Donor Template WT -> SNV (2684 .. 2783)
(2585 .. 2604) Sanger Sequencing Primer gRNA Protospacer (2746 .. 2765)

(2420 .. 2444) PCR ForwardI PCR Reverse (3300 .. 3324)

1000 2000 3000 2 4000 5000

| PRKN-206 >

PRKN-206

Donor Template WT -> SNV

gRNA Protospacer Sequence

Silent SNV

ASK2300175_PRKN_P437L_B02_BB
5507 bp



CCTGTAATTCCAACTACTCGAGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAGAGGTGGCAGTGAGCCCAGATCGCGC

GGACATTAAGGTTGATGAGCTCTCCGACTCCGTCCTCTTAACGAACTTGGGCCCTCCGTCTCCACCGTCACTCGGGTCTAGCGCG

by

| PRKN-206 >

CCTGTACTCCAGCCTGGGCGACAGAGCGAGACTCCATCTCAAAAAAATAAAATAAAATAAAATAAAATATATATATATATATACA

GGACATGAGGTCGGACCCGCTGTCTCGCTCTGAGGTAGAGTTTTTTTATTTTATTTTATTTTATTTTATATATATATATATATGT

Py

PRKN-206 :>

CACACACACACACACACACACACACACTCTTCATACATATTTGTGTTTATATATGCTTATATATATTAAATATCACAATAGGAAA

GTGTGTGTGTGTGTGTGTGTGTGTGTGAGAAGTATGTATAAACACAAATATATACGAATATATATAATTTATAGTGTTATCCTTT

Y >

PRKN-206 :>

GTTTCTTACCCTTTCATTTAGAATTGCTTTAATAGTTCATTAAGTTTTAATGTATTGCTCAATAATTTTGATTGAATATATTTTA

CAAAGAATGGGAAAGTAAATCTTAACGAAATTATCAAGTAATTCAAAATTACATAACGAGTTATTAAAACTAACTTATATAAAAT

e . . >

PRKN-206 >

CGATACATGATATAATAATGATATATTTATGATATGATAAAATATTTATGATATTTTAGAGAAACAAGTGGTTTTATAATGTCAC

GCTATGTACTATATTATTACTATATAAATACTATACTATTTTATAAATACTATAAAATCTCTTTGTTCACCAAAATATTACAGTG

by

PRKN-206 :>

ACCATATAACATATTATTTACATCATAAATATACAACCATGCAATATGTGCTGAAAATGGCACAAACCTAAGTGGAAAGTATGAA

TGGTATATTGTATAATAAATGTAGTATTTATATGTTGGTACGTTATACACGACTTTTACCGTGTTTGGATTCACCTTTCATACTT

Py

PRKN-206 :>

GATAAAAGTGTTGTAAGTTTTCTCCTTTATTTTCCACAGATCTGTAATTTATGATCTTTAAAACAAGCCAGAAAGGATTAGGAAA

CTATTTTCACAACATTCAAAAGAGGAAATAAAAGGTGTCTAGACATTAAATACTAGAAATTTTGTTCGGTCTTTCCTAATCCTTT

Y >

PRKN-206 :>

ACAGGAGATTTTGCATGTCGGCAAGTTATCTTAAAACAAATGCCTATTCCTATATATTCATAAATATTTTAAATTAGTGAAAGTT

TGTCCTCTAAAACGTACAGCCGTTCAATAGAATTTTGTTTACGGATAAGGATATATAAGTATTTATAAAATTTAATCACTTTCAA

e . . >

PRKN-206 >

CTCATGCCAGGTTTCTAATAATAAAAGTGAGACAGCACCGAACCAATTACTTGGAAAATTTGGCAGGAAAAATCAATTAACAAGA

GAGTACGGTCCAAAGATTATTATTTTCACTCTGTCGTGGCTTGGTTAATGAACCTTTTAAACCGTCCTTTTTAGTTAATTGTTCT

by

PRKN-206 :>

TAATTGGTAAGAGTGAGTAATGGAGCACCTTCAACGCTAGGTGGGATTCAAGCAAAGAAACTGCGTTTGCCGGGGTTTTCCAGGA

ATTAACCATTCTCACTCATTACCTCGTGGAAGTTGCGATCCACCCTAAGTTCGTTTCTTTGACGCAAACGGCCCCAAAAGGTCCT

Py

PRKN-206 :>

85

170

340

425

680

765

850



AATTTGGACAGAAACAGTTCTCTGTACATCCTCATACAAATCACTTCCTCCTCCCTTCAGTTCCCCCACAGCGACTGAAGCAGGG

TTAAACCTGTCTTTGTCAAGAGACATGTAGGAGTATGTTTAGTGAAGGAGGAGGGAAGTCAAGGGGGTGTCGCTGACTTCGTCCC

by

PRKN-206 :>

CTGTGTGCACTCCAGAAACTCATGGAGTCTATGTTTAACAAGTGAGGGAGGTGAATAATTCCAAAATAAGTTCCAAGATAAGGGA

GACACACGTGAGGTCTTTGAGTACCTCAGATACAAATTGTTCACTCCCTCCACTTATTAAGGTTTTATTCAAGGTTCTATTCCCT

Py

PRKN-206 :>

CTTTTCCTCTTATGCTGAAAATAACCTGTTCTGTGAATGACAGGACATTGGAATCACACAGACCTTGGTGAGATCATTGTCTTCA

GAAAAGGAGAATACGACTTTTATTGGACAAGACACTTACTGTCCTGTAACCTTAGTGTGTCTGGAACCACTCTAGTAACAGAAGT

Y >

PRKN-206 :>

CCATTTAAAAGTGCTTCACCTTGGGGAAATTCTATAGCAGAGTGATGCTCTTATCTCAAAGTGCTTTGGGAAGCAAATGAGATAA

GGTAAATTTTCACGAAGTGGAACCCCTTTAAGATATCGTCTCACTACGAGAATAGAGTTTCACGAAACCCTTCGTTTACTCTATT

e . . >

PRKN-206 >

TATACATAGAACACCTAGCATTATTAATTACTTCCTTTCTATCCCTCTCATCTTAATTAAAATTTTGGATAGCATTAAGGAACAT

ATATGTATCTTGTGGATCGTAATAATTAATGAAGGAAAGATAGGGAGAGTAGAATTAATTTTAAAACCTATCGTAATTCCTTGTA

by

PRKN-206 :>

ATTCCCTATTAAAAATAATATGCTGGCTGGGTGCGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGAT

TAAGGGATAATTTTTATTATACGACCGACCCACGCCATCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGCTCCGCCCTCCTA

Py

PRKN-206 :>

GACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGCAAAACCCTGTCTCTACGAAAAATTCAAAAATTAGCTGGGCATG

CTGAACTCCAGTCCTCAAACTCTGGTCGGACCGGTTGTACCGTTTTGGGACAGAGATGCTTTTTAAGTTTTTAATCGACCCGTAC

Y >

PRKN-206 :>

TTGGTGGGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCCAGAGAATCACTTGAACCTGGGAGGTGGGGGTTGCAGTGAGCC

AACCACCCGCGGACATTAGGGTCGATGAGCCCTCCGACTCCGGTCTCTTAGTGAACTTGGACCCTCCACCCCCAACGTCACTCGG

e . . >

PRKN-206 >

AAGATCTCGCCACTGCACTCCAGCCTGGACGACAAGAGCAAAACTCCATCTCAAAAAAAAAAATAGAAATAATAATAATTACAAT

TTCTAGAGCGGTGACGTGAGGTCGGACCTGCTGTTCTCGTTTTGAGGTAGAGTTTTTTTTTTTATCTTTATTATTATTAATGTTA

by

PRKN-206 :>

ATGCTATCCCAGTTCCTGTTTTATGAATTTGGCCAAGCCAAGTAAGTGGCACTATAGAAAGAGCAAAAATAAATCAAAATATATT

TACGATAGGGTCAAGGACAAAATACTTAAACCGGTTCGGTTCATTCACCGTGATATCTTTCTCGTTTTTATTTAGTTTTATATAA

Py

PRKN-206 :>

935

1020

1105

1190

1275

1360

1445

1530

1615

1700



TAAATTATTATACATTATATTAGGTTATATCATCAAATTTTATCAATATATTTAAATATAAATATATTTATATATATTTTAAATA

ATTTAATAATATGTAATATAATCCAATATAGTAGTTTAAAATAGTTATATAAATTTATATTTATATAAATATATATAAAATTTAT

by

PRKN-206 :>

TAAATATATAAAAATATATTTATATATATTTTAAATATAAATATATAAAAATATATTTATATATATTTTAAATATAAATATATAA

ATTTATATATTTTTATATAAATATATATAAAATTTATATTTATATATTTTTATATAAATATATATAAAATTTATATTTATATATT

Py

PRKN-206 :>

AATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATAT

TTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATA

Y >

PRKN-206 :>

ATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATATAAATATATAAAATATATTTATATATATTTTAAATAT

TATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATATTTATATATTTTATATAAATATATATAAAATTTATA

e . . >

PRKN-206 >

AAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATT

TTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAA

by

PRKN-206 :>

TTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATA

AATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTAT

Py

PRKN-206 :>

TATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATATAAAAATATATATATTTTAAATATAAATATA

ATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATATATTTTTATATATATAAAATTTATATTTATAT

>

PRKN-206 :>

TAAAAATATATATATTTTAAATATAAATATATAAAAATATATTTATATATTTTAAATATAAATATATTAATATTTGAATATATTT

ATTTTTATATATATAAAATTTATATTTATATATTTTTATATAAATATATAAAATTTATATTTATATAATTATAAACTTATATAAA

>

PRKN-206 >

PCR Forward
|ttgtctctaaatcccctttcaggag

AAATGAGGAATTGACCCCTATCTATGAAACATGAAGTGTTTGTCTCTAAATCCCCTTTCAGGAGAATAAAGTCAGATTTACAAAT

TTTACTCCTTAACTGGGGATAGATACTTTGTACTTCACAAACAGAGATTTAGGGGAAAGTCCTCTTATTTCAGTCTAAATGTTTA

PRKN-206 :>

1785

1870

1955

2040

2125

2210

2295

2380

2465



AAAATTTGTTCCCGACAAAAGTGACATGCTTCAATTTCATTCATTTCTTAATGAATATCATCACTTTAGAGCTGCCCTATTGTGC

TTTTAAACAAGGGCTGTTTTCACTGTACGAAGTTAAAGTAAGTAAAGAATTACTTATAGTAGTGAAATCTCGACGGGATAACACG

>

PRKN-206 >

Sanger Sequencing Primer
|ctgcccttgtattgcttgty

TTTATGAAGTTTTTCCCCTCAGTTAAGTTTCTCTCTGCCCTTGTATTGCTTGTGATTATTCGCTCAGAAAGTGATGTCTAGGCTA

AAATACTTCAAAAAGGGGAGTCAATTCAAAGAGAGACGGGAACATAACGAACACTAATAAGCGAGTCTTTCACTACAGATCCGAT

>

PRKN-206 >

Donor Template WT -> SNV
laccacacctttgttttctgcccccaacagGAGGCTGC

GCGTGCTGGTTTGGGAATGCGTGTTTTCCAGGTACTTGCTGCGAACCCACCACACCTTTGTTTTCTGCCCCCAACAGGAGGCTGC

CGCACGACCAAACCCTTACGCACAAAAGGTCCATGAACGACGCTTGGGTGGTGTGGAAACAAAAGACGGGGGTTGTCCTCCGACG

>

PRKN-206 >

430,

G C
ENSE0000.... g

PRKN-206

™ — Donor Template WT -> SNV
ATGCACATGAAGTGTC-II-—IGCAGCCCCA':}ITGCAGGCTCGAGTGGTGCTGGAACTGTGGCTGCGAG

ATGCACATGAAGTGTCCGCAGCCCCAGTGCAGGCTCGAGTGGTGCTGGAACTGTGGCTGCGAGTGGAACCGCGTCTGCATGGGGG

TACGTGTACTTCACAGGCGTCGGGGTCACGTCCGAGCTCACCACGACCTTGACACCGACGCTCACCTTGGCGCAGACGTACCCCC

>

PRKN-206 >
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PRKN-206

| [l  oRNA Protospacer Sequence
SNV PAM

Silent SNV
TCACGTCCGAGCTCACCACG|
gRNA Protospacer

ACCACTGGTTCGACGTGTAGCCAGGGCGGCCGGGCGCCCCATCGCCACATCCTGGGGGAGCATACCCAGTGTCTACCTTCATTTT

TGGTGACCAAGCTGCACATCGGTCCCGCCGGCCCGCGGGGTAGCGGTGTAGGACCCCCTCGTATGGGTCACAGATGGAAGTAAAA

>

PRKN-206 >

460, ., ., ., 465
D H W F D V ®

ENSE00001442933

PRKN-206

CTAATTCTCTTTTCAAACACACACACACACGCGCGCGCGCGCACACACACTCTTCAAGTTTTTTTCAAAGTCCAACTACAGCCAA

GATTAAGAGAAAAGTTTGTGTGTGTGTGTGCGCGCGCGCGCGTGTGTGTGAGAAGTTCAAAAAAAGTTTCAGGTTGATGTCGGTT

>

PRKN-206 >

2550

2635

2720

2805

2890

2975



ATTGCAGAAGAAACTCCTGGATCCCTTTCACTATGTCCATGAAAAACAGCAGAGTAAAATTACAGAAGAAGCTCCTGAATCCCTT

TAACGTCTTCTTTGAGGACCTAGGGAAAGTGATACAGGTACTTTTTGTCGTCTCATTTTAATGTCTTCTTCGAGGACTTAGGGAA

by

PRKN-206 :>

TCAGTTTGTCCACACAAGACAGCAGAGCCATCTGCGACACCACCAACAGGCGTTCTCAGCCTCCGGATGACACAAATACCAGAGC

AGTCAAACAGGTGTGTTCTGTCGTCTCGGTAGACGCTGTGGTGGTTGTCCGCAAGAGTCGGAGGCCTACTGTGTTTATGGTCTCG

Py

PRKN-206 :>

ACAGATTCAAGTGCAATCCATGTATCTGTATGGGTCATTCTCACCTGAATTCGAGACAGGCAGAATCAGTAGCTGGAGAGAGAGT

TGTCTAAGTTCACGTTAGGTACATAGACATACCCAGTAAGAGTGGACTTAAGCTCTGTCCGTCTTAGTCATCGACCTCTCTCTCA

>

PRKN-206 :>

TCTCACATTTAATATCCTGCCTTTTACCTTCAGTAAACACCATGAAGATGCCATTGACAAGGTGTTTCTCTGTAAAATGAACTGC

AGAGTGTAAATTATAGGACGGAAAATGGAAGTCATTTGTGGTACTTCTACGGTAACTGTTCCACAAAGAGACATTTTACTTGACG

>

PRKN-206 >
GACATTTTACTTGACG
PCR Reverse

AGTGGGTTCTCCAAACTAGATTCATGGCTTTAACAGTAATGTTCTTATTTAAATTTTCAGAAAGCATCTATTCCCAAAGAACCCC

TCACCCAAGAGGTTTGATCTAAGTACCGAAATTGTCATTACAAGAATAAATTTAAAAGTCTTTCGTAGATAAGGGTTTCTTGGGG

>

PRKN-206 :>

TCACCCAAq

PCR Reverse

AGGCAATAGTCAAAAACATTTGTTTATCCTTAAGAATTCCATCTATATAAATCGCATTAATGAAATACCAACTATGCGTAAATCA

TCCGTTATCAGTTTTTGTAAACAAATAGGAATTCTTAAGGTAGATATATTTAGCGTAATTACTTTATGGTTGATACGCATTTAGT

>

PRKN-206 :>

ACTTGTCACAAAGTGAGAAATTATGAAAGTTAATTTGAATGTTGAATGTTTGAATTACAGGGAAGAAATCAAGTTAATGTACTTT

TGAACAGTGTTTCACTCTTTAATACTTTCAATTAAACTTACAACTTACAAACTTAATGTCCCTTCTTTAGTTCAATTACATGAAA

Y >

PRKN-206 :>

CATTCCCTTTCATGATTTGCAACTTTAGAAAGAAATTGTTTTTCTGAAAGTATCACCAAAAAATCTATAGTTTGATTCTGAGTAT

GTAAGGGAAAGTACTAAACGTTGAAATCTTTCTTTAACAAAAAGACTTTCATAGTGGTTTTTTAGATATCAAACTAAGACTCATA

e . . >

PRKN-206 >

TCATTTTGCAACTTGGAGATTTTGCTAATACATTTGGCTCCACTGTAAATTTAATAGATAAAGTGCCTATAAAGGAAACACGTTT

AGTAAAACGTTGAACCTCTAAAACGATTATGTAAACCGAGGTGACATTTAAATTATCTATTTCACGGATATTTCCTTTGTGCAAA

by

PRKN-206 :>

3060

3145

3230

3315

3400

3485

3570

3655

3740



AGAAATGATTTCAAAATGATATTCAATCTTAACAAAAGTGAACATTATTAAATCAGAATCTTTAAAGAGGAGCCTTTCCAGAACT

TCTTTACTAAAGTTTTACTATAAGTTAGAATTGTTTTCACTTGTAATAATTTAGTCTTAGAAATTTCTCCTCGGAAAGGTCTTGA

by

PRKN-206 :>

ACCAAAATGAAGACACGCCCGACTCTCTCCATCAGAAGGGTTTATACCCCTTTGGCACACCCTCTCTGTCCAATCTGCAAGTCCC

TGGTTTTACTTCTGTGCGGGCTGAGAGAGGTAGTCTTCCCAAATATGGGGAAACCGTGTGGGAGAGACAGGTTAGACGTTCAGGG

Py

PRKN-206 :>

AGGGAGCTCTGCATACCAGGGGTTCCCCAGGAGAGACCTTCTCTTAGGACAGTAAACTCACTAGAATATTCCTTATGTTGACATG

TCCCTCGAGACGTATGGTCCCCAAGGGGTCCTCTCTGGAAGAGAATCCTGTCATTTGAGTGATCTTATAAGGAATACAACTGTAC

Y >

PRKN-206 :>

GATTGGATTTCAGTTCAATCAAACTTTCAGCTTTTTTTTCAGCCATTCACAACACAATCAAAAGATTAACAACACTGCATGCGGC

CTAACCTAAAGTCAAGTTAGTTTGAAAGTCGAAAAAAAAGTCGGTAAGTGTTGTGTTAGTTTTCTAATTGTTGTGACGTACGCCG

e . . >

PRKN-206 >

AAACCGCATGCTCTTACCCACACTACGCAGAAGAGAAAGTACAACCACTATCTTTTGTTCTACCTGTATTGTCTGACTTCTCAGG

TTTGGCGTACGAGAATGGGTGTGATGCGTCTTCTCTTTCATGTTGGTGATAGAAAACAAGATGGACATAACAGACTGAAGAGTCC

by

PRKN-206 :>

AAGATCGTGAACATAACTGAGGGCATGAGTCTCACTAGCACATGGAGGCCCTTTTGGATTTAGAGACTGTAAATTATTAAATCGG

TTCTAGCACTTGTATTGACTCCCGTACTCAGAGTGATCGTGTACCTCCGGGAAAACCTAAATCTCTGACATTTAATAATTTAGCC

Py

PRKN-206 :>

CAACAGGGCTTCTCTTTTTAGATGTAGCACTGAAATCCTTGCTGGAGGGAAGAGAGGGGATGAACTCAAGTTTTCCACATCCTGG

GTTGTCCCGAAGAGAAAAATCTACATCGTGACTTTAGGAACGACCTCCCTTCTCTCCCCTACTTGAGTTCAAAAGGTGTAGGACC

Y >

PRKN-206 :>

GACACCTGTCCCTCTTTTCCTAACTGCCTAAGATAACCCATTTCTTCCAACCATCTGAGGACAGTCCCGTCGTCTCAGAGGCCCT

CTGTGGACAGGGAGAAAAGGATTGACGGATTCTATTGGGTAAAGAAGGTTGGTAGACTCCTGTCAGGGCAGCAGAGTCTCCGGGA

e . . >

PRKN-206 >

GCACCGGGGAGAGACTGGGCTCTGCAGCAGCCACATCAGCATTCACAGCTTCATGTGGCTTCACTGTCTGAAAATCTACCGACTC

CGTGGCCCCTCTCTGACCCGAGACGTCGTCGGTGTAGTCGTAAGTGTCGAAGTACACCGAAGTGACAGACTTTTAGATGGCTGAG

by

PRKN-206 :>

CAACATGGCCCCACGGTGACAACAGACCTGTGACAGGAAGCCCAAAGCTCACATAGAAATGGTGGACAGATCAAAGTCTCTATAG

GTTGTACCGGGGTGCCACTGTTGTCTGGACACTGTCCTTCGGGTTTCGAGTGTATCTTTACCACCTGTCTAGTTTCAGAGATATC

Py

PRKN-206 :>

3825

3910

3995

4080

4165

4250

4335

4420

4505

4590



TAAGGGAAAAAAAGAGAGGTGGCAGGCATGAGCCCCCTGCACCCAGTGGCTCGTGTCCATACTGAGTCCAGACCCTGATCAAGGC

ATTCCCTTTTTTTCTCTCCACCGTCCGTACTCGGGGGACGTGGGTCACCGAGCACAGGTATGACTCAGGTCTGGGACTAGTTCCG

by

PRKN-206 :>

CTGACTTAGTGTCACTGGCAGTCCCACTAAATTACACTTCCTTACACTGGCCCGATGCGACAAATCAGGTGGCTCCCTTCTGTCA

GACTGAATCACAGTGACCGTCAGGGTGATTTAATGTGAAGGAATGTGACCGGGCTACGCTGTTTAGTCCACCGAGGGAAGACAGT

Py

PRKN-206 :>

CGTGGAGCACACAGTGTTTTCCATCATCCATAGCTTTCTTCCTGATGGTGTTTGCATTATTGCGCCTTCCCAATCTGCATGCTGC

GCACCTCGTGTGTCACAAAAGGTAGTAGGTATCGAAAGAAGGACTACCACAAACGTAATAACGCGGAAGGGTTAGACGTACGACG

Y >

PRKN-206 :>

GTTGGGCTTGCGGTGCCTGAACAAGGTTTGCTCCCATGAGCTCAGGCACCCTAGGATCCCCTGTTAGACTATTAGGCTGTCCAGC

CAACCCGAACGCCACGGACTTGTTCCAAACGAGGGTACTCGAGTCCGTGGGATCCTAGGGGACAATCTGATAATCCGACAGGTCG

e . . >

PRKN-206 >

ATGGTCTCCTTTCCCTTCTTGGTGGTGGTCTTTTCCCTTTCCAGAATAGAACAGTGATTCTTAAAATAAGTTAGAGCAGGCCGGG

TACCAGAGGAAAGGGAAGAACCACCACCAGAAAAGGGAAAGGTCTTATCTTGTCACTAAGAATTTTATTCAATCTCGTCCGGCCC

by

PRKN-206 :>

CGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGC

GCGCCACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGGCTCCACCCACCTAGTGCTCCAGTCCTCAAGTTCTGGTCGGACCG

Py

PRKN-206 :>

CAAGATGATGAAACCCCGTCTCTATTAAAAATACAAAAATTAGCTGGGCGTGGTGGCAGGCACCTGTAATCCCAGCTTCCTGGGA

GTTCTACTACTTTGGGGCAGAGATAATTTTTATGTTTTTAATCGACCCGCACCACCGTCCGTGGACATTAGGGTCGAAGGACCCT

Y >

PRKN-206 :>

GGCTGAGGCAGGAGAATCACTTGAACCCGGGGGGCAGAGGTTGCAGTGAGCCGAGATCACGCCACTGAACTCCAGCCTGGGCAAC

CCGACTCCGTCCTCTTAGTGAACTTGGGCCCCCCGTCTCCAACGTCACTCGGCTCTAGTGCGGTGACTTGAGGTCGGACCCGTTG

e . . >

PRKN-206 >

AGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAACAAAAACAAAAAAGCAAGATCATCCACTACACATGAACATGAATCACAGTA

TCTCACTCTGAGACAGAGTTTTTTTTTTTTTTTTGTTTTTGTTTTTTCGTTCTAGTAGGTGATGTGTACTTGTACTTAGTGTCAT

by

PRKN-206 :>

TTATTTGCACAGGAAGGGTGTAACAAAATATGAATGTATCAAAAAATAGAAATAAAGTCTTTGCAGAAAAAGTCTGTTTTTCTCT

AATAAACGTGTCCTTCCCACATTGTTTTATACTTACATAGTTTTTTATCTTTATTTCAGAAACGTCTTTTTCAGACAAAAAGAGA

Py

PRKN-206 :>

4675

4760

4845

4930

5015

5100

5185

5270

5355

5440



GAAGTGTGTTGAGATTATCTGACAACTCTAAGATTGTACTTAAATTGTCAATAAAGCATCAAAAGAG

CTTCACACAACTCTAATAGACTGTTGAGATTCTAACATGAATTTAACAGTTATTTCGTAGTTTTCTC



Feature Location Size
PACRG 1 .. 5507 5507 bp
/note = gene ENSG00000112530

Protein coding
PRKN 1 .. 5507 5507 bp
/note = gene ENSG00000185345

Protein coding
PACRG-201 1 .. 5507 5507 bp
/note = primary transcript ENST00000337019

Protein coding
PACRG-203 1 .. 5507 5507 bp
/note = primary transcript ENST00000366889

Protein coding
PRKN-206 1 .. 5507 5507 bp
/note = primary transcript ENST00000366898
PRKN-212 1 .. 5317 5317 bp
/note = primary transcript ENST00000673871

Nonsense mediated decay
PRKN-213 1 .. 5317 5317 bp
/note = primary transcript ENST00000674006

protein_coding_CDS_not_defined
PRKN-221 1 .. 5317 5317 bp
/note = primary transcript ENST00000674436

protein_coding_CDS_not_defined
PRKN-204 1 .. 4285 4285 bp
/note = primary transcript ENST00000366896
PRKN-205 1 .. 4285 4285 bp
/note = primary transcript ENST00000366897
PRKN-201 1 .. 2825 2825 bp
/note = primary transcript ENST00000338468

Nonsense mediated decay
PRKN-203 1 .. 2825 2825 bp
/note = primary transcript ENST00000366894

Nonsense mediated decay
PRKN-207 1 .. 2825 2825 bp
/note = primary transcript ENST00000479615

Nonsense mediated decay
PRKN-208 1 .. 2825 2825 bp
/note = primary transcript ENST00000610470
Donor Template WT -> SNV 2684 .. 2783 100 bp
PRKN-204 2713 .. 2825 113 bp

/codon_start
/note
/translation

PRKN-205

/codon_start
/note
/translation

PRKN-206

/codon_start
/note
/translation

1

coding sequence ENSP00000355862
GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWFDV *
36 amino acids = 4.4 kDa

2713 .. 2825 113 bp

1

coding sequence ENSP00000355863
GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWFDV *
36 amino acids = 4.4 kDa

2713 .. 2825 113 bp

1
coding sequence ENSP00000355865

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDYV *
36 amino acids = 4.4 kDa

T

Type

gene

gene

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

misc_feature
CDS

CDs

CDs



AN

Feature
PRKN-208
/codon_start

/note
/translation

Location Size

2713 .. 2825 113 bp

1
coding sequence ENSP00000483773

GCMHMKCPQPQCRLEWCWNCGCEWNRVCMGDHWEFDV *
36 amino acids = 4.4 kDa

SNV 2737 .. 2737 1 bp
/note WT =C

SNV =T
PAM 2742 .. 2744 3 bp
gRNA Protospacer Sequence 2745 .. 2765 21 bp
Silent SNV 2747 .. 2747 1 bp
/note WT =G

Silent SNV = A

1

I

Type
CDS

misc_feature

misc_feature
misc_feature
misc_feature



Primer Length (=] Binding Sites oy Tm Date Added
PCR Forward 25-mer 2420 .. 2444 s 58°C Mar 7, 2023
/sequence = ttgtctctaaatcccctttcaggag
44% GC / 7583.0 Da
Sanger Sequencing Primer 20-mer 2585 .. 2604 - 57°C Mar 7, 2023
/sequence = ctgcccttgtattgcttgtg
50% GC / 6081.0 Da
Donor Template WT -> SNV 100-mer 2684 .. 2783 —_ 81°C Mar 7, 2023
/sequence = accacacctttgttttctgcccccaacagGAGGCTGCATGCACATGAAGTGTCTGCAGCCCCAATGCAGGCTCGAGTGGTGCTGGAACTGTGGCT

gRNA Protospacer
/sequence =
PCR Reverse

/sequence =

6€%BA3XLT / 30,828.0 Da
20-mer 2746 .. 2765 — 64°C Mar 7, 2023

GCACCACTCGAGCCTGCACT
65% GC / 6022.9 Da

25-mer 3300 .. 3324 — 58°C Mar 7, 2023

GAACCCACTGCAGTTCATTTTACAG
44% GC / 7601.0 Da



