(6178 .. 6277) Donor Template WT -> SNV
(6079 .. 6098) Sanger Sequencing Primer 9gRNA Protospacer (6240 .. 6259)
(5914 .. 5938) PCR Forward| PCR Reverse (6794 .. 6818)

| PRKN-206 >

PRKN-206

Donor Template WT -> SNV

gRNA Protospacer Sequence

Silent SNV

ASK2J00175_PRKN_P437L_C04_AB
9001 bp



CCACTGACATTGCAACCACACAGTCCCGCTCCTCTCCCCAGGACGCTTCTGTGTCGTCACTGCCCATGGCTGGCTCCTTCCTGTC

GGTGACTGTAACGTTGGTGTGTCAGGGCGAGGAGAGGGGTCCTGCGAAGACACAGCAGTGACGGGTACCGACCGAGGAAGGACAG

by

| PRKN-206 >

CTTCAGATCTTACCCCAGCTGACCTCTTCTCAGTCAGACCGCCCCTTACCACCCTGCCAAAGACCCCTGCCCTCCTGTTGGGGGG

GAAGTCTAGAATGGGGTCGACTGGAGAAGAGTCAGTCTGGCGGGGAATGGTGGGACGGTTTCTGGGGACGGGAGGACAACCCCCC

Py

PRKN-206 :>

CACTGTCAACACCATCCCATCTCTCGAGGGGGAGGCACTGCCATTCCCTCTGCAGGGGGCCTGCCTGTGGATGGCCTTGAGCCCT

GTGACAGTTGTGGTAGGGTAGAGAGCTCCCCCTCCGTGACGGTAAGGGAGACGTCCCCCGGACGGACACCTACCGGAACTCGGGA

Y >

PRKN-206 :>

CTGGGAAATCACCTCTGCCAAGACAATTAGTTCTGGCTCCCTCCCCTTCCCCGGAGAGCTCATGTCCCATGACTACTGGTTGGTC

GACCCTTTAGTGGAGACGGTTCTGTTAATCAAGACCGAGGGAGGGGAAGGGGCCTCTCGAGTACAGGGTACTGATGACCAACCAG

e . . >

PRKN-206 >

ATAATACCCAACCCACTAACGAAATTCAGGACCACCCTGAGAGCTGCCCCATCCCCAGAGCTCCTGGACGTCAGCTCAGGCCTCT

TATTATGGGTTGGGTGATTGCTTTAAGTCCTGGTGGGACTCTCGACGGGGTAGGGGTCTCGAGGACCTGCAGTCGAGTCCGGAGA

by

PRKN-206 :>

TAGGCTGTGCCCGAGCTGGGCTTCTCCTCTGCCCAGTCTGCCCTCCTCCCTTTCCATCTCAGTGTCTGCTTCCCCCTTTACCCAA

ATCCGACACGGGCTCGACCCGAAGAGGAGACGGGTCAGACGGGAGGAGGGAAAGGTAGAGTCACAGACGAAGGGGGAAATGGGTT

Py

PRKN-206 :>

CGAGTCCCACCCACCAGTTTAATAATAATTTCATAGCACCACTTCCTTCCCAGATCATTGCTTAATTTGTTCATTTACATGTTCC

GCTCAGGGTGGGTGGTCAAATTATTATTAAAGTATCGTGGTGAAGGAAGGGTCTAGTAACGAATTAAACAAGTAAATGTACAAGG

Y >

PRKN-206 :>

CCATCTGTCGCTCTTTAGAACATAAGCCGGTGAGATCAGGGACCTTGACCGTCTAGGCTCCAATCCCAGAAGAGAGCCCGGACAA

GGTAGACAGCGAGAAATCTTGTATTCGGCCACTCTAGTCCCTGGAACTGGCAGATCCGAGGTTAGGGTCTTCTCTCGGGCCTGTT

e . . >

PRKN-206 >

AAAATATTTGCTGAATTAAAACTTAGCTTGTAGGCCGGGCGTGGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGC

TTTTATAAACGACTTAATTTTGAATCGAACATCCGGCCCGCACCACTGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGCTCCG

by

PRKN-206 :>

TGGCAGATCGCTTGAGTTCAAGAATTCAGGACCAGCCTGACTAACATGGTGAAACCCTGTCTCTAGTAAAAATACAAAAAAAAAA

ACCGTCTAGCGAACTCAAGTTCTTAAGTCCTGGTCGGACTGATTGTACCACTTTGGGACAGAGATCATTTTTATGTTTTTTTTTT

Py

PRKN-206 :>

85

170

340

425

680

765

850



TAGCTAGGTGTGGTGGCAGGCACCTGTGATCCCAGCTACTCGGGAGGCCGAGACACAAGAATTGGTTGAACCCAGGAGGTGGAGG

ATCGATCCACACCACCGTCCGTGGACACTAGGGTCGATGAGCCCTCCGGCTCTGTGTTCTTAACCAACTTGGGTCCTCCACCTCC

by

PRKN-206 :>

TTGCAGTGAGCCAAGATTGCACCATTGCACTTCGGCCTGGGTGACACAGTGAGACTCCGTCTCAAAAAGAATAAATAAAACACAA

AACGTCACTCGGTTCTAACGTGGTAACGTGAAGCCGGACCCACTGTGTCACTCTGAGGCAGAGTTTTTCTTATTTATTTTGTGTT

Py

PRKN-206 :>

ACACACAAAAACTTAGCTTGTAAAGTTTAGAGATATACACATAAACCGATCTTTTTAATAAAATAACATAGAGGAAGCAAGCTAT

TGTGTGTTTTTGAATCGAACATTTCAAATCTCTATATGTGTATTTGGCTAGAAAAATTATTTTATTGTATCTCCTTCGTTCGATA

Y >

PRKN-206 :>

CAGGGCACACAGACCCGGAGGAGGAGGCTTCCTGGAAGAGATGATACCAGCCAAGAATTGAAGAATGAGCAGATATGAGCAAGGC

GTCCCGTGTGTCTGGGCCTCCTCCTCCGAAGGACCTTCTCTACTATGGTCGGTTCTTAACTTCTTACTCGTCTATACTCGTTCCG

e . . >

PRKN-206 >

AAGGAAGAGCAGGAGGAGGCGTCCTAGGCCCCAGGACTGCATGAGCAAAGACACCGGGTGTGCGCGCGCCGGTGTGCGGAGGCAG

TTCCTTCTCGTCCTCCTCCGCAGGATCCGGGGTCCTGACGTACTCGTTTCTGTGGCCCACACGCGCGCGGCCACACGCCTCCGTC

by

PRKN-206 :>

CCCCTGCTGCTCGTGTTCCAGGCACCGCACGCAGGAGCCTCAGCTGAAGCAGTAGGTAGGATGCAGAATTGAGGTCCCTGAATGG

GGGGACGACGAGCACAAGGTCCGTGGCGTGCGTCCTCGGAGTCGACTTCGTCATCCATCCTACGTCTTAACTCCAGGGACTTACC

Py

PRKN-206 :>

CAGGTTTGGGGCTTGGACTTGATCCTGTGAGGCAGGCAGATATTCTAGGATGAGAAGCAGGAAAATTATTCATCGGATCTGCCCT

GTCCAAACCCCGAACCTGAACTAGGACACTCCGTCCGTCTATAAGATCCTACTCTTCGTCCTTTTAATAAGTAGCCTAGACGGGA

Y >

PRKN-206 :>

GGACTCAGAACATGCTGGCAGCCTCCAAAGATGGAGTTGTAGGAGTCAAATGGTTCGTGACTGTAGGAAAGTTTCTCCCTGTCGG

CCTGAGTCTTGTACGACCGTCGGAGGTTTCTACCTCAACATCCTCAGTTTACCAAGCACTGACATCCTTTCAAAGAGGGACAGCC

e . . >

PRKN-206 >

GCTATTTCTTGGAAATATTGTGATGTACTATAAATGAAAGCACTAATTTTTTACCTCCAAATTTTTAACTTACAAACAGAAAAGC

CGATAAAGAACCTTTATAACACTACATGATATTTACTTTCGTGATTAAAAAATGGAGGTTTAAAAATTGAATGTTTGTCTTTTCG

by

PRKN-206 :>

TGAGACTTGAAGCTTATTAGCGATGGCCTAAACTGTTTAAAAGTGCATCACTGTAACCGAAACCGACATAGCCTCTATGACCAAG

ACTCTGAACTTCGAATAATCGCTACCGGATTTGACAAATTTTCACGTAGTGACATTGGCTTTGGCTGTATCGGAGATACTGGTTC

Py

PRKN-206 :>

935

1020

1105

1190

1275

1360

1445

1530

1615

1700



GATGTTACCTGGTTGTCACCAAGGTTCGTGGCCTGTTACATACTCAGCTGTGTTTCAGGAATGCCCTTCCTCCCTCAGAGAAGCT

CTACAATGGACCAACAGTGGTTCCAAGCACCGGACAATGTATGAGTCGACACAAAGTCCTTACGGGAAGGAGGGAGTCTCTTCGA

by

PRKN-206 :>

GAAATGAGAATGCGAGGAATTTCCATTTTAAGCACAGGCTAAACCCTGGTACTTTCTCCTATAATCCACTCCAGTCTCCAGAAAT

CTTTACTCTTACGCTCCTTAAAGGTAAAATTCGTGTCCGATTTGGGACCATGAAAGAGGATATTAGGTGAGGTCAGAGGTCTTTA

Py

PRKN-206 :>

TTCTTCACTTCCATCTCAAGCAGATGAAATTCTGGCTCCATTCCCTGACTGAGTGTGTGCTTCTCCTCAAATGTGCCTTCAGGTT

AAGAAGTGAAGGTAGAGTTCGTCTACTTTAAGACCGAGGTAAGGGACTGACTCACACACGAAGAGGAGTTTACACGGAAGTCCAA

Y >

PRKN-206 :>

GTTCAGGGACTTCCACGCTCTCATTAAATCTAGTGGAAGAATTGCTGGCCGGAGCCACGATGTCGACTGCCCGGCGTAGGCTGAG

CAAGTCCCTGAAGGTGCGAGAGTAATTTAGATCACCTTCTTAACGACCGGCCTCGGTGCTACAGCTGACGGGCCGCATCCGACTC

e . . >

PRKN-206 >

CTTTTCATGGTTTGAGTGTCCATCTGCAGACAGAACTCACTACAAAGGAAGCCATATTCCCTTCATGTCTATATCCACAAATCTG

GAAAAGTACCAAACTCACAGGTAGACGTCTGTCTTGAGTGATGTTTCCTTCGGTATAAGGGAAGTACAGATATAGGTGTTTAGAC

by

PRKN-206 :>

CGTGAAGTTTCAGCTGCTTCCTGGATGCACTTACTTTTAAGCTGGCAAAGCTTTTAGAATTGCGGTCCTCCATGCTCCTCCATGG

GCACTTCAAAGTCGACGAAGGACCTACGTGAATGAAAATTCGACCGTTTCGAAAATCTTAACGCCAGGAGGTACGAGGAGGTACC

Py

PRKN-206 :>

CCTGGGTCTAGCTCTATGGCCTTGTGTATATTAAGCCCTAGGGAGAAAAGAAAGCTAATGACGTGAATATCTTCTCTTCCCATTT

GGACCCAGATCGAGATACCGGAACACATATAATTCGGGATCCCTCTTTTCTTTCGATTACTGCACTTATAGAAGAGAAGGGTAAA

Y >

PRKN-206 :>

CCATTCTTACTGTACCAGGCCATTGTAATTCTAGCTTCTGTACCAAGATATCATTTACAATGCTAGTATCCCAGATTCATTAAAT

GGTAAGAATGACATGGTCCGGTAACATTAAGATCGAAGACATGGTTCTATAGTAAATGTTACGATCATAGGGTCTAAGTAATTTA

e . . >

PRKN-206 >

GCTTGGTATTAATTTTTGGCATTCGGTCTAAGTGTAGAACAAACAACATGCTTCTTCTATTCTCTCATTCAATAACAACAGTCAG

CGAACCATAATTAAAAACCGTAAGCCAGATTCACATCTTGTTTGTTGTACGAAGAAGATAAGAGAGTAAGTTATTGTTGTCAGTC

by

PRKN-206 :>

CACAGAAGACTTCTGTGACGGAATGTGCGGGGGTTTTTCCCCACGCACCAAGCAAGCAATCAGTTCTGCAGTGGACACCGGCTGA

GTGTCTTCTGAAGACACTGCCTTACACGCCCCCAAAAAGGGGTGCGTGGTTCGTTCGTTAGTCAAGACGTCACCTGTGGCCGACT

Py

PRKN-206 :>

1785

1870

1955

2040

2125

2210

2295

2380

2465

2550



GTGTCCTGCTCTTCAACCCTGGCGCTGTCTACCAGGAAATAGTGTCTGATCCCTCAGGCTGGGGGCTCAGTCCCACAGGACTGCC

CACAGGACGAGAAGTTGGGACCGCGACAGATGGTCCTTTATCACAGACTAGGGAGTCCGACCCCCGAGTCAGGGTGTCCTGACGG

by

PRKN-206 :>

ACTCACCGGTCTCAAGTCTGGGCTTCCGGAAGTTCTGATCGACTGGCTTCAAGTTGAGATTCCCATGACTCCCTCTTTGGGTTCT

TGAGTGGCCAGAGTTCAGACCCGAAGGCCTTCAAGACTAGCTGACCGAAGTTCAACTCTAAGGGTACTGAGGGAGAAACCCAAGA

Py

PRKN-206 :>

GTTATTTGCTACAGTGGCTCACAGAACTCAGGGAAACACATTTACCAGTTTATTATAAAGGATATTACAAAAGATACAGATGAAG

CAATAAACGATGTCACCGAGTGTCTTGAGTCCCTTTGTGTAAATGGTCAAATAATATTTCCTATAATGTTTTCTATGTCTACTTC

Y >

PRKN-206 :>

AGATGCAGAGGGCGAGGTATGGGGGAAGGGTCGCGGAGCTTCCAAGCCTTCCCTGGGTGCTCCGCCCATCAGAAACCTCCATGTG

TCTACGTCTCCCGCTCCATACCCCCTTCCCAGCGCCTCGAAGGTTCGGAAGGGACCCACGAGGCGGGTAGTCTTTGGAGGTACAC

e . . >

PRKN-206 >

TTCAGCAACCTGGAAGCTCCCCAAACCCTGTCCTCTGGGGCCCTCTATGGAGACTTCCTGGGATAGGCACGATGGAAGCATGGAC

AAGTCGTTGGACCTTCGAGGGGTTTGGGACAGGAGACCCCGGGAGATACCTCTGAAGGACCCTATCCGTGCTACCTTCGTACCTG

by

PRKN-206 :>

AGCCGTGTTGAAATGCGGTGGGACAGAAAGGCTTTGATCTCACGCTAAAAGATGGAGTGGGGAGACCCTGCAAGGCCTGCCGGTC

TCGGCACAACTTTACGCCACCCTGTCTTTCCGAAACTAGAGTGCGATTTTCTACCTCACCCCTCTGGGACGTTCCGGACGGCCAG

Py

PRKN-206 :>

TAGATTCTTCTTGGCCTCCCTGTGCAGCATTCCTTCCTCCAGGGGATGGACAGGACTCTTTCTGAAATCCGGGTCTTATAACCCA

ATCTAAGAAGAACCGGAGGGACACGTCGTAAGGAAGGAGGTCCCCTACCTGTCCTGAGAAAGACTTTAGGCCCAGAATATTGGGT

Y >

PRKN-206 :>

CAGTCAGAACAGCTGCGGATGGTTCCAGTCCTGCCCTGGGCTGGTAAAAGGAGGGCAAGGAAAGGTCGGAGGGAGAGATTCTCTT

GTCAGTCTTGTCGACGCCTACCAAGGTCAGGACGGGACCCGACCATTTTCCTCCCGTTCCTTTCCAGCCTCCCTCTCTAAGAGAA

e . . >

PRKN-206 >

TTCTGGCGCCTGTTTCTGAGGCCTGAATTGCCCCAACATTATGACAAAAGACTGTAACAAGAGCTATGGGAGTTATAAGCCAGGG

AAGACCGCGGACAAAGACTCCGGACTTAACGGGGTTGTAATACTGTTTTCTGACATTGTTCTCGATACCCTCAATATTCGGTCCC

by

PRKN-206 :>

ACTGTGTATGAAAAACACATCTATCAGCCAGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGA

TGACACATACTTTTTGTGTAGATAGTCGGTCCGCGCCACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGGTTCCGTCCGTCT

Py

PRKN-206 :>

2635

2720

2805

2890

2975

3060

3145

3230

3315

3400



TCACGAGGTCAGGAGTTTGAGACCAGCCTGGTCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAATTTAGCCAGGCGTGG

AGTGCTCCAGTCCTCAAACTCTGGTCGGACCAGTTGTACCACTTTGGGGCAGAGATGATTTTTATGTTTTAAATCGGTCCGCACC

by

PRKN-206 :>

TGGCAGGTGCCTGTAATTCCAACTACTCGAGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAGAGGTGGCAGTGAGCCC

ACCGTCCACGGACATTAAGGTTGATGAGCTCTCCGACTCCGTCCTCTTAACGAACTTGGGCCCTCCGTCTCCACCGTCACTCGGG

Py

PRKN-206 :>

AGATCGCGCCCTGTACTCCAGCCTGGGCGACAGAGCGAGACTCCATCTCAAAAAAATAAAATAAAATAAAATAAAATATATATAT

TCTAGCGCGGGACATGAGGTCGGACCCGCTGTCTCGCTCTGAGGTAGAGTTTTTTTATTTTATTTTATTTTATTTTATATATATA

Y >

PRKN-206 :>

ATATATACACACACACACACACACACACACACACACTCTTCATACATATTTGTGTTTATATATGCTTATATATATTAAATATCAC

TATATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGAAGTATGTATAAACACAAATATATACGAATATATATAATTTATAGTG

e . . >

PRKN-206 >

AATAGGAAAGTTTCTTACCCTTTCATTTAGAATTGCTTTAATAGTTCATTAAGTTTTAATGTATTGCTCAATAATTTTGATTGAA

TTATCCTTTCAAAGAATGGGAAAGTAAATCTTAACGAAATTATCAAGTAATTCAAAATTACATAACGAGTTATTAAAACTAACTT

by

PRKN-206 :>

TATATTTTACGATACATGATATAATAATGATATATTTATGATATGATAAAATATTTATGATATTTTAGAGAAACAAGTGGTTTTA

ATATAAAATGCTATGTACTATATTATTACTATATAAATACTATACTATTTTATAAATACTATAAAATCTCTTTGTTCACCAAAAT

Py

PRKN-206 :>

TAATGTCACACCATATAACATATTATTTACATCATAAATATACAACCATGCAATATGTGCTGAAAATGGCACAAACCTAAGTGGA

ATTACAGTGTGGTATATTGTATAATAAATGTAGTATTTATATGTTGGTACGTTATACACGACTTTTACCGTGTTTGGATTCACCT

Y >

PRKN-206 :>

AAGTATGAAGATAAAAGTGTTGTAAGTTTTCTCCTTTATTTTCCACAGATCTGTAATTTATGATCTTTAAAACAAGCCAGAAAGG

TTCATACTTCTATTTTCACAACATTCAAAAGAGGAAATAAAAGGTGTCTAGACATTAAATACTAGAAATTTTGTTCGGTCTTTCC

e . . >

PRKN-206 >

ATTAGGAAAACAGGAGATTTTGCATGTCGGCAAGTTATCTTAAAACAAATGCCTATTCCTATATATTCATAAATATTTTAAATTA

TAATCCTTTTGTCCTCTAAAACGTACAGCCGTTCAATAGAATTTTGTTTACGGATAAGGATATATAAGTATTTATAAAATTTAAT

by

PRKN-206 :>

GTGAAAGTTCTCATGCCAGGTTTCTAATAATAAAAGTGAGACAGCACCGAACCAATTACTTGGAAAATTTGGCAGGAAAAATCAA

CACTTTCAAGAGTACGGTCCAAAGATTATTATTTTCACTCTGTCGTGGCTTGGTTAATGAACCTTTTAAACCGTCCTTTTTAGTT

Py

PRKN-206 :>

3485

3570

3655

3740

3825

3910

3995

4080

4165

4250



TTAACAAGATAATTGGTAAGAGTGAGTAATGGAGCACCTTCAACGCTAGGTGGGATTCAAGCAAAGAAACTGCGTTTGCCGGGGT

AATTGTTCTATTAACCATTCTCACTCATTACCTCGTGGAAGTTGCGATCCACCCTAAGTTCGTTTCTTTGACGCAAACGGCCCCA

by

PRKN-206 :>

TTTCCAGGAAATTTGGACAGAAACAGTTCTCTGTACATCCTCATACAAATCACTTCCTCCTCCCTTCAGTTCCCCCACAGCGACT

AAAGGTCCTTTAAACCTGTCTTTGTCAAGAGACATGTAGGAGTATGTTTAGTGAAGGAGGAGGGAAGTCAAGGGGGTGTCGCTGA

Py

PRKN-206 :>

GAAGCAGGGCTGTGTGCACTCCAGAAACTCATGGAGTCTATGTTTAACAAGTGAGGGAGGTGAATAATTCCAAAATAAGTTCCAA

CTTCGTCCCGACACACGTGAGGTCTTTGAGTACCTCAGATACAAATTGTTCACTCCCTCCACTTATTAAGGTTTTATTCAAGGTT

Y >

PRKN-206 :>

GATAAGGGACTTTTCCTCTTATGCTGAAAATAACCTGTTCTGTGAATGACAGGACATTGGAATCACACAGACCTTGGTGAGATCA

CTATTCCCTGAAAAGGAGAATACGACTTTTATTGGACAAGACACTTACTGTCCTGTAACCTTAGTGTGTCTGGAACCACTCTAGT

e . . >

PRKN-206 >

TTGTCTTCACCATTTAAAAGTGCTTCACCTTGGGGAAATTCTATAGCAGAGTGATGCTCTTATCTCAAAGTGCTTTGGGAAGCAA

AACAGAAGTGGTAAATTTTCACGAAGTGGAACCCCTTTAAGATATCGTCTCACTACGAGAATAGAGTTTCACGAAACCCTTCGTT

by

PRKN-206 :>

ATGAGATAATATACATAGAACACCTAGCATTATTAATTACTTCCTTTCTATCCCTCTCATCTTAATTAAAATTTTGGATAGCATT

TACTCTATTATATGTATCTTGTGGATCGTAATAATTAATGAAGGAAAGATAGGGAGAGTAGAATTAATTTTAAAACCTATCGTAA

Py

PRKN-206 :>

AAGGAACATATTCCCTATTAAAAATAATATGCTGGCTGGGTGCGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG

TTCCTTGTATAAGGGATAATTTTTATTATACGACCGACCCACGCCATCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGCTCC

Y >

PRKN-206 :>

CGGGAGGATGACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGCAAAACCCTGTCTCTACGAAAAATTCAAAAATTAG

GCCCTCCTACTGAACTCCAGTCCTCAAACTCTGGTCGGACCGGTTGTACCGTTTTGGGACAGAGATGCTTTTTAAGTTTTTAATC

e . . >

PRKN-206 >

CTGGGCATGTTGGTGGGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCCAGAGAATCACTTGAACCTGGGAGGTGGGGGTTG

GACCCGTACAACCACCCGCGGACATTAGGGTCGATGAGCCCTCCGACTCCGGTCTCTTAGTGAACTTGGACCCTCCACCCCCAAC

by

PRKN-206 :>

CAGTGAGCCAAGATCTCGCCACTGCACTCCAGCCTGGACGACAAGAGCAAAACTCCATCTCAAAAAAAAAAATAGAAATAATAAT

GTCACTCGGTTCTAGAGCGGTGACGTGAGGTCGGACCTGCTGTTCTCGTTTTGAGGTAGAGTTTTTTTTTTTATCTTTATTATTA

Py

PRKN-206 :>

4335

4420

4505

4590

4675

4760

4845

4930

5015

5100



AATTACAATATGCTATCCCAGTTCCTGTTTTATGAATTTGGCCAAGCCAAGTAAGTGGCACTATAGAAAGAGCAAAAATAAATCA

TTAATGTTATACGATAGGGTCAAGGACAAAATACTTAAACCGGTTCGGTTCATTCACCGTGATATCTTTCTCGTTTTTATTTAGT

by

PRKN-206 :>

AAATATATTTAAATTATTATACATTATATTAGGTTATATCATCAAATTTTATCAATATATTTAAATATAAATATATTTATATATA

TTTATATAAATTTAATAATATGTAATATAATCCAATATAGTAGTTTAAAATAGTTATATAAATTTATATTTATATAAATATATAT

Py

PRKN-206 :>

TTTTAAATATAAATATATAAAAATATATTTATATATATTTTAAATATAAATATATAAAAATATATTTATATATATTTTAAATATA

AAAATTTATATTTATATATTTTTATATAAATATATATAAAATTTATATTTATATATTTTTATATAAATATATATAAAATTTATAT

Y >

PRKN-206 :>

AATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATA

TTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTAT

e . . >

PRKN-206 >

TATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATAT

ATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATA

by

PRKN-206 :>

TTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAAT

AAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTA

Py

PRKN-206 :>

ATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATAT

TATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATA

Y >

PRKN-206 :>

ATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAAT

TATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTA

e . . >

PRKN-206 >

ATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATTTATATATTTTAAATATAAATATATTAATATTTG

TATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATAAATATATAAAATTTATATTTATATAATTATAAAC

by

PRKN-206 :>

5185

5270

5355

5440

5525

5610

5695

5780

5865



PCR Forward
|ttgtctctaaatcccctttcaggag

AATATATTTAAATGAGGAATTGACCCCTATCTATGAAACATGAAGTGTTTGTCTCTAAATCCCCTTTCAGGAGAATAAAGTCAGA

TTATATAAATTTACTCCTTAACTGGGGATAGATACTTTGTACTTCACAAACAGAGATTTAGGGGAAAGTCCTCTTATTTCAGTCT

>

PRKN-206 >

TTTACAAATAAAATTTGTTCCCGACAAAAGTGACATGCTTCAATTTCATTCATTTCTTAATGAATATCATCACTTTAGAGCTGCC

AAATGTTTATTTTAAACAAGGGCTGTTTTCACTGTACGAAGTTAAAGTAAGTAAAGAATTACTTATAGTAGTGAAATCTCGACGG

>

PRKN-206 >

Sanger Sequencing Primer
|ctgcccttgtattgcttgtyg

CTATTGTGCTTTATGAAGTTTTTCCCCTCAGTTAAGTTTCTCTCTGCCCTTGTATTGCTTGTGATTATTCGCTCAGAAAGTGATG

GATAACACGAAATACTTCAAAAAGGGGAGTCAATTCAAAGAGAGACGGGAACATAACGAACACTAATAAGCGAGTCTTTCACTAC

>

PRKN-206 >

Donor Template WT -> SNV
laccacacctttgttttctgcccccaaca

TCTAGGCTAGCGTGCTGGTTTGGGAATGCGTGTTTTCCAGGTACTTGCTGCGAACCCACCACACCTTTGTTTTCTGCCCCCAACA

AGATCCGATCGCACGACCAAACCCTTACGCACAAAAGGTCCATGAACGACGCTTGGGTGGTGTGGAAACAAAAGACGGGGGTTGT

>

PRKN-206 >

™= — Donor Template WT -> SNV
gGAGGCTGCATGCACATGAAGTGTC-II-—IGCAGCCCCA'::TGCAGGCTCGAGTGGTGCTGGAACTGTGGCTGCGAG

GGAGGCTGCATGCACATGAAGTGTCCGCAGCCCCAGTGCAGGCTCGAGTGGTGCTGGAACTGTGGCTGCGAGTGGAACCGCGTCT

CCTCCGACGTACGTGTACTTCACAGGCGTCGGGGTCACGTCCGAGCTCACCACGACCTTGACACCGACGCTCACCTTGGCGCAGA

PRKN-206 >

1 1 440 1 L L 445 L
G C M H M K C P Q P Q C R L E W C W

ENSE00001442933 >
PRKN-206

=t
(@]
@
(@]
mk
=
=
]
<

o |  9RNA Protospacer Sequence
SNV PAM

Silent SNV
TCACGTCCGAGCTCACCACG|
gRNA Protospacer

GCATGGGGGACCACTGGTTCGACGTGTAGCCAGGGCGGCCGGGCGCCCCATCGCCACATCCTGGGGGAGCATACCCAGTGTCTAC

CGTACCCCCTGGTGACCAAGCTGCACATCGGTCCCGCCGGCCCGCGGGGTAGCGGTGTAGGACCCCCTCGTATGGGTCACAGATG

PRKN-206 >

L L 460 L L L 465
C M G D H W F D \

ENSE00001442933

PRKN-206

5950

6035

6120

6205

6290

6375



CTTCATTTTCTAATTCTCTTTTCAAACACACACACACACGCGCGCGCGCGCACACACACTCTTCAAGTTTTTTTCAAAGTCCAAC

GAAGTAAAAGATTAAGAGAAAAGTTTGTGTGTGTGTGTGCGCGCGCGCGCGTGTGTGTGAGAAGTTCAAAAAAAGTTTCAGGTTG

by

PRKN-206 :>

TACAGCCAAATTGCAGAAGAAACTCCTGGATCCCTTTCACTATGTCCATGAAAAACAGCAGAGTAAAATTACAGAAGAAGCTCCT

ATGTCGGTTTAACGTCTTCTTTGAGGACCTAGGGAAAGTGATACAGGTACTTTTTGTCGTCTCATTTTAATGTCTTCTTCGAGGA

Py

PRKN-206 :>

GAATCCCTTTCAGTTTGTCCACACAAGACAGCAGAGCCATCTGCGACACCACCAACAGGCGTTCTCAGCCTCCGGATGACACAAA

CTTAGGGAAAGTCAAACAGGTGTGTTCTGTCGTCTCGGTAGACGCTGTGGTGGTTGTCCGCAAGAGTCGGAGGCCTACTGTGTTT

>

PRKN-206 :>

TACCAGAGCACAGATTCAAGTGCAATCCATGTATCTGTATGGGTCATTCTCACCTGAATTCGAGACAGGCAGAATCAGTAGCTGG

ATGGTCTCGTGTCTAAGTTCACGTTAGGTACATAGACATACCCAGTAAGAGTGGACTTAAGCTCTGTCCGTCTTAGTCATCGACC

>

PRKN-206 >

AGAGAGAGTTCTCACATTTAATATCCTGCCTTTTACCTTCAGTAAACACCATGAAGATGCCATTGACAAGGTGTTTCTCTGTAAA

TCTCTCTCAAGAGTGTAAATTATAGGACGGAAAATGGAAGTCATTTGTGGTACTTCTACGGTAACTGTTCCACAAAGAGACATTT

>

PRKN-206 :>

GACATTT
PCR Reverse

ATGAACTGCAGTGGGTTCTCCAAACTAGATTCATGGCTTTAACAGTAATGTTCTTATTTAAATTTTCAGAAAGCATCTATTCCCA

TACTTGACGTCACCCAAGAGGTTTGATCTAAGTACCGAAATTGTCATTACAAGAATAAATTTAAAAGTCTTTCGTAGATAAGGGT

>

PRKN-206 :>

TACTTGACGTCACCCAAq
PCR Reverse

AAGAACCCCAGGCAATAGTCAAAAACATTTGTTTATCCTTAAGAATTCCATCTATATAAATCGCATTAATGAAATACCAACTATG

TTCTTGGGGTCCGTTATCAGTTTTTGTAAACAAATAGGAATTCTTAAGGTAGATATATTTAGCGTAATTACTTTATGGTTGATAC

>

PRKN-206 :>

CGTAAATCAACTTGTCACAAAGTGAGAAATTATGAAAGTTAATTTGAATGTTGAATGTTTGAATTACAGGGAAGAAATCAAGTTA

GCATTTAGTTGAACAGTGTTTCACTCTTTAATACTTTCAATTAAACTTACAACTTACAAACTTAATGTCCCTTCTTTAGTTCAAT

e . . >

PRKN-206 >

ATGTACTTTCATTCCCTTTCATGATTTGCAACTTTAGAAAGAAATTGTTTTTCTGAAAGTATCACCAAAAAATCTATAGTTTGAT

TACATGAAAGTAAGGGAAAGTACTAAACGTTGAAATCTTTCTTTAACAAAAAGACTTTCATAGTGGTTTTTTAGATATCAAACTA

by

PRKN-206 :>

6460

6545

6630

6715

6800

6885

6970

7055

7140



TCTGAGTATTCATTTTGCAACTTGGAGATTTTGCTAATACATTTGGCTCCACTGTAAATTTAATAGATAAAGTGCCTATAAAGGA

AGACTCATAAGTAAAACGTTGAACCTCTAAAACGATTATGTAAACCGAGGTGACATTTAAATTATCTATTTCACGGATATTTCCT

by

PRKN-206 :>

AACACGTTTAGAAATGATTTCAAAATGATATTCAATCTTAACAAAAGTGAACATTATTAAATCAGAATCTTTAAAGAGGAGCCTT

TTGTGCAAATCTTTACTAAAGTTTTACTATAAGTTAGAATTGTTTTCACTTGTAATAATTTAGTCTTAGAAATTTCTCCTCGGAA

Py

PRKN-206 :>

TCCAGAACTACCAAAATGAAGACACGCCCGACTCTCTCCATCAGAAGGGTTTATACCCCTTTGGCACACCCTCTCTGTCCAATCT

AGGTCTTGATGGTTTTACTTCTGTGCGGGCTGAGAGAGGTAGTCTTCCCAAATATGGGGAAACCGTGTGGGAGAGACAGGTTAGA

Y >

PRKN-206 :>

GCAAGTCCCAGGGAGCTCTGCATACCAGGGGTTCCCCAGGAGAGACCTTCTCTTAGGACAGTAAACTCACTAGAATATTCCTTAT

CGTTCAGGGTCCCTCGAGACGTATGGTCCCCAAGGGGTCCTCTCTGGAAGAGAATCCTGTCATTTGAGTGATCTTATAAGGAATA

e . . >

PRKN-206 >

GTTGACATGGATTGGATTTCAGTTCAATCAAACTTTCAGCTTTTTTTTCAGCCATTCACAACACAATCAAAAGATTAACAACACT

CAACTGTACCTAACCTAAAGTCAAGTTAGTTTGAAAGTCGAAAAAAAAGTCGGTAAGTGTTGTGTTAGTTTTCTAATTGTTGTGA

by

PRKN-206 :>

GCATGCGGCAAACCGCATGCTCTTACCCACACTACGCAGAAGAGAAAGTACAACCACTATCTTTTGTTCTACCTGTATTGTCTGA

CGTACGCCGTTTGGCGTACGAGAATGGGTGTGATGCGTCTTCTCTTTCATGTTGGTGATAGAAAACAAGATGGACATAACAGACT

Py

PRKN-206 :>

CTTCTCAGGAAGATCGTGAACATAACTGAGGGCATGAGTCTCACTAGCACATGGAGGCCCTTTTGGATTTAGAGACTGTAAATTA

GAAGAGTCCTTCTAGCACTTGTATTGACTCCCGTACTCAGAGTGATCGTGTACCTCCGGGAAAACCTAAATCTCTGACATTTAAT

Y >

PRKN-206 :>

TTAAATCGGCAACAGGGCTTCTCTTTTTAGATGTAGCACTGAAATCCTTGCTGGAGGGAAGAGAGGGGATGAACTCAAGTTTTCC

AATTTAGCCGTTGTCCCGAAGAGAAAAATCTACATCGTGACTTTAGGAACGACCTCCCTTCTCTCCCCTACTTGAGTTCAAAAGG

e . . >

PRKN-206 >

ACATCCTGGGACACCTGTCCCTCTTTTCCTAACTGCCTAAGATAACCCATTTCTTCCAACCATCTGAGGACAGTCCCGTCGTCTC

TGTAGGACCCTGTGGACAGGGAGAAAAGGATTGACGGATTCTATTGGGTAAAGAAGGTTGGTAGACTCCTGTCAGGGCAGCAGAG

by

PRKN-206 :>

AGAGGCCCTGCACCGGGGAGAGACTGGGCTCTGCAGCAGCCACATCAGCATTCACAGCTTCATGTGGCTTCACTGTCTGAAAATC

TCTCCGGGACGTGGCCCCTCTCTGACCCGAGACGTCGTCGGTGTAGTCGTAAGTGTCGAAGTACACCGAAGTGACAGACTTTTAG

Py

PRKN-206 :>

7225

7310

7395

7480

7565

7650

7735

7820

7905

7990



TACCGACTCCAACATGGCCCCACGGTGACAACAGACCTGTGACAGGAAGCCCAAAGCTCACATAGAAATGGTGGACAGATCAAAG

ATGGCTGAGGTTGTACCGGGGTGCCACTGTTGTCTGGACACTGTCCTTCGGGTTTCGAGTGTATCTTTACCACCTGTCTAGTTTC

by

PRKN-206 :>

TCTCTATAGTAAGGGAAAAAAAGAGAGGTGGCAGGCATGAGCCCCCTGCACCCAGTGGCTCGTGTCCATACTGAGTCCAGACCCT

AGAGATATCATTCCCTTTTTTTCTCTCCACCGTCCGTACTCGGGGGACGTGGGTCACCGAGCACAGGTATGACTCAGGTCTGGGA

Py

PRKN-206 :>

GATCAAGGCCTGACTTAGTGTCACTGGCAGTCCCACTAAATTACACTTCCTTACACTGGCCCGATGCGACAAATCAGGTGGCTCC

CTAGTTCCGGACTGAATCACAGTGACCGTCAGGGTGATTTAATGTGAAGGAATGTGACCGGGCTACGCTGTTTAGTCCACCGAGG

Y >

PRKN-206 :>

CTTCTGTCACGTGGAGCACACAGTGTTTTCCATCATCCATAGCTTTCTTCCTGATGGTGTTTGCATTATTGCGCCTTCCCAATCT

GAAGACAGTGCACCTCGTGTGTCACAAAAGGTAGTAGGTATCGAAAGAAGGACTACCACAAACGTAATAACGCGGAAGGGTTAGA

e . . >

PRKN-206 >

GCATGCTGCGTTGGGCTTGCGGTGCCTGAACAAGGTTTGCTCCCATGAGCTCAGGCACCCTAGGATCCCCTGTTAGACTATTAGG

CGTACGACGCAACCCGAACGCCACGGACTTGTTCCAAACGAGGGTACTCGAGTCCGTGGGATCCTAGGGGACAATCTGATAATCC

by

PRKN-206 :>

CTGTCCAGCATGGTCTCCTTTCCCTTCTTGGTGGTGGTCTTTTCCCTTTCCAGAATAGAACAGTGATTCTTAAAATAAGTTAGAG

GACAGGTCGTACCAGAGGAAAGGGAAGAACCACCACCAGAAAAGGGAAAGGTCTTATCTTGTCACTAAGAATTTTATTCAATCTC

Py

PRKN-206 :>

CAGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGTTCAAGAC

GTCCGGCCCGCGCCACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGGCTCCACCCACCTAGTGCTCCAGTCCTCAAGTTCTG

Y >

PRKN-206 :>

CAGCCTGGCCAAGATGATGAAACCCCGTCTCTATTAAAAATACAAAAATTAGCTGGGCGTGGTGGCAGGCACCTGTAATCCCAGC

GTCGGACCGGTTCTACTACTTTGGGGCAGAGATAATTTTTATGTTTTTAATCGACCCGCACCACCGTCCGTGGACATTAGGGTCG

e . . >

PRKN-206 >

TTCCTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGGGGCAGAGGTTGCAGTGAGCCGAGATCACGCCACTGAACTCCAGC

AAGGACCCTCCGACTCCGTCCTCTTAGTGAACTTGGGCCCCCCGTCTCCAACGTCACTCGGCTCTAGTGCGGTGACTTGAGGTCG

by

PRKN-206 :>

CTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAACAAAAACAAAAAAGCAAGATCATCCACTACACATGAACATGA

GACCCGTTGTCTCACTCTGAGACAGAGTTTTTTTTTTTTTTTTGTTTTTGTTTTTTCGTTCTAGTAGGTGATGTGTACTTGTACT

Py

PRKN-206 :>

8075

8160

8245

8330

8415

8500

8585

8670

8755

8840



ATCACAGTATTATTTGCACAGGAAGGGTGTAACAAAATATGAATGTATCAAAAAATAGAAATAAAGTCTTTGCAGAAAAAGTCTG

TAGTGTCATAATAAACGTGTCCTTCCCACATTGTTTTATACTTACATAGTTTTTTATCTTTATTTCAGAAACGTCTTTTTCAGAC

by
I,

TTTTTCTCTGAAGTGTGTTGAGATTATCTGACAACTCTAAGATTGTACTTAAATTGTCAATAAAGCATCAAAAGAG 3’

AAAAAGAGACTTCACACAACTCTAATAGACTGTTGAGATTCTAACATGAATTTAACAGTTATTTCGTAGTTTTCTC 5’

8925



Feature Location Size
PACRG 1 .. 9001 9001 bp
/note = gene ENSG00000112530

Protein coding
PRKN 1 .. 9001 9001 bp
/note = gene ENSG00000185345

Protein coding
PACRG-201 1 .. 9001 9001 bp
/note = primary transcript ENST00000337019

Protein coding
PACRG-203 1 .. 9001 9001 bp
/note = primary transcript ENST00000366889

Protein coding
PRKN-206 1 .. 9001 9001 bp
/note = primary transcript ENST00000366898
PRKN-212 1 .. 8811 8811 bp
/note = primary transcript ENST00000673871

Nonsense mediated decay
PRKN-213 1 .. 8811 8811 bp
/note = primary transcript ENST00000674006

protein_coding_CDS_not_defined
PRKN-221 1 .. 8811 8811 bp
/note = primary transcript ENST00000674436

protein_coding_CDS_not_defined
PRKN-204 1 ..7779 7779 bp
/note = primary transcript ENST00000366896
PRKN-205 1 ..7779 7779 bp
/note = primary transcript ENST00000366897
PRKN-201 1 .. 6319 6319 bp
/note = primary transcript ENST00000338468

Nonsense mediated decay
PRKN-203 1 .. 6319 6319 bp
/note = primary transcript ENST00000366894

Nonsense mediated decay
PRKN-207 1 .. 6319 6319 bp
/note = primary transcript ENST00000479615

Nonsense mediated decay
PRKN-208 1 .. 6319 6319 bp
/note = primary transcript ENST00000610470

1068 .. 2739 1672 bp

/note = gene ENSG00000286498

IncRNA

1068 .. 2739 1672 bp

/note = primary transcript ENST00000660049

IncRNA
Donor Template WT -> SNV 6178 .. 6277 100 bp
PRKN-204 6207 .. 6319 113 bp

/codon_start
/note
/translation

PRKN-205

/codon_start
/note
/translation

1
coding sequence ENSP00000355862

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

6207 .. 6319 113 bp

1
coding sequence ENSP00000355863

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWFDV *
36 amino acids = 4.4 kDa

T

Type

gene

gene

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

gene

prim_transcript

misc_feature
CDS

CDs



AN

Feature
PRKN-206
/codon_start

/note
/translation

PRKN-208

/codon_start
/note
/translation

Location Size

6207 .. 6319 113 bp

1

coding sequence ENSP00000355865
GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

6207 .. 6319 113 bp

1
coding sequence ENSP00000483773

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

SNV 6231 .. 6231 1 bp
/note = WT =C

SNV =T
PAM 6236 .. 6238 3 bp
gRNA Protospacer Sequence 6239 .. 6259 21 bp
Silent SNV 6241 .. 6241 1bp
/note = WT =G

Silent SNV = A

1

I

Type
CDS

CDs

misc_feature

misc_feature
misc_feature
misc_feature



Primer Length (=] Binding Sites o= Tm Date Added
PCR Forward 25-mer 5914 .. 5938 - 58°C Mar 7, 2023
/sequence = ttgtctctaaatcccctttcaggag
44% GC / 7583.0 Da
Sanger Sequencing Primer 20-mer 6079 .. 6098 - 57°C Mar 7, 2023
/sequence = ctgcccttgtattgcttgtg
50% GC / 6081.0 Da
Donor Template WT -> SNV 100-mer 6178 .. 6277 —_ 81°C Mar 7, 2023
/sequence = accacacctttgttttctgcccccaacagGAGGCTGCATGCACATGAAGTGTCTGCAGCCCCAATGCAGGCTCGAGTGGTGCTGGAACTGTGGCT

gRNA Protospacer
/sequence =
PCR Reverse

/sequence =

6€%BA3XLT / 30,828.0 Da
20-mer 6240 .. 6259 — 64°C Mar 7, 2023

GCACCACTCGAGCCTGCACT
65% GC / 6022.9 Da

25-mer 6794 .. 6818 -— 58°C Mar 7, 2023

GAACCCACTGCAGTTCATTTTACAG
44% GC / 7601.0 Da



