 >

TAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGATGACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGCAAAACCC

ATTAGGGTCGTGAAACCCTCCGGCTCCGCCCTCCTACTGAACTCCAGTCCTCAAACTCTGGTCGGACCGGTTGTACCGTTTTGGG

by

PRKN-206 :>

TGTCTCTACGAAAAATTCAAAAATTAGCTGGGCATGTTGGTGGGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCCAGAGAA

ACAGAGATGCTTTTTAAGTTTTTAATCGACCCGTACAACCACCCGCGGACATTAGGGTCGATGAGCCCTCCGACTCCGGTCTCTT

Py

PRKN-206 :>

2635

2720

2805

2890

2975

3060

3145

3230

3315

3400



TCACTTGAACCTGGGAGGTGGGGGTTGCAGTGAGCCAAGATCTCGCCACTGCACTCCAGCCTGGACGACAAGAGCAAAACTCCAT

AGTGAACTTGGACCCTCCACCCCCAACGTCACTCGGTTCTAGAGCGGTGACGTGAGGTCGGACCTGCTGTTCTCGTTTTGAGGTA

by

PRKN-206 :>

CTCAAAAAAAAAAATAGAAATAATAATAATTACAATATGCTATCCCAGTTCCTGTTTTATGAATTTGGCCAAGCCAAGTAAGTGG

GAGTTTTTTTTTTTATCTTTATTATTATTAATGTTATACGATAGGGTCAAGGACAAAATACTTAAACCGGTTCGGTTCATTCACC

Py

PRKN-206 :>

CACTATAGAAAGAGCAAAAATAAATCAAAATATATTTAAATTATTATACATTATATTAGGTTATATCATCAAATTTTATCAATAT

GTGATATCTTTCTCGTTTTTATTTAGTTTTATATAAATTTAATAATATGTAATATAATCCAATATAGTAGTTTAAAATAGTTATA

Y >

PRKN-206 :>

ATTTAAATATAAATATATTTATATATATTTTAAATATAAATATATAAAAATATATTTATATATATTTTAAATATAAATATATAAA

TAAATTTATATTTATATAAATATATATAAAATTTATATTTATATATTTTTATATAAATATATATAAAATTTATATTTATATATTT

e . . >

PRKN-206 >

AATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATAT

TTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATA

by

PRKN-206 :>

ATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATAT

TATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATA

Py

PRKN-206 :>

AAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATAT

TTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATA

Y >

PRKN-206 :>

ATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAA

TATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATT

e . . >

PRKN-206 >

AAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAA

TTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATT

by

PRKN-206 :>

ATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATTTATATA

TATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATAAATATAT

Py

PRKN-206 :>

3485

3570

3655

3740

3825

3910

3995

4080

4165

4250



PCR Forward

[ftotctctaa

TTTTAAATATAAATATATTAATATTTGAATATATTTAAATGAGGAATTGACCCCTATCTATGAAACATGAAGTGTTTGTCTCTAA
4335
AAAATTTATATTTATATAATTATAAACTTATATAAATTTACTCCTTAACTGGGGATAGATACTTTGTACTTCACAAACAGAGATT

>

PRKN-206 >

PCR Forward
atcccctttcaggag

ATCCCCTTTCAGGAGAATAAAGTCAGATTTACAAATAAAATTTGTTCCCGACAAAAGTGACATGCTTCAATTTCATTCATTTCTT

4420
TAGGGGAAAGTCCTCTTATTTCAGTCTAAATGTTTATTTTAAACAAGGGCTGTTTTCACTGTACGAAGTTAAAGTAAGTAAAGAA

>

PRKN-206 >

Sanger Sequencing Primer
|ctgcccttgtattge

AATGAATATCATCACTTTAGAGCTGCCCTATTGTGCTTTATGAAGTTTTTCCCCTCAGTTAAGTTTCTCTCTGCCCTTGTATTGC
4505
TTACTTATAGTAGTGAAATCTCGACGGGATAACACGAAATACTTCAAAAAGGGGAGTCAATTCAAAGAGAGACGGGAACATAACG

>

PRKN-206 >

Sanger Sequencing Primer

Donor Template SNV -> Rev
ttgtg EX

TTGTGATTATTCGCTCAGAAAGTGATGTCTAGGCTAGCGTGCTGGTTTGGGAATGCGTGTTTTCCAGGTACTTGCTGCGAACCCA
4590
AACACTAATAAGCGAGTCTTTCACTACAGATCCGATCGCACGACCAAACCCTTACGCACAAAAGGTCCATGAACGACGCTTGGGT

>

PRKN-206 >

Donor Template SNV -> Rev

Donor Template SNV -> Rev
ccacacctttgttttctgcccccaacagGAGGCTGCATGCACATGAAGTGTCCGCAGCCCCAGTGCAGGCTCGAGTGGTGCTGGA

CCACACCTTTGTTTTCTGCCCCCAACAGGAGGCTGCATGCACATGAAGTGTCCGCAGCCCCAGTGCAGGCTCGAGTGGTGCTGGA
4675
GGTGTGGAAACAAAAGACGGGGGTTGTCCTCCGACGTACGTGTACTTCACAGGCGTCGGGGTCACGTCCGAGCTCACCACGACCT

>

PRKN-206 >

430 1 1 435 L L 440 L L 445 L
G Cc M H M K C P Q P Q C R L E W (& W

ENSE00001442933 >

PRKN-206

o [l 9RNA Protospacer Sequence

SNV PAM

Silent SNV

TTACGTCCGAGCTCACCACG|
gRNA Protospacer




Donor Template SNV -> Rev

ACTGTGGCTG(}%

ACTGTGGCTGCGAGTGGAACCGCGTCTGCATGGGGGACCACTGGTTCGACGTGTAGCCAGGGCGGCCGGGCGCCCCATCGCCACA

4760
TGACACCGACGCTCACCTTGGCGCAGACGTACCCCCTGGTGACCAAGCTGCACATCGGTCCCGCCGGCCCGCGGGGTAGCGGTGT

>

PRKN-206 >

455 L L 460 L L 465
R \ C M G D H w F D \
ENSE00001442933

PRKN-206

=
0
o
0
m
=
=

Donor Template SNV -> Rev

TCCTGGGGGAGCATACCCAGTGTCTACCTTCATTTTCTAATTCTCTTTTCAAACACACACACACACGCGCGCGCGCGCACACACA
4845
AGGACCCCCTCGTATGGGTCACAGATGGAAGTAAAAGATTAAGAGAAAAGTTTGTGTGTGTGTGTGCGCGCGCGCGCGTGTGTGT

e . . >

PRKN-206 >

CTCTTCAAGTTTTTTTCAAAGTCCAACTACAGCCAAATTGCAGAAGAAACTCCTGGATCCCTTTCACTATGTCCATGAAAAACAG
4930
GAGAAGTTCAAAAAAAGTTTCAGGTTGATGTCGGTTTAACGTCTTCTTTGAGGACCTAGGGAAAGTGATACAGGTACTTTTTGTC

by

PRKN-206 >

CAGAGTAAAATTACAGAAGAAGCTCCTGAATCCCTTTCAGTTTGTCCACACAAGACAGCAGAGCCATCTGCGACACCACCAACAG
5015
GTCTCATTTTAATGTCTTCTTCGAGGACTTAGGGAAAGTCAAACAGGTGTGTTCTGTCGTCTCGGTAGACGCTGTGGTGGTTGTC

Py

PRKN-206 >

GCGTTCTCAGCCTCCGGATGACACAAATACCAGAGCACAGATTCAAGTGCAATCCATGTATCTGTATGGGTCATTCTCACCTGAA
5100
CGCAAGAGTCGGAGGCCTACTGTGTTTATGGTCTCGTGTCTAAGTTCACGTTAGGTACATAGACATACCCAGTAAGAGTGGACTT

Y >

PRKN-206 >

TTCGAGACAGGCAGAATCAGTAGCTGGAGAGAGAGTTCTCACATTTAATATCCTGCCTTTTACCTTCAGTAAACACCATGAAGAT
5185
AAGCTCTGTCCGTCTTAGTCATCGACCTCTCTCTCAAGAGTGTAAATTATAGGACGGAAAATGGAAGTCATTTGTGGTACTTCTA

>

PRKN-206 >

GCCATTGACAAGGTGTTTCTCTGTAAAATGAACTGCAGTGGGTTCTCCAAACTAGATTCATGGCTTTAACAGTAATGTTCTTATT
5270
CGGTAACTGTTCCACAAAGAGACATTTTACTTGACGTCACCCAAGAGGTTTGATCTAAGTACCGAAATTGTCATTACAAGAATAA

>

PRKN-206 >

Q‘-\TTTTACTTGACGTCACCCAAGI

PCR Reverse

TAAATTTTCAGAAAGCATCTATTCCCAAAGAACCCCAGGCAATAGTCAAAAACATTTGTTTATCCTTAAGAATTCCATCTATATA
5355
ATTTAAAAGTCTTTCGTAGATAAGGGTTTCTTGGGGTCCGTTATCAGTTTTTGTAAACAAATAGGAATTCTTAAGGTAGATATAT

PRKN-206 >




AATCGCATTAATGAAATACCAACTATGCGTAAATCAACTTGTCACAAAGTGAGAAATTATGAAAGTTAATTTGAATGTTGAATGT

TTAGCGTAATTACTTTATGGTTGATACGCATTTAGTTGAACAGTGTTTCACTCTTTAATACTTTCAATTAAACTTACAACTTACA

by

PRKN-206 :>

TTGAATTACAGGGAAGAAATCAAGTTAATGTACTTTCATTCCCTTTCATGATTTGCAACTTTAGAAAGAAATTGTTTTTCTGAAA

AACTTAATGTCCCTTCTTTAGTTCAATTACATGAAAGTAAGGGAAAGTACTAAACGTTGAAATCTTTCTTTAACAAAAAGACTTT

Py

PRKN-206 :>

GTATCACCAAAAAATCTATAGTTTGATTCTGAGTATTCATTTTGCAACTTGGAGATTTTGCTAATACATTTGGCTCCACTGTAAA

CATAGTGGTTTTTTAGATATCAAACTAAGACTCATAAGTAAAACGTTGAACCTCTAAAACGATTATGTAAACCGAGGTGACATTT

Y >

PRKN-206 :>

TTTAATAGATAAAGTGCCTATAAAGGAAACACGTTTAGAAATGATTTCAAAATGATATTCAATCTTAACAAAAGTGAACATTATT

AAATTATCTATTTCACGGATATTTCCTTTGTGCAAATCTTTACTAAAGTTTTACTATAAGTTAGAATTGTTTTCACTTGTAATAA

e . . >

PRKN-206 >

AAATCAGAATCTTTAAAGAGGAGCCTTTCCAGAACTACCAAAATGAAGACACGCCCGACTCTCTCCATCAGAAGGGTTTATACCC

TTTAGTCTTAGAAATTTCTCCTCGGAAAGGTCTTGATGGTTTTACTTCTGTGCGGGCTGAGAGAGGTAGTCTTCCCAAATATGGG

by

PRKN-206 :>

CTTTGGCACACCCTCTCTGTCCAATCTGCAAGTCCCAGGGAGCTCTGCATACCAGGGGTTCCCCAGGAGAGACCTTCTCTTAGGA

GAAACCGTGTGGGAGAGACAGGTTAGACGTTCAGGGTCCCTCGAGACGTATGGTCCCCAAGGGGTCCTCTCTGGAAGAGAATCCT

Py

PRKN-206 :>

CAGTAAACTCACTAGAATATTCCTTATGTTGACATGGATTGGATTTCAGTTCAATCAAACTTTCAGCTTTTTTTTCAGCCATTCA

GTCATTTGAGTGATCTTATAAGGAATACAACTGTACCTAACCTAAAGTCAAGTTAGTTTGAAAGTCGAAAAAAAAGTCGGTAAGT

Y >

PRKN-206 :>

CAACACAATCAAAAGATTAACAACACTGCATGCGGCAAACCGCATGCTCTTACCCACACTACGCAGAAGAGAAAGTACAACCACT

GTTGTGTTAGTTTTCTAATTGTTGTGACGTACGCCGTTTGGCGTACGAGAATGGGTGTGATGCGTCTTCTCTTTCATGTTGGTGA

e . . >

PRKN-206 >

ATCTTTTGTTCTACCTGTATTGTCTGACTTCTCAGGAAGATCGTGAACATAACTGAGGGCATGAGTCTCACTAGCACATGGAGGC

TAGAAAACAAGATGGACATAACAGACTGAAGAGTCCTTCTAGCACTTGTATTGACTCCCGTACTCAGAGTGATCGTGTACCTCCG

by

PRKN-206 :>

CCTTTTGGATTTAGAGACTGTAAATTATTAAATCGGCAACAGGGCTTCTCTTTTTAGATGTAGCACTGAAATCCTTGCTGGAGGG

GGAAAACCTAAATCTCTGACATTTAATAATTTAGCCGTTGTCCCGAAGAGAAAAATCTACATCGTGACTTTAGGAACGACCTCCC

Py

PRKN-206 :>

5440

5525

5610

5695

5780

5865

5950

6035

6120

6205



AAGAGAGGGGATGAACTCAAGTTTTCCACATCCTGGGACACCTGTCCCTCTTTTCCTAACTGCCTAAGATAACCCATTTCTTCCA

TTCTCTCCCCTACTTGAGTTCAAAAGGTGTAGGACCCTGTGGACAGGGAGAAAAGGATTGACGGATTCTATTGGGTAAAGAAGGT

by

PRKN-206 :>

ACCATCTGAGGACAGTCCCGTCGTCTCAGAGGCCCTGCACCGGGGAGAGACTGGGCTCTGCAGCAGCCACATCAGCATTCACAGC

TGGTAGACTCCTGTCAGGGCAGCAGAGTCTCCGGGACGTGGCCCCTCTCTGACCCGAGACGTCGTCGGTGTAGTCGTAAGTGTCG

Py

PRKN-206 :>

TTCATGTGGCTTCACTGTCTGAAAATCTACCGACTCCAACATGGCCCCACGGTGACAACAGACCTGTGACAGGAAGCCCAAAGCT

AAGTACACCGAAGTGACAGACTTTTAGATGGCTGAGGTTGTACCGGGGTGCCACTGTTGTCTGGACACTGTCCTTCGGGTTTCGA

Y >

PRKN-206 :>

CACATAGAAATGGTGGACAGATCAAAGTCTCTATAGTAAGGGAAAAAAAGAGAGGTGGCAGGCATGAGCCCCCTGCACCCAGTGG

GTGTATCTTTACCACCTGTCTAGTTTCAGAGATATCATTCCCTTTTTTTCTCTCCACCGTCCGTACTCGGGGGACGTGGGTCACC

e . . >

PRKN-206 >

CTCGTGTCCATACTGAGTCCAGACCCTGATCAAGGCCTGACTTAGTGTCACTGGCAGTCCCACTAAATTACACTTCCTTACACTG

GAGCACAGGTATGACTCAGGTCTGGGACTAGTTCCGGACTGAATCACAGTGACCGTCAGGGTGATTTAATGTGAAGGAATGTGAC

by

PRKN-206 :>

GCCCGATGCGACAAATCAGGTGGCTCCCTTCTGTCACGTGGAGCACACAGTGTTTTCCATCATCCATAGCTTTCTTCCTGATGGT

CGGGCTACGCTGTTTAGTCCACCGAGGGAAGACAGTGCACCTCGTGTGTCACAAAAGGTAGTAGGTATCGAAAGAAGGACTACCA

Py

PRKN-206 :>

GTTTGCATTATTGCGCCTTCCCAATCTGCATGCTGCGTTGGGCTTGCGGTGCCTGAACAAGGTTTGCTCCCATGAGCTCAGGCAC

CAAACGTAATAACGCGGAAGGGTTAGACGTACGACGCAACCCGAACGCCACGGACTTGTTCCAAACGAGGGTACTCGAGTCCGTG

Y >

PRKN-206 :>

CCTAGGATCCCCTGTTAGACTATTAGGCTGTCCAGCATGGTCTCCTTTCCCTTCTTGGTGGTGGTCTTTTCCCTTTCCAGAATAG

GGATCCTAGGGGACAATCTGATAATCCGACAGGTCGTACCAGAGGAAAGGGAAGAACCACCACCAGAAAAGGGAAAGGTCTTATC

e . . >

PRKN-206 >

AACAGTGATTCTTAAAATAAGTTAGAGCAGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGG

TTGTCACTAAGAATTTTATTCAATCTCGTCCGGCCCGCGCCACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGGCTCCACCC

by

PRKN-206 :>

TGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAGATGATGAAACCCCGTCTCTATTAAAAATACAAAAATTAGCTGGGC

ACCTAGTGCTCCAGTCCTCAAGTTCTGGTCGGACCGGTTCTACTACTTTGGGGCAGAGATAATTTTTATGTTTTTAATCGACCCG

Py

PRKN-206 :>

6290

6375

6460

6545

6630

6715

6800

6885

6970

7055



GTGGTGGCAGGCACCTGTAATCCCAGCTTCCTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGGGGCAGAGGTTGCAGTGA

CACCACCGTCCGTGGACATTAGGGTCGAAGGACCCTCCGACTCCGTCCTCTTAGTGAACTTGGGCCCCCCGTCTCCAACGTCACT

by

PRKN-206 :>

GCCGAGATCACGCCACTGAACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAACAAAAACAAAAAAGC

CGGCTCTAGTGCGGTGACTTGAGGTCGGACCCGTTGTCTCACTCTGAGACAGAGTTTTTTTTTTTTTTTTGTTTTTGTTTTTTCG

Py

PRKN-206 :>

AAGATCATCCACTACACATGAACATGAATCACAGTATTATTTGCACAGGAAGGGTGTAACAAAATATGAATGTATCAAAAAATAG

TTCTAGTAGGTGATGTGTACTTGTACTTAGTGTCATAATAAACGTGTCCTTCCCACATTGTTTTATACTTACATAGTTTTTTATC

Y >

PRKN-206 :>

AAATAAAGTCTTTGCAGAAAAAGTCTGTTTTTCTCTGAAGTGTGTTGAGATTATCTGACAACTCTAAGATTGTACTTAAATTGTC

TTTATTTCAGAAACGTCTTTTTCAGACAAAAAGAGACTTCACACAACTCTAATAGACTGTTGAGATTCTAACATGAATTTAACAG

e . . >

PRKN-206 >
AATAAAGCATCAAAAGAG 3
7413
TTATTTCGTAGTTTTCTC 51

PRKN-206 >

7140

7225

7310

7395



Feature Location Size
PACRG 1 .. 7413 7413 bp
/note = gene ENSG00000112530

Protein coding
PRKN 1 .. 7413 7413 bp
/note = gene ENSG00000185345

Protein coding
PACRG-201 1 .. 7413 7413 bp
/note = primary transcript ENST00000337019

Protein coding
PACRG-203 1 .. 7413 7413 bp
/note = primary transcript ENST00000366889

Protein coding
PRKN-206 1 .. 7413 7413 bp
/note = primary transcript ENST00000366898
PRKN-212 1 .. 7223 7223 bp
/note = primary transcript ENST00000673871

Nonsense mediated decay
PRKN-213 1 .. 7223 7223 bp
/note = primary transcript ENST00000674006

protein_coding_CDS_not_defined
PRKN-221 1 .. 7223 7223 bp
/note = primary transcript ENST00000674436

protein_coding_CDS_not_defined
PRKN-204 1 .. 6191 6191 bp
/note = primary transcript ENST00000366896
PRKN-205 1 .. 6191 6191 bp
/note = primary transcript ENST00000366897
PRKN-201 1 .. 4731 4731 bp
/note = primary transcript ENST00000338468

Nonsense mediated decay
PRKN-203 1 .. 4731 4731 bp
/note = primary transcript ENST00000366894

Nonsense mediated decay
PRKN-207 1 .. 4731 4731 bp
/note = primary transcript ENST00000479615

Nonsense mediated decay
PRKN-208 1 ..4731 4731 bp
/note = primary transcript ENST00000610470

1 .. 1151 1151 bp

/note = gene ENSG00000286498

IncRNA

1 .. 1151 1151 bp

/note = primary transcript ENST00000660049

IncRNA
Donor Template SNV -> Rev 4590 .. 4689 100 bp
PRKN-204 4619 .. 4731 113 bp
/codon_start = 1

/note
/translation

PRKN-205

/codon_start
/note
/translation

coding sequence ENSP00000355862
GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

4619 .. 4731 113 bp

1
coding sequence ENSP00000355863

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWFDV *
36 amino acids = 4.4 kDa

T

Type

gene

gene

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

gene

prim_transcript

misc_feature
CDS

CDs



AN

Feature
PRKN-206
/codon_start

/note
/translation

PRKN-208

/codon_start
/note
/translation

Location Size

4619 .. 4731 113 bp

1

coding sequence ENSP00000355865
GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

4619 .. 4731 113 bp

1
coding sequence ENSP00000483773

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

SNV 4643 .. 4643 1bp
/note = SNV =T

Rev =C
PAM 4649 .. 4651 3 bp
gRNA Protospacer Sequence 4652 .. 4671 20 bp
Silent SNV 4653 .. 4653 1bp
/note = Silent SNV =A

Rev = G

1

I

Type
CDS

CDs

misc_feature

misc_feature
misc_feature
misc_feature



Primer Length (=] Binding Sites o= Tm Date Added
PCR Forward 25-mer 4326 .. 4350 s 58°C Mar 7, 2023
/sequence = ttgtctctaaatcccctttcaggag
44% GC / 7583.0 Da
Sanger Sequencing Primer 20-mer 4491 .. 4510 - 57°C Mar 7, 2023
/sequence = ctgcccttgtattgcttgtg
50% GC / 6081.0 Da
Donor Template SNV -> Rev 100-mer 4590 .. 4689 - 83°C Mar 7, 2023
/sequence = accacacctttgttttctgcccccaacagGAGGCTGCATGCACATGAAGTGTCCGCAGCCCCAGTGCAGGCTCGAGTGGTGCTGGAACTGTGGC

gRNA Protospacer

/sequence

PCR Reverse

/sequence

5CG%GEAG / 30,828.9 Da
20-mer 4654 .. 4671 o~ 62°C Mar 7, 2023

GCACCACTCGAGCCTGCATT
60% GC / 6038.0 Da

25-mer 5206 .. 5230 -— 58°C Mar 7, 2023

GAACCCACTGCAGTTCATTTTACAG
44% GC / 7601.0 Da



