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ACCGCATCGAACTCCGCTTGATCATCCTCAGGTAGGTCGCTAGTTTCATAAACATCTGGCTCATTCCTGGCCTGCAGGTAGAAGC
TGGCGTAGCTTGAGGCGAACTAGTAGGAGTCCATCCAGCGATCAAAGTATTTGTAGACCGAGTAAGGACCGGACGTCCATCTTCG
AGTGACCACCCAACCTCACTACCCAGCATCCAACAACACCCCTTCCCCCACTCCATTTGAATAAGCTAACAGAGAAGGCGGGGTG
TCACTGGTGGGTTGGAGTGATGGGTCGTAGGTTGTTGTGGGGAAGGGGGTGAGGTAAACTTATTCGATTGTCTCTTCCGCCCCAC
TGATGTCAGGGTTCTGTCCTTTCTCCTCCACCTGCCCCGTGAGTCAACAGTATGTCAGTTCCCATGTCTCAAGGGGTAGGGATGA
ACTACAGTCCCAAGACAGGAAAGAGGAGGTGGACGGGGCACTCAGTTGTCATACAGTCAAGGGTACAGAGTTCCCCATCCCTACT
CAGCGGAAACAATTGGGACCTGACAGTAAACGGTGAGTGTAAGTGATAGCAACGATGTTACCCTAAATCTAGAGGCGGGCAGGTC
GTCGCCTTTGTTAACCCTGGACTGTCATTTGCCACTCACATTCACTATCGTTGCTACAATGGGATTTAGATCTCCGCCCGTCCAG
CTTGGCAATCACTATTGCCAAAGAAGGTGAAGGCTATCCTCCAATTAGGCCCCGTACACCACCACCCTGGCACAAGGATTGAGAG
GAACCGTTAGTGATAACGGTTTCTTCCACTTCCGATAGGAGGTTAATCCGGGGCATGTGGTGGTGGGACCGTGTTCCTAACTCTC
TGACTCAGGACCTTAGTACTCAAGGTCCTGTGTCCCAACCCTCACCTTGAGAAGCAGGCAGGGCAGCACAAAAGGAAGGTACACG
ACTGAGTCCTGGAATCATGAGTTCCAGGACACAGGGTTGGGAGTGGAACTCTTCGTCCGTCCCGTCGTGTTTTCCTTCCATGTGC
CCAGGATTGTCATGGGAGTGGGGGCTGGGGGAGGGCATAGGTTCCCTCAAGGATAGAGCTCCCCATCTGGCACAAGAGGGTTCTG
GGTCCTAACAGTACCCTCACCCCCGACCCCCTCCCGTATCCAAGGGAGTTCCTATCTCGAGGGGTAGACCGTGTTCTCCCAAGAC
CCAGATGGCAGAACCTCTTCCTTGGCAGGATGAAGGCCATCGTTAAGTGGTCTGGTGTGTGTGTCTGGGGTAGCGATGGGGTCTT
GGTCTACCGTCTTGGAGAAGGAACCGTCCTACTTCCGGTAGCAATTCACCAGACCACACACACAGACCCCATCGCTACCCCAGAA
ATGGAGAGATTTGGGGGGGACATGGGAGGCGTTGACACGGATGGTGGAAAAACTCAGGCACAAGAGGTCAGTACCCGGAGTCGAT
TACCTCTCTAAACCCCCCCTGTACCCTCCGCAACTGTGCCTACCACCTTTTTGAGTCCGTGTTCTCCAGTCATGGGCCTCAGCTA
TTCTGGGCCGAGCTACCGGCGACTGCCGGAAAGGGGGCCTGGTGCGCCGTCCGGCGGCCCGGCCCAGTCGGGTCAGAAGAGTTCG
AAGACCCGGCTCGATGGCCGCTGACGGCCTTTCCCCCGGACCACGCGGCAGGCCGCCGGGCCGGGTCAGCCCAGTCTTCTCAAGC
GGGGGTGCTGAGGCCGATCGGAGAACGAGCGGCGGGAGCCCTTGGGCGGAGGATGGGCTGCAGGCGGGAGGGGTCGCGGGCTGGT
CCCCCACGACTCCGGCTAGCCTCTTGCTCGCCGCCCTCGGGAACCCGCCTCCTACCCGACGTCCGCCCTCCCCAGCGCCCGACCA
TTCTGCTGGGGGTCCTTGGGAGGTCGGGGGCGCGGTCCTGGGGAGCCGGGGCCGGTCCTGTACTCACAATGCCGGGAAGGTCGGC
AAGACGACCCCCAGGAACCCTCCAGCCCCCGCGCCAGGACCCCTCGGCCCCGGCCAGGACATGAGTGTTACGGCCCTTCCAGCCG
GTATTTAGGGTCCGCCATGGCGGCGGCGAGACGGGCTGGGGGACCCGGGCCTCGGTGGAGCCGGGGCCGGTGTTCGGGTAGGGGA

CATAAATCCCAGGCGGTACCGCCGCCGCTCTGCCCGACCCCCTGGGCCCGGAGCCACCTCGGCCCCGGCCACAAGCCCATCCCCT

I————E————————————————————.

85

170

255

340

425

510

595

680

765

850

1020

1105



GAGGCTGGGTTCGGGTCCCGGGCTAAGGCGGCGGCAAAGGGAGCGGCAGATGAGCAGGAAGTCTCGCGACAGCAGTAGCACAGCA
CTCCGACCCAAGCCCAGGGCCCGATTCCGCCGCCGTTTCCCTCGCCGTCTACTCGTCCTTCAGAGCGCTGTCGTCATCGTGTCGT
GAAGGGTAAAGCAAAAGTCGCGAGAACAGCCCTGCTGCCACACCCCTGGAGAGGCCGGGATTGGGGAGAACGAGGCCAGGGAATG
CTTCCCATTTCGTTTTCAGCGCTCTTGTCGGGACGACGGTGTGGGGACCTCTCCGGCCCTAACCCCTCTTGCTCCGGTCCCTTAC
AGGTAATGGCCAGGGGACGCCGCCTAGGATTGTGGGATGTGTAGTTTTGGTGTACTGGAGCTTGGGCGGGGAGCGACAATAACGA
TCCATTACCGGTCCCCTGCGGCGGATCCTAACACCCTACACATCAAAACCACATGACCTCGAACCCGCCCCTCGCTGTTATTGCT
ACCTTGGGGAGCTATTTCATACAGCCTTTTCTCTCACTTTTACAGCAAGTCAGTGAAAGAACATTTATAATTCCTGTTTGGGGCT
TGGAACCCCTCGATAAAGTATGTCGGAAAAGAGAGTGAAAATGTCGTTCAGTCACTTTCTTGTAAATATTAAGGACAAACCCCGA
CCCAGGAATAAAATGACTAGATTAAATGATACAGGTAGTCATACTGTGACACAGCCGGGGTTTCAAAAACAAGAAGTTTGCTTGA
GGGTCCTTATTTTACTGATCTAATTTACTATGTCCATCAGTATGACACTGTGTCGGCCCCAAAGTTTTTGTTCTTCAAACGAACT
TACTGTGTATTATAAAAACAAAATAAAAACAAGAAGTAAAATTTAGTAAACGCGTAGTGTATGTTAGGAATGAAAAAGTTAGGCA
ATGACACATAATATTTTTGTTTTATTTTTGTTCTTCATTTTAAATCATTTGCGCATCACATACAATCCTTACTTTTTCAATCCGT
ATCTTCTCAAGTAAGGGCTTTCAGATAATTTGAATTTCAGATAATAAGTAGGTGTGTGTGTGTGGTGTGTGGTGTGTGGGTATAC
TAGAAGAGTTCATTCCCGAAAGTCTATTAAACTTAAAGTCTATTATTCATCCACACACACACACCACACACCACACACCCATATG
TAACCCCCCAAAAATTAAGTATCTGAAATTCACATTTAACTGGGCATCCTGTTTTTGTTTTTTGTTTTTCAAATCTGGCAATTCT
ATTGGGGGGTTTTTAATTCATAGACTTTAAGTGTAAATTGACCCGTAGGACAAAAACAAAAAACAAAAAGTTTAGACCGTTAAGA
ATCTGAAGTTCATAAGTAGGTAAGTGGTGTCTCCATGTCTGTCTGAACACTCTCTGGGCTCTTAACTACTTCGTTAATAGTTCTC
TAGACTTCAAGTATTCATCCATTCACCACAGAGGTACAGACAGACTTGTGAGAGACCCGAGAATTGATGAAGCAATTATCAAGAG
AGACTTTTATTTATTTTTCAATTTTTTCAATTTTGTGGGTACACAGTAGGTGTATGTATTTATGGGACACATGAGATATTTTGAT
TCTGAAAATAAATAAAAAGTTAAAAAAGTTAAAACACCCATGTGTCATCCACATACATAAATACCCTGTGTACTCTATAAAACTA
ACAGGCATGCAATGTGAAATAAGCACATCATGGAGAAGAGGGTATCCATCCTCTCAAGCATTTATCCTTTAAGTTACAAATAATC
TGTCCGTACGTTACACTTTATTCGTGTAGTACCTCTTCTCCCATAGGTAGGAGAGTTCGTAAATAGGAAATTCAATGTTTATTAG
CAATTACTCTTTAAGTTATTTTAAAATGTACAGTTGAGTTATTCTTGACTATAGTCACCCTATTGTGCCATCAAATAGTAGGTCT
GTTAATGAGAAATTCAATAAAATTTTACATGTCAACTCAATAAGAACTGATATCAGTGGGATAACACGGTAGTTTATCATCCAGA
TATTATACTTTCTAATTTTTTGTACCTATTCACCAACCTTACCTTCCGTTCTCAGACTTTTAAATTTCATCGTTCAATAAAATTA

ATAATATGAAAGATTAAAAAACATGGATAAGTGGTTGGAATGGAAGGCAAGAGTCTGAAAATTTAAAGTAGCAAGTTATTTTAAT

I————E————————————————————.

1190

1275

1360

1445

1530

1615

1700

1785

1870
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2040

2125
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AAACAACTACAAACCTTGAAGATTTGCCTTTTTATTTTATCAAGTAAGTATATTACAAATAGAAAACCTATTATTTACTGTCACC
TTTGTTGATGTTTGGAACTTCTAAACGGAAAAATAAAATAGTTCATTCATATAATGTTTATCTTTTGGATAATAAATGACAGTGG
ATCATTACTTGGTAGAAAAGCAAGAAGGACACACTCAGAATAAAAGATAGTCCTTTGAAACTTATCAAATCCATCTTTATATTAA
TAGTAATGAACCATCTTTTCGTTCTTCCTGTGTGAGTCTTATTTTCTATCAGGAAACTTTGAATAGTTTAGGTAGAAATATAATT
AAAAAAACTCACCATTGTTCTTTTGGAGGTGAGGGCATACTCAGTGAACTTTTGTCTCTGACCAGTGACCCTCCATGGACTGGCA
TTTTTTTGAGTGGTAACAAGAAAACCTCCACTCCCGTATGAGTCACTTGAAAACAGAGACTGGTCACTGGGAGGTACCTGACCGT
TTTTGAAACCCCTTTACTAAAGATGCCACCTTGGAGCCCCTGGGGACCCAAGGATGGGATGTTTCCCAGGATGTTTCCTGAGCTT
AAAACTTTGGGGAAATGATTTCTACGGTGGAACCTCGGGGACCCCTGGGTTCCTACCCTACAAAGGGTCCTACAAAGGACTCGAA
GCAGGATGCTGCAACACTTAGAAATTGTGCCAAACCAAGTGACTAGAGAGTTCCTGAGTTCGGAACTCGTTGTCTTTCTTTCTCC
CGTCCTACGACGTTGTGAATCTTTAACACGGTTTGGTTCACTGATCTCTCAAGGACTCAAGCCTTGAGCAACAGAAAGAAAGAGG
TGGCTCCTCCCCAAGCCTCTATCCCTTTCTCCATAGTCCTACAGCTTTCCTGTCCCATTCCTTATGTTGGACTCTTTTCTTTCAG
ACCGAGGAGGGGTTCGGAGATAGGGAAAGAGGTATCAGGATGTCGAAAGGACAGGGTAAGGAATACAACCTGAGAAAAGAAAGTC
TTCCCTTAAGATTCAAGGTAGGTTAGAGGTGTAGCCCCAATGTGGGAAACCCCCTGAGTTCTGAATAGTTAGGTCTTGTCTGGCC
AAGGGAATTCTAAGTTCCATCCAATCTCCACATCGGGGTTACACCCTTTGGGGGACTCAAGACTTATCAATCCAGAACAGACCGG
AGGCTATCAGCCTCTTACTTTTGTCCCATAGTGTCTTAAGTGACCTTAACCACTCACCAGACAGTTGCTGAGCAGAACTTTCCTT
TCCGATAGTCGGAGAATGAAAACAGGGTATCACAGAATTCACTGGAATTGGTGAGTGGTCTGTCAACGACTCGTCTTGAAAGGAA
TCCTCCTCCTTCTCCCATCCACCCTGCCCTTCCTCTTTGCCTAGAACCTCAACTCCTGCAGTCCAACTCTCTGTTGGCCAGCAGA
AGGAGGAGGAAGAGGGTAGGTGGGACGGGAAGGAGAAACGGATCTTGGAGTTGAGGACGTCAGGTTGAGAGACAACCGGTCGTCT
GGCCTGTGACATGGAGAAAAATCAATTTGGCCAGCTTCTTGGTGGTTCTTTCCAGGGGCTGCAGCAGGAGTCTGACCCAAAGGAA
CCGGACACTGTACCTCTTTTTAGTTAAACCGGTCGAAGAACCACCAAGAAAGGTCCCCGACGTCGTCCTCAGACTGGGTTTCCTT
GGAAGGACAAGGAATCTCTGGGCTTGGCATTTCTTTCGTTTTTCTTCCCCCACACCTTTTTTTTTTTGGCCAGGGAAGGGGGCTG
CCTTCCTGTTCCTTAGAGACCCGAACCGTAAAGAAAGCAAAAAGAAGGGGGTGTGGAAAAAAAAAAACCGGTCCCTTCCCCCGAC
AAGTATTGGGACTCTATCCTCCAATGGTTACTGAGACAGAAAACACACACTCCCGTAGGTATCTGAATTTGCCTGAAACCCAAAT
TTCATAACCCTGAGATAGGAGGTTACCAATGACTCTGTCTTTTGTGTGTGAGGGCATCCATAGACTTAAACGGACTTTGGGTTTA
GCCGGCTTTGCCTCAGACTTCAAAGTCTCTCTGGCCTTACCCATCCCCATCATTGCCCCTCCTTCACTGCTTTCTGACTCCCTTT

CGGCCGAAACGGAGTCTGAAGTTTCAGAGAGACCGGAATGGGTAGGGGTAGTAACGGGGAGGAAGTGACGAAAGACTGAGGGAAA

I————E————————————————————.

2295

2380

2465

2550

2635

2720
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2890

2975

3060

3145

3230

3315



CTCTTGCAAAGATGTTTCCCACCCATCTTCCTCCCATCCTCAGCCTAGGACACAAAAATAAGTATTGTATCTGCTTTTGAATTCC
GAGAACGTTTCTACAAAGGGTGGGTAGAAGGAGGGTAGGAGTCGGATCCTGTGTTTTTATTCATAACATAGACGAAAACTTAAGG
CATAACCCAGAATGGGAGTTTATCTTCCCTGAAACTGGGGACCTGGTGTGTACGTTGGGGAGACAGTATAGTGCACCTTTGGATG
GTATTGGGTCTTACCCTCAAATAGAAGGGACTTTGACCCCTGGACCACACATGCAACCCCTCTGTCATATCACGTGGAAACCTAC
TGGAAGGGGAAGGGAGTAGCCAGAACCTCCCACGACACCCAACTTCATAGGAGTACAGGCAGGGGTCCCCCCAGAAAGCTGAGTG
ACCTTCCCCTTCCCTCATCGGTCTTGGAGGGTGCTGTGGGTTGAAGTATCCTCATGTCCGTCCCCAGGGGGGTCTTTCGACTCAC
GGTTGGGAGTCCAGCTTCCGTGCATGTGGGGCATGGGATGGGCGTAGGGGGAGAATGAGAAGTGTGATCCCAGTTTGGAGAGAGG
CCAACCCTCAGGTCGAAGGCACGTACACCCCGTACCCTACCCGCATCCCCCTCTTACTCTTCACACTAGGGTCAAACCTCTCTCC
ACTGTGACGGGTTGGGGGATGCCCTGGAATAAAGGGAGAGGGAGATCTGTTGACCCTTTTCGCTACACAGGCGACAGGCCCACCT
TGACACTGCCCAACCCCCTACGGGACCTTATTTCCCTCTCCCTCTAGACAACTGGGAAAAGCGATGTGTCCGCTGTCCGGGTGGA
CAGTCCCCTTATCCCTTCCAGGGGGTGGAGTCTGAGGGAGGGACAAACAGGTCGGGGGTATAGGGGTGGGATGCAGTGAGTTGGG
GTCAGGGGAATAGGGAAGGTCCCCCACCTCAGACTCCCTCCCTGTTTGTCCAGCCCCCATATCCCCACCCTACGTCACTCAACCC
TGGGGAAGGGTCGAGGGCAAGGTTATCTCCGAACGTTAGGGGTGGGGGAGGGAGGAGAGGAGCGGTGAGGTTCCACCCTTCGGGG
ACCCCTTCCCAGCTCCCGTTCCAATAGAGGCTTGCAATCCCCACCCCCTCCCTCCTCTCCTCGCCACTCCAAGGTGGGAAGCCCC
GTCGACGTCGAGCCAGCGTCCCCAGTGGAGGGAGCCCCGCCCCCGCTCCTCCATCGCGGCCCCGCCCAGGCCCGCAGLCGLCGGLCGC
CAGCTGCAGCTCGGTCGCAGGGGTCACCTCCCTCGGGGCGGGGGCGAGGAGGTAGCGCCGGGGCGGGTCCGGGCGTCGCGCCGCG
TGCAGCGCGAGGGGCGGAGAGGCAGAGAGCCCGAAAGGACCAGACGCCCAGGTCGCCCGCATCCCGCTGCCGCAGGAGAGAGACA

ACGTCGCGCTCCCCGCCTCTCCGTCTCTCGGGCTTTCCTGGTCTGCGGGTCCAGCGGGCGTAGGGCGACGGCGTCCTCTCTCTGT

I————E————————————————————.

| KIF5A-202 >

GCGCGCCCCGGCCCTGCTCCCCAGGCTTCGCCCGGGCGCCCTCAACTCTGTCCCCAGAGACTGAGCACCTGTCCTCCGCCTCGGC

CGCGCGGGGCCGGGACGAGGGGTCCGAAGCGGGCCCGCGGGAGTTGAGACAGGGGTCTCTGACTCGTGGACAGGAGGCGGAGCCG

I

KIF5A-202 :>

CTCTGCTGAGAGCCCTCTCCTCTGGAGCACACACCACCCCTGCAGCCCAAGAAGAGTCCCAGCCCCACGCCGGCTACCACCATGG

GAGACGACTCTCGGGAGAGGAGACCTCGTGTGTGGTGGGGACGTCGGGTTCTTCTCAGGGTCGGGGTGCGGCCGATGGTGGTACC

I

KIF5A-202 :>

1

M
Em >

KIF5A-202
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3655
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4080
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4250



CGGAGACCAACAACGAATGTAGCATCAAGGTGCTCTGCCGATTCCGGCCCCTGAACCAGGCTGAGATTCTGCGGGGAGACAAGTT

GCCTCTGGTTGTTGCTTACATCGTAGTTCCACGAGACGGCTAAGGCCGGGGACTTGGTCCGACTCTAAGACGCCCCTCTGTTCAA

I————E————————————————————.
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KIF5A-202

CATCCCCATTTTCCAAGGGGACGACAGCGTCGTTATTGGGGTGAGTGTCGCCCAGGAGGGAATTCGGGGAGGGGGCAGGTGGCTG

GTAGGGGTAAAAGGTTCCCCTGCTGTCGCAGCAATAACCCCACTCACAGCGGGTCCTCCCTTAAGCCCCTCCCCCGTCCACCGAC

INSSSSS————S—S—S———-—————————————————
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AATCTCCCCGCCCCCCGCAGAGCCTTAGTCTCTGCTGGTCCCTTTGCTCCCCCTCCCCGCCGCTCATCCTTCATCCTCTTCCCCG

TTAGAGGGGCGGGGGGCGTCTCGGAATCAGAGACGACCAGGGAAACGAGGGGGAGGGGCGGCGAGTAGGAAGTAGGAGAAGGGGC

I

KIF5A-202 :>

KIF5A-202

CAGCCCCTCCTCTCCCCTGCATCAGGATGGCTGGGTGTGGCCTGGCCAGGCCAGCGGCCGAGTCTCTGCAGAGTGGCAGGGGGCT

GTCGGGGAGGAGAGGGGACGTAGTCCTACCGACCCACACCGGACCGGTCCGGTCGCCGGCTCAGAGACGTCTCACCGTCCCCCGA

I

KIF5A-202 :>

KIF5A-202

GCTTTCCTACCTTCGGGAGATCCAACTCCCCTTTGCTGCTGTCTGCAGCGTCTCCACCCGTTAGAACCAGTCCCATGTTTTTCTG

CGAAAGGATGGAAGCCCTCTAGGTTGAGGGGAAACGACGACAGACGTCGCAGAGGTGGGCAATCTTGGTCAGGGTACAAAAAGAC

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

ATGTTTTCCCCTTCTCCACCACCCGCTCCCCAAGAGAAAGCGCATCTTCCCTTTGTTATTGGCTCAGATCTCTACCCCCACCTCC

TACAAAAGGGGAAGAGGTGGTGGGCGAGGGGTTCTCTTTCGCGTAGAAGGGAAACAATAACCGAGTCTAGAGATGGGGGTGGAGG

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

CGGAAGGTAAGGCGGAAGACTTTTGGGTGGATTAGATGGGAGGTGAGCAGTCCAGGGTCTCTGCAGAGTGTGGATGGAAGTGGGC

GCCTTCCATTCCGCCTTCTGAAAACCCACCTAATCTACCCTCCACTCGTCAGGTCCCAGAGACGTCTCACACCTACCTTCACCCG

I

KIF5A-202 :>

KIF5A-202

4335

4420

4505

4590

4675

4760

4845



TCTAAGACCAAACCTTCCATCATTCCCTAAAGTAGTTATAGCCTGGATTTTTGTGTGTGTGTTGTGGGGAGTAGGTCTGATGCAG

AGATTCTGGTTTGGAAGGTAGTAAGGGATTTCATCAATATCGGACCTAAAAACACACACACAACACCCCTCATCCAGACTACGTC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GGTTTACTGGGAAAGAAATCATTGATGCCACACCCAATCTTGGGGGGAGCCTCTGGAATCCTAAGGTCAGGTCTGCCTTTTGGTC

CCAAATGACCCTTTCTTTAGTAACTACGGTGTGGGTTAGAACCCCCCTCGGAGACCTTAGGATTCCAGTCCAGACGGAAAACCAG

I

KIF5A-202 >

KIF5A-202

CCAGGTACAGTAGGAAGAGGGTTTCAGATTCCCCAACTGACCCCCCTAAAGAAAAATGCCCAAACCCTGAGATCCTAGTCAGTAC

GGTCCATGTCATCCTTCTCCCAAAGTCTAAGGGGTTGACTGGGGGGATTTCTTTTTACGGGTTTGGGACTCTAGGATCAGTCATG

I

KIF5A-202 >

KIF5A-202

CTGCTTATTCATCCTTTCTCTTGAGGATCCAATAGAAAGTAGCCATCCAGCTCTACCTCATCATGACAGCCCTACCCAAGGAGGA

GACGAATAAGTAGGAAAGAGAACTCCTAGGTTATCTTTCATCGGTAGGTCGAGATGGAGTAGTACTGTCGGGATGGGTTCCTCCT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TATCTTAAGGGAACTAATATTAACAGTGGGCCTGTTACTCTACGTATATTATTTAACCCCCAAAACAACATTCAGAAGTAGTATC

ATAGAATTCCCTTGATTATAATTGTCACCCGGACAATGAGATGCATATAATAAATTGGGGGTTTTGTTGTAAGTCTTCATCATAG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AATATTTCCATTTTACAGATGCAGAAATTGAGGCCCAAAGAACTTGAATAACTTTCTCAAGGTCATGCTATTCATCCATGGATCT

TTATAAAGGTAAAATGTCTACGTCTTTAACTCCGGGTTTCTTGAACTTATTGAAAGAGTTCCAGTACGATAAGTAGGTACCTAGA

I

KIF5A-202 >

KIF5A-202

GAACCTAAATCTGTGACTGCAAACCTCCCATCTCTTCTATCACATTGCCTACCCAGGTTTCTGTTCTGCACCTTTATCTGTAATG

CTTGGATTTAGACACTGACGTTTGGAGGGTAGAGAAGATAGTGTAACGGATGGGTCCAAAGACAAGACGTGGAAATAGACATTAC

I

KIF5A-202 >

KIF5A-202

4930

5015
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5270

5355

5440



GCCCAAAGGGAAATTCTAGGCCTTGCCCACTCCCCCTGAGGTTGGTAGGGACCTCAGGCTGTGTGTGGGGAGAAAAGATCTGGGG

CGGGTTTCCCTTTAAGATCCGGAACGGGTGAGGGGGACTCCAACCATCCCTGGAGTCCGACACACACCCCTCTTTTCTAGACCCC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCGAGTCCTGTAGGGCTTGAGGGGTGCTGGGCCAGGAAACAAAAACTAGCTTGAGGAGGGAGGGGCATGTACGAGGGCAGTCAAG

AGCTCAGGACATCCCGAACTCCCCACGACCCGGTCCTTTGTTTTTGATCGAACTCCTCCCTCCCCGTACATGCTCCCGTCAGTTC

I

KIF5A-202 >

KIF5A-202

GTCAGAGGTGCTTCTTATGTATCTTTATCCACAGTGCTTGGCACAGAGCACCTGGACACAGGCTTGTTAAAGGAATGAAGGAAAG

CAGTCTCCACGAAGAATACATAGAAATAGGTGTCACGAACCGTGTCTCGTGGACCTGTGTCCGAACAATTTCCTTACTTCCTTTC

I

KIF5A-202 >

KIF5A-202

AAGGGGAGGAAGCCTGGGCCTTCTGAGTCAGTGAGAATGGGACTTTGAATAAACATGCTTCGGGGGAGACCTGCTTACCAGTCCC

TTCCCCTCCTTCGGACCCGGAAGACTCAGTCACTCTTACCCTGAAACTTATTTGTACGAAGCCCCCTCTGGACGAATGGTCAGGG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CAAGGGCCCCAGTCTGTCACCACCTTGCACCCTTACCCACACTGTTAACTCAAATGGATGCTTTTGGTCTCTCTCTCTCTCTCTC

GTTCCCGGGGTCAGACAGTGGTGGAACGTGGGAATGGGTGTGACAATTGAGTTTACCTACGAAAACCAGAGAGAGAGAGAGAGAG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCTCTCTCTCTCTCTCTGTGTATGTATTTGCCACATGGAGAGGGCCTCTGTTTCTTTTTGCTTCAGGGACCTCGCTGGCCCTGCA

AGAGAGAGAGAGAGAGACACATACATAAACGGTGTACCTCTCCCGGAGACAAAGAAAAACGAAGTCCCTGGAGCGACCGGGACGT

I

KIF5A-202 >

KIF5A-202

GTCTGTTCAGTCTGGCTGGGCTAAAAACAAAACAAAACAAAACAAAACAACCACAAAACAACTCCTGGATCAACTCTGGAGGACC

CAGACAAGTCAGACCGACCCGATTTTTGTTTTGTTTTGTTTTGTTTTGTTGGTGTTTTGTTGAGGACCTAGTTGAGACCTCCTGG

I

KIF5A-202 >

KIF5A-202

5525

5610

5695

5780

5865

5950

6035



CCTCTCAGAGTGTCCTGGATAGCCAGCATTAGTTGTGAGAGTTGGAGCTTCAGATCCCCCTGAGACATAAAGGCTGAGAAACAGG

GGAGAGTCTCACAGGACCTATCGGTCGTAATCAACACTCTCAACCTCGAAGTCTAGGGGGACTCTGTATTTCCGACTCTTTGTCC

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

AGGAGGGTGATGATGGGGGCAAAACTTTTAGGCCCAATTTCCTTGCTCTGGGAGGTTTTTCCAGTAAGACTGAACCAACTCCTTT

TCCTCCCACTACTACCCCCGTTTTGAAAATCCGGGTTAAAGGAACGAGACCCTCCAAAAAGGTCATTCTGACTTGGTTGAGGAAA

I

KIF5A-202 :>

KIF5A-202

AGGCTCTCTGGGCCATCCTAGTATAGTGGGATGGGGCAGGGGGTGATGTTGGTAAGAGGGGTGTGGTGTCGATCTGTTGTTAGCC

TCCGAGAGACCCGGTAGGATCATATCACCCTACCCCGTCCCCCACTACAACCATTCTCCCCACACCACAGCTAGACAACAATCGG

I

KIF5A-202 :>

KIF5A-202

CAGCTAAACAGGAGAGACACACAGTGGGAGGTGGGCAAGGAGGAAAGATGAATAGAAGCCCCAGGCCCCCTGCCAATTCAGATTC

GTCGATTTGTCCTCTCTGTGTGTCACCCTCCACCCGTTCCTCCTTTCTACTTATCTTCGGGGTCCGGGGGACGGTTAAGTCTAAG

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

CATCTCAGCTCCACAGCTGGATCTTCCTTGTCTGTTTTGCCTGATATCTGTAGGGCTGTACCTTTGTCTTGCTCGTATCTTCCCT

GTAGAGTCGAGGTGTCGACCTAGAAGGAACAGACAAAACGGACTATAGACATCCCGACATGGAAACAGAACGAGCATAGAAGGGA

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

CACCCTAGCCCTCCCTGTCAATCTCTCACTTGAAGATAAATGCTTACGGGGGGGCCATTTTGTCTTAGGCAACATCCTTGGAGTT

GTGGGATCGGGAGGGACAGTTAGAGAGTGAACTTCTATTTACGAATGCCCCCCCGGTAAAACAGAATCCGTTGTAGGAACCTCAA

I

KIF5A-202 :>

KIF5A-202

TGCTTTTTCAGACTTAATATTCATTCATCATTTAGGGAATGAGGGCTACAGGAGACATGATTTTTAGGAGACCCTTGAGGGTCCC

ACGAAAAAGTCTGAATTATAAGTAAGTAGTAAATCCCTTACTCCCGATGTCCTCTGTACTAAAAATCCTCTGGGAACTCCCAGGG

I

KIF5A-202 :>

KIF5A-202

6120

6205
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6375

6460
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AACAAGGGAAGGAAATTCCTACTCCTTTTTCTCTTTTCCCCTCTAGCTCTTTTTGGAGCCCACCAGGTCGGGAGCTGGCTTAGGA

TTGTTCCCTTCCTTTAAGGATGAGGAAAAAGAGAAAAGGGGAGATCGAGAAAAACCTCGGGTGGTCCAGCCCTCGACCGAATCCT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATTAATGGGGGAGGCTGCTTCAGGATGTCTAGGAAGGTGCGGGAAGAGTGAAGGTGGGAGAGATAATCTTTCCCAATGCAGCCCC

TAATTACCCCCTCCGACGAAGTCCTACAGATCCTTCCACGCCCTTCTCACTTCCACCCTCTCTATTAGAAAGGGTTACGTCGGGG

I

KIF5A-202 >

KIF5A-202

TACTCCTTCCTGTGACTGCTCTCCCCTTCGCCTCTGCAGCACTGCGGCCAGCGCTGAGCTTCAGAGTCCCTTCTGTTCGTGGGCT

ATGAGGAAGGACACTGACGAGAGGGGAAGCGGAGACGTCGTGACGCCGGTCGCGACTCGAAGTCTCAGGGAAGACAAGCACCCGA

I

KIF5A-202 >

KIF5A-202

TTGTTCTGCTTGTTAGAGGGTAGGAGAATAAGCTGGAGAGACAGCTCTGTGTGCCTTTTTTCTCCCCTACTCCTCTGACTTCTTC

AACAAGACGAACAATCTCCCATCCTCTTATTCGACCTCTCTGTCGAGACACACGGAAAAAAGAGGGGATGAGGAGACTGAAGAAG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CAGGAACCTGGGGGATGGGGCTTAGCCAAAGTTAATGGCCTGAGTCATAGCAGAAGGGTGTCTGGGTCACCGTCTGTGTGTGGTG

GTCCTTGGACCCCCTACCCCGAATCGGTTTCAATTACCGGACTCAGTATCGTCTTCCCACAGACCCAGTGGCAGACACACACCAC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCCATCTTGTTTTGCTTTTGCACACTCAGAATCCAGTGTGACTTTTTCGCCAGACCCATTTAAGTGTCTGTCTTCCTCTGCCTTG

GGGTAGAACAAAACGAAAACGTGTGAGTCTTAGGTCACACTGAAAAAGCGGTCTGGGTAAATTCACAGACAGAAGGAGACGGAAC

I

KIF5A-202 >

KIF5A-202

GTCTTTCTCAGCAGTGTCCCAGTGCCTGCTGTCTGGACTGCTGCATCTGTACCAGATGTGGGAGGGATGACAGTGAAGAAACACA

CAGAAAGAGTCGTCACAGGGTCACGGACGACAGACCTGACGACGTAGACATGGTCTACACCCTCCCTACTGTCACTTCTTTGTGT

I

KIF5A-202 >

KIF5A-202

6715

6800

6885

6970

7055

7140

7225



TACATACACACACACACTCTTTCTCTTTCCCCTTCATTCAAGTGTACACAGCTACCTCCCTCAGGTCTCCCAATGGTTAAGTGGG

ATGTATGTGTGTGTGTGAGAAAGAGAAAGGGGAAGTAAGTTCACATGTGTCGATGGAGGGAGTCCAGAGGGTTACCAATTCACCC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTCTTAATGCAAGAAACTAGGACCATTGTGTACCTCACTTGGCAAAGCTAGGTTGGGACCTGCAGGGTTATTGGAGCAGAATCAG

AAGAATTACGTTCTTTGATCCTGGTAACACATGGAGTGAACCGTTTCGATCCAACCCTGGACGTCCCAATAACCTCGTCTTAGTC

I

KIF5A-202 >

KIF5A-202

TATTGTTTGGGGTGGCCTGGGATTTGATATCTGAAGTGGGGAGCAGGGCTGTCCTTTGCTTTGGGGGAGTCTCATAAAGAAAAAT

ATAACAAACCCCACCGGACCCTAAACTATAGACTTCACCCCTCGTCCCGACAGGAAACGAAACCCCCTCAGAGTATTTCTTTTTA

I

KIF5A-202 >

KIF5A-202

GGAGACGAGAAGTAACGTTCATTGTGGCCAGTGTCTCTCCAGCATTACCATGGCAACAATCCCCACGGGTGTCACTATGGAAATC

CCTCTGCTCTTCATTGCAAGTAACACCGGTCACAGAGAGGTCGTAATGGTACCGTTGTTAGGGGTGCCCACAGTGATACCTTTAG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

AGGCCTGGCACTTGAAGTTCAGCTTATACCAAGTGCTTTACTGAGGGTTGAACAGGTTGGTCATCTTTGGACCCCTGATCTTAAA

TCCGGACCGTGAACTTCAAGTCGAATATGGTTCACGAAATGACTCCCAACTTGTCCAACCAGTAGAAACCTGGGGACTAGAATTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCCCCAGCCCCAATTAGCTTCAGTCAGCACACATGATAGAAAAGTACAGAAAGGTGCTGGGATACACAAATGGAAGAGGAGACAC

GGGGGTCGGGGTTAATCGAAGTCAGTCGTGTGTACTATCTTTTCATGTCTTTCCACGACCCTATGTGTTTACCTTCTCCTCTGTG

I

KIF5A-202 >

KIF5A-202

CAGGGAGGCTCGGAGTGTGATTAAATTAAAAGAGAACAAAGAACCCTGGACTGTGGGACTCTGAAGAGAGGCCCTTCAGAGAAGG

GTCCCTCCGAGCCTCACACTAATTTAATTTTCTCTTGTTTCTTGGGACCTGACACCCTGAGACTTCTCTCCGGGAAGTCTCTTCC

I

KIF5A-202 >

KIF5A-202

7310

7395

7480

7565

7650

7735

7820



CTATAAGGAGCACTTAGACTGCTGGGGGTGGGAGAGAGATTGGATTTCGGCGACATTTCTAAGAGGAGGAGGGACTCTGTGACTA

GATATTCCTCGTGAATCTGACGACCCCCACCCTCTCTCTAACCTAAAGCCGCTGTAAAGATTCTCCTCCTCCCTGAGACACTGAT

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

TTTCTCATTAACAACTCACAGAGTCTTCGATTACCTGGAGGTAGAGAGGGTGGGTGGCAGAATTACATACTTCTGAAAATGGGAT

AAAGAGTAATTGTTGAGTGTCTCAGAAGCTAATGGACCTCCATCTCTCCCACCCACCGTCTTAATGTATGAAGACTTTTACCCTA

I

KIF5A-202 :>

KIF5A-202

TGAGGTTGGAAAAAGGGAGTGATGAAAGGCTTTAGTTCTGTCTGGAAATACTTGGAAAAATGCCCAAATGTGAGGAGGGGGGATA

ACTCCAACCTTTTTCCCTCACTACTTTCCGAAATCAAGACAGACCTTTATGAACCTTTTTACGGGTTTACACTCCTCCCCCCTAT

I

KIF5A-202 :>

KIF5A-202

TGGAGTAGGGGAAGAAAAAGCCTTGATAAGGCTCTGACACAGTGTTGGCATTTCAGTTCTTGGATCACTTTGCAGTGTGGGTCTG

ACCTCATCCCCTTCTTTTTCGGAACTATTCCGAGACTGTGTCACAACCGTAAAGTCAAGAACCTAGTGAAACGTCACACCCAGAC

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

GAATCAGATTGCTTGAATTTGAAACTGTGCTCTACCATTTCTCAGCCATGTGACTGTGGGGAAGCTACCTGACCTCTTTGAGCCT

CTTAGTCTAACGAACTTAAACTTTGACACGAGATGGTAAAGAGTCGGTACACTGACACCCCTTCGATGGACTGGAGAAACTCGGA

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GTTTCGTCATCTATAAAGTGGTAATAATAATAGTATCTATGTCCTAGGATTACTGTGAACATTAAATGAGATAATGCATATAAAC

CAAAGCAGTAGATATTTCACCATTATTATTATCATAGATACAGGATCCTAATGACACTTGTAATTTACTCTATTACGTATATTTG

I

KIF5A-202 :>

KIF5A-202

TGCTTTGTAACATGGCAGGCACACAGTAAACCCTCAATAAGAGTTAGATATTATCACTATTTTATATGCTATCTCCCCACAAGCT

ACGAAACATTGTACCGTCCGTGTGTCATTTGGGAGTTATTCTCAATCTATAATAGTGATAAAATATACGATAGAGGGGTGTTCGA

I

KIF5A-202 :>

KIF5A-202

7905

7990

8075

8160

8245

8330

8415



AGCTTTGACAAAATTGGGAAGTGGGTAACACTTTTCCTTTTTACTAATTGTTTCATGCAAACCTCCAGATCCCAAGTATCTTCTT

TCGAAACTGTTTTAACCCTTCACCCATTGTGAAAAGGAAAAATGATTAACAAAGTACGTTTGGAGGTCTAGGGTTCATAGAAGAA

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GCTCCCTTCCTTGTCAATATCTATGTTTAGTCAACAAATATTTATGAAGAGCATCTGTCATAGTCCTCTATATGTTGCTATAAAG

CGAGGGAAGGAACAGTTATAGATACAAATCAGTTGTTTATAAATACTTCTCGTAGACAGTATCAGGAGATATACAACGATATTTC

I

KIF5A-202 :>

KIF5A-202

GAATACCCCAGGCTGGGTAATTTATAAAGAAAAGAGATATATTTGGCTAACAGTTCTGCAGGCTGTACAAGAAGCATGGCACCAG

CTTATGGGGTCCGACCCATTAAATATTTCTTTTCTCTATATAAACCGATTGTCAAGACGTCCGACATGTTCTTCGTACCGTGGTC

I

KIF5A-202 :>

KIF5A-202

CATCTGCTCTGATGAGGGCCTCAGGAAGCTTCCAGTCATGGTGGGAGGCAAAGAGGGAGCAGGAATCACATGGCGAGAGAGGGAA

GTAGACGAGACTACTCCCGGAGTCCTTCGAAGGTCAGTACCACCCTCCGTTTCTCCCTCGTCCTTAGTGTACCGCTCTCTCCCTT

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

AAAGAGGGAGAGCAAGAGGTGCCAAGCTCTTTTTAACAGCCAGCTCTCACATGAACTCATAAAGCGATAACTCACTCATTACCAT

TTTCTCCCTCTCGTTCTCCACGGTTCGAGAAAAATTGTCGGTCGAGAGTGTACTTGAGTATTTCGCTATTGAGTGAGTAATGGTA

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GGGGAAGGCACCAAGCCACTCATCAGGGATTTACCTCCTTGAGCCAAGCACTTCCCACCATGCCCCACCTCCAACAATGGGGATC

CCCCTTCCGTGGTTCGGTGAGTAGTCCCTAAATGGAGGAACTCGGTTCGTGAAGGGTGGTACGGGGTGGAGGTTGTTACCCCTAG

I

KIF5A-202 :>

KIF5A-202

AAATGTCAACATGAGATTTGGAGGGGACAAACATCCAAACTACATCAGCATCCTATAGGCCAGGGACTGTGTTTGGTGTTGGGGA

TTTACAGTTGTACTCTAAACCTCCCCTGTTTGTAGGTTTGATGTAGTCGTAGGATATCCGGTCCCTGACACAAACCACAACCCCT

I

KIF5A-202 :>

KIF5A-202

8500

8585

8670

8755

8840

8925

9010



TTTAAAGGGAATCCCTGCCTTCAAGAAAATCTGGATCAAGGTTGTGATCCATAGCCCATGGAGTGGCCTGCGCAGAGGCAGGGGA

AAATTTCCCTTAGGGACGGAAGTTCTTTTAGACCTAGTTCCAACACTAGGTATCGGGTACCTCACCGGACGCGTCTCCGTCCCCT

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GAGGAACATCAGATATGGCTTTTGCTAACTATCTATATACTCCCCCAGATTCTGATAAGGAACCTCCCACAACATACTACAGTCT

CTCCTTGTAGTCTATACCGAAAACGATTGATAGATATATGAGGGGGTCTAAGACTATTCCTTGGAGGGTGTTGTATGATGTCAGA

I

KIF5A-202 :>

KIF5A-202

GATTCAGAGTATTGTGTGTTATGAGAGCTGTAAATAATGGTGGTGCTTCCCATGTCTATGGGCAGGAAAAGTGGAAGACCACTGG

CTAAGTCTCATAACACACAATACTCTCGACATTTATTACCACCACGAAGGGTACAGATACCCGTCCTTTTCACCTTCTGGTGACC

I

KIF5A-202 :>

KIF5A-202

TCTAGTTATTTTCATGAAAAGATCACTTTTCTCTAGGCACATTGCCCATGGGTTAGCCCTGCTGTACAAGGAGCAGTAATGAAAA

AGATCAATAAAAGTACTTTTCTAGTGAAAAGAGATCCGTGTAACGGGTACCCAATCGGGACGACATGTTCCTCGTCATTACTTTT

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

AAAAATCAGGCAAAATTAATTCATCCTGAGTATAATCAATAGAAAATTAAAAGAAATGTACAAAACTTAGCCGAGCATGGTGGTG

TTTTTAGTCCGTTTTAATTAAGTAGGACTCATATTAGTTATCTTTTAATTTTCTTTACATGTTTTGAATCGGCTCGTACCACCAC

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GCTGCCTGTAGTCCCAGCTACTCAGGAGGCTGATGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGATC

CGACGGACATCAGGGTCGATGAGTCCTCCGACTACGTCCTCTTAACGAACTTGGACCCTCCGCCTCCAACGTCACTCGGCTCTAG

I

KIF5A-202 :>

KIF5A-202

TTGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCCGTCTCAAAAATAAATAAATAAATAAAAATTAAAAAAACAAATTGG

AACGGTGACGTGAGGTCGGACCCGTTGTCTCGTTCTGAGGCAGAGTTTTTATTTATTTATTTATTTTTAATTTTTTTGTTTAACC

I

KIF5A-202 :>

KIF5A-202

9095

9180

9265

9350

9435

9520

9605



CTGGGCACGGTGGCTCACGCCTATAATCTCAGCACTTTGGGAGACAGAGGCGGGTGGATAACAAGGTCAGGAGTTCGACACCAGC

GACCCGTGCCACCGAGTGCGGATATTAGAGTCGTGAAACCCTCTGTCTCCGCCCACCTATTGTTCCAGTCCTCAAGCTGTGGTCG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATGGCCAACATGGTGAAACCCTGTCTGTACTGAAAATATAAAAATTAGCCGGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTACT

TACCGGTTGTACCACTTTGGGACAGACATGACTTTTATATTTTTAATCGGCCCGCACCACCACCCGCGGACATTAGGGTCGATGA

I

KIF5A-202 >

KIF5A-202

CGGAAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCGAAGGTTGCAGTGAGCCAAGATCATGCTGCTGCACTCCAGCCTGG

GCCTTCCGACTCCGTCCTCTTAGCGAACTTGGACCCTCCGCTTCCAACGTCACTCGGTTCTAGTACGACGACGTGAGGTCGGACC

I

KIF5A-202 >

KIF5A-202

GCGAAAGAGTGAAACTCTATCTCAAAAAAAAAAAAAAAAGAAAAAGAAAGAAAGAAAAAAAAGAAAAAACAAATTTACATTTTAA

CGCTTTCTCACTTTGAGATAGAGTTTTTTTTTTTTTTTTCTTTTTCTTTCTTTCTTTTTTTTCTTTTTTGTTTAAATGTAAAATT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

AAGGAATAAACAACTTAAAGACATAAAGAGCCAGGCTTGGAATTTTAGAGCCCAGCCAAGAATACAGAAGTAGGTAGCAGGCCTT

TTCCTTATTTGTTGAATTTCTGTATTTCTCGGTCCGAACCTTAAAATCTCGGGTCGGTTCTTATGTCTTCATCCATCGTCCGGAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCCAGAACTCCTGAAATCATATCTCATGTCACATGGCTTTCCCTGCTCAGGAGATTACTAAATGCACCAATTTTTAGCTCTTGGG

GGGTCTTGAGGACTTTAGTATAGAGTACAGTGTACCGAAAGGGACGAGTCCTCTAATGATTTACGTGGTTAAAAATCGAGAACCC

I

KIF5A-202 >

KIF5A-202

TATCTTTTTTTTTTTTCAGACGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGGAAACTCCG

ATAGAAAAAAAAAAAAGTCTGCCTCAGAGCGAGACAGTGGGTCCGACCTCACGTCACCGCGCTAGAGCCGAGTGACCTTTGAGGC

I

KIF5A-202 >

KIF5A-202

9690

9775

9860

9945

10,030

10,115

10,200



CCTTCCGGGTTCACGCCATTCTTCTGCCTCAGCCTCCCAAGCAGCTGGGACTACAGGCGCCTGCCACCACGCCCGGCTAATTTTT

GGAAGGCCCAAGTGCGGTAAGAAGACGGAGTCGGAGGGTTCGTCGACCCTGATGTCCGCGGACGGTGGTGCGGGCCGATTAAAAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGTATTTTTAGTGGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCACCCGCCTCGGCCTC

ACATAAAAATCACCTCTGCCCCAAAGTGGCACAATCGGTCCTACCAGAGCTAGAGGACTGGAGCACTAGGTGGGCGGAGCCGGAG

I

KIF5A-202 >

KIF5A-202

CCAAAGTGCTGGGATTACAGATGTGAGCCACCGCGCCCAGCCCACTCTTGGGTATCTTTTAGACTCAGATCTGAGAATCTCTTCC

GGTTTCACGACCCTAATGTCTACACTCGGTGGCGCGGGTCGGGTGAGAACCCATAGAAAATCTGAGTCTAGACTCTTAGAGAAGG

I

KIF5A-202 >

KIF5A-202

TTCTTCCCTCTCTGCTCTTTTCTTTCTTCCCAGCCTAGACTGATGTAAAGGGGTTCCTGATGAAAAGGGGCTATAATTGGCTTCA

AAGAAGGGAGAGACGAGAAAAGAAAGAAGGGTCGGATCTGACTACATTTCCCCAAGGACTACTTTTCCCCGATATTAACCGAAGT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GCATTTGGAGAGCGCTCTCCATTTTAATGCGTCTGTGGAGCCTTCTAGATCCTGTAACTGGGAATGTTTTGAGGGAGTGTGTGTG

CGTAAACCTCTCGCGAGAGGTAAAATTACGCAGACACCTCGGAAGATCTAGGACATTGACCCTTACAAAACTCCCTCACACACAC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GGGGCTGGGGTGGGGTGGTTGGTGTGTTGGTGCCCATGTGTTTGTGGGGGGAGGGGAGGGGCAAGATTGGCTTGAGAGTTACATT

CCCCGACCCCACCCCACCAACCACACAACCACGGGTACACAAACACCCCCCTCCCCTCCCCGTTCTAACCGAACTCTCAATGTAA

I

KIF5A-202 >

KIF5A-202

TAATCCCCTTTGGCTGGGTGCCTGGCTTCATGAAGCATGGATAGAGATTGTTGGTGGGAAAGAGATGAGAAAGCCAGTCTCATCT

ATTAGGGGAAACCGACCCACGGACCGAAGTACTTCGTACCTATCTCTAACAACCACCCTTTCTCTACTCTTTCGGTCAGAGTAGA

I

KIF5A-202 >

KIF5A-202

10,285

10,370

10,455

10,540

10,625

10,710

10,795



TTTCACATTTTTCTGCCTGTTTTATATTCTGGCTGCACTGGCAGTTGATTAAATGATGCCCACCCAGATTAAGGGTGGATCTGCC

AAAGTGTAAAAAGACGGACAAAATATAAGACCGACGTGACCGTCAACTAATTTACTACGGGTGGGTCTAATTCCCACCTAGACGG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTTCCCAGTCCACTGACTCATATGTTAATATCCTTTGGCAACACCCTCACAGACACACCCAGGATCAATACTTTGCATCATTCAG

AAAGGGTCAGGTGACTGAGTATACAATTATAGGAAACCGTTGTGGGAGTGTCTGTGTGGGTCCTAGTTATGAAACGTAGTAAGTC

I

KIF5A-202 >

KIF5A-202

TCCAGTCAAGTTGACACTCAGTATTAACCATCACAATTCCACCCCTCATCAACTTGAACCCATACACATCTCCTGAGATCGTACA

AGGTCAGTTCAACTGTGAGTCATAATTGGTAGTGTTAAGGTGGGGAGTAGTTGAACTTGGGTATGTGTAGAGGACTCTAGCATGT

I

KIF5A-202 >

KIF5A-202

AATCTTCAAATAAGGACAATAATAAGGTCATAATTATGCGCCTAATATAATACAACTATCCTTCGTACAACCGGAAATGCACCAA

TTAGAAGTTTATTCCTGTTATTATTCCAGTATTAATACGCGGATTATATTATGTTGATAGGAAGCATGTTGGCCTTTACGTGGTT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TCCCCAACCCAAATGCTATTATATAAAGTTAACATACTTAAATGCTGATACGAAGTCAATAAGTCTTATGTCACATAATAAAGGA

AGGGGTTGGGTTTACGATAATATATTTCAATTGTATGAATTTACGACTATGCTTCAGTTATTCAGAATACAGTGTATTATTTCCT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AAAAGGAAATTAAAAAAAAAAAGATGAGAGGCATTGGCTTGAGATAGACATATTTTGCTTGTTTCTGTTTCTTGGCCACTGGGTG

TTTTCCTTTAATTTTTTTTTTTCTACTCTCCGTAACCGAACTCTATCTGTATAAAACGAACAAAGACAAAGAACCGGTGACCCAC

I

KIF5A-202 >

KIF5A-202

GGAGAAACATTGAGGTAGATTACAATTTAAAATTAATTACAATTCAAAATTAAGGTAGATTTTTCTTTAATAATATTAAAAATAA

CCTCTTTGTAACTCCATCTAATGTTAAATTTTAATTAATGTTAAGTTTTAATTCCATCTAAAAAGAAATTATTATAATTTTTATT

I

KIF5A-202 >

KIF5A-202

10,880

10,965

11,050

11,135

11,220

11,305

11,390



TGTAATTACAACACTAATACATTTTAATTGTTAACAAAGTTCAAGACAAAGGAAAGGACACCGAAGAAGCTAAAAATCACCCAAT

ACATTAATGTTGTGATTATGTAAAATTAACAATTGTTTCAAGTTCTGTTTCCTTTCCTGTGGCTTCTTCGATTTTTAGTGGGTTA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATCTTACCACCCCAAAGAAGCACTGTTATTAATAATAATTTGATGTATTTTTCCAGTGTTTTTTCTACATATATACATATGTTAA

TAGAATGGTGGGGTTTCTTCGTGACAATAATTATTATTAAACTACATAAAAAGGTCACAAAAAAGATGTATATATGTATACAATT

I

KIF5A-202 >

KIF5A-202

TTTTAATAAGATTATATATCATAAACTATATATTGTTTTGTAACCTTTTTTCTCAAACAAAATATTATTACTATTTTGCCATTGT

AAAATTATTCTAATATATAGTATTTGATATATAACAAAACATTGGAAAAAAGAGTTTGTTTTATAATAATGATAAAACGGTAACA

I

KIF5A-202 >

KIF5A-202

TAAATATTTTTACATAACTTTATTATTTTACAATTTTTCTGTTTTTTTTTTGAGATGGAGTCAGGCTGGAGTGTGCAGTGGTGTG

ATTTATAAAAATGTATTGAAATAATAAAATGTTAAAAAGACAAAAAAAAAACTCTACCTCAGTCCGACCTCACACGTCACCACAC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ATCTTGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGCAATCCTCCCACCTCAGCTTCCTGAGTAGCTAGGATTATAGGCATGT

TAGAACCGAGTGACGTTGGAGACGGAGGGCCCAAGTTCGTTAGGAGGGTGGAGTCGAAGGACTCATCGATCCTAATATCCGTACA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ACCACCATGCCTGGCTATATTTTACAATTTTCAATTTAACTTTCGAATGTCTTACCTGCACATGTGACAAAATGCAAAGGATATG

TGGTGGTACGGACCGATATAAAATGTTAAAAGTTAAATTGAAAGCTTACAGAATGGACGTGTACACTGTTTTACGTTTCCTATAC

I

KIF5A-202 >

KIF5A-202

AAAAGGTTTATATTGTTTCCTTCTCCTTCTCACCCCTCTTTTCCAGCCACACAGTTCCCTTTTCAGAAGGCAACTTCTTGTGGAT

TTTTCCAAATATAACAAAGGAAGAGGAAGAGTGGGGAGAAAAGGTCGGTGTGTCAAGGGAAAAGTCTTCCGTTGAAGAACACCTA

I

KIF5A-202 >

KIF5A-202

11,475

11,560

11,645

11,730

11,815

11,900

11,985



CTTTCCAAAAACCTACTATACATTTATAAGCAAATACATATATACATGCATACCTTTTTTTACACAAATGGTAGCGTATTATACA

GAAAGGTTTTTGGATGATATGTAAATATTCGTTTATGTATATATGTACGTATGGAAAAAAATGTGTTTACCATCGCATAATATGT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCCATTCTGCACCTTTAAAAACAAAAACAGCCTGGGTGTGGTGGCTCATGCCTGTAATCTAAGCACTTTGAGGCCGAGGCGGGAG

AGGTAAGACGTGGAAATTTTTGTTTTTGTCGGACCCACACCACCGAGTACGGACATTAGATTCGTGAAACTCCGGCTCCGCCCTC

I

KIF5A-202 >

KIF5A-202

GATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATATAAAAATTCTGGCTGG

CTAGTGAACTCCAGTCCTCAAGCTCTGGTCGGACTGGTTGTACCACTTTGGGGTAGAGATGATTTTTATATTTTTAAGACCGACC

I

KIF5A-202 >

KIF5A-202

GTGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGCGGATCATGAGGTCAGGAGATGGAGACCATCCTGG

CACGTCACCGAGTGTGGACATTAGGGTCGTGAAACCCTCCGACTCCACCCGCCTAGTACTCCAGTCCTCTACCTCTGGTAGGACC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CCAACATGGTGAAACCTCGTCTCTACTAAAAATACAAAAATTAGGCCAGGTGCGGTGGCTTACGCCTGTAATCTCAGCATTGGGA

GGTTGTACCACTTTGGAGCAGAGATGATTTTTATGTTTTTAATCCGGTCCACGCCACCGAATGCGGACATTAGAGTCGTAACCCT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GGCCAAGGCGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCCAAACCCCATCTCTACTAAAAATACA

CCGGTTCCGCCCACCTAGTGGACTCCAGTCCTCAAGTTCTGGTCGGACCGGTTGTACCGGTTTGGGGTAGAGATGATTTTTATGT

I

KIF5A-202 >

KIF5A-202

GAAATTAGCCGGGTGTGGTGGCGGGCGCCTATAATCCCAGCTACTCTGGAGGCTGAAGCAGGAGAACTGCTTGAGCCCGGGAGGC

CTTTAATCGGCCCACACCACCGCCCGCGGATATTAGGGTCGATGAGACCTCCGACTTCGTCCTCTTGACGAACTCGGGCCCTCCG

I

KIF5A-202 >

KIF5A-202

12,070

12,155

12,240

12,325

12,410

12,495

12,580



AGAGGTTGCGGTGAGCTGAGATGGAGCCACTGCACTCCAGCTTGGGCGACAGAGCAAGACTCTTGTCTCAAAAAACAAAAAGCAA

TCTCCAACGCCACTCGACTCTACCTCGGTGACGTGAGGTCGAACCCGCTGTCTCGTTCTGAGAACAGAGTTTTTTGTTTTTCGTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AACAAACAAACAAAAAACCCAAAACAAAACAGAGTCTTGGACACCCTTCCTTATCAGCACATAAAGATTTATCTCATTCTTTTTT

TTGTTTGTTTGTTTTTTGGGTTTTGTTTTGTCTCAGAACCTGTGGGAAGGAATAGTCGTGTATTTCTAAATAGAGTAAGAAAAAA

I

KIF5A-202 >

KIF5A-202

GGTTTTGTTTTGTTTTTCAAGACAGGGTCTCACTCTGTTGCTCAGGCTGGAGTGCAGTGGTGCAATCATGGCTCACTGCAACCTT

CCAAAACAAAACAAAAAGTTCTGTCCCAGAGTGAGACAACGAGTCCGACCTCACGTCACCACGTTAGTACCGAGTGACGTTGGAA

I

KIF5A-202 >

KIF5A-202

CACCTTCGAGGCTCAGGCCATCATCCTGCCTCAGCCTGCTGAGTAGCTGGGACCACAAGGCCCATGCCACCACACCTGGCTATTT

GTGGAAGCTCCGAGTCCGGTAGTAGGACGGAGTCGGACGACTCATCGACCCTGGTGTTCCGGGTACGGTGGTGTGGACCGATAAA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TTTTTTAATTTTTGTAGAGACAGGGTCTCCCTATGTTGCCCAGGCTGGTCTCCAACTCCTGGCCTCAAGGATCCTCCAGACTTGA

AAAAAATTAAAAACATCTCTGTCCCAGAGGGATACAACGGGTCCGACCAGAGGTTGAGGACCGGAGTTCCTAGGAGGTCTGAACT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCTCCCAAAGGGCTCGGATTACACGGTACATGAGCTATCTCATTCAACTGTATAATTTGTTGTAGGGATAGGCCATTATTTAACC

GGAGGGTTTCCCGAGCCTAATGTGCCATGTACTCGATAGAGTAAGTTGACATATTAAACAACATCCCTATCCGGTAATAAATTGG

I

KIF5A-202 >

KIF5A-202

AGGCCTCTGTTGGTGGACATTAAGGGTTGTTCTAATCATCTGCTATTACAAACAGTTGAATGACCTTGTATAAATATTTTTTGCA

TCCGGAGACAACCACCTGTAATTCCCAACAAGATTAGTAGACGATAATGTTTGTCAACTTACTGGAACATATTTATAAAAAACGT

I

KIF5A-202 >

KIF5A-202

12,665

12,750

12,835

12,920

13,005

13,090

13,175



TATGTGCAGTATGTCTACAGGATAAATTTTTCGAAGTGGAGGTCATAAAGCATATGCATTTAAAAATGTGAGGCTATTTCCAAAT

ATACACGTCATACAGATGTCCTATTTAAAAAGCTTCACCTCCAGTATTTCGTATACGTAAATTTTTACACTCCGATAAAGGTTTA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGCCTTTCACAGAGTTGGCTCCAATTTCTATGTACCCTCAGCAGTATGTGTGAATATCTATTTACTCACATTCTCACCAGTGTAA

ACGGAAAGTGTCTCAACCGAGGTTAAAGATACATGGGAGTCGTCATACACACTTATAGATAAATGAGTGTAAGAGTGGTCACATT

I

KIF5A-202 >

KIF5A-202

TGCGTTGTCTATTTTATTTTGGCCACTTTCATAGGTAAAAATGGTGTTTCATAGTTTTAATATGCATTTTGCTTATTAACAGTGA

ACGCAACAGATAAAATAAAACCGGTGAAAGTATCCATTTTTACCACAAAGTATCAAAATTATACGTAAAACGAATAATTGTCACT

I

KIF5A-202 >

KIF5A-202

GGTCGAGCATTAATTAATATTAATTAATATATTTTAACATTTAGGAGCCACTATAACATCATTTTATGATGTTATAATTTATGAT

CCAGCTCGTAATTAATTATAATTAATTATATAAAATTGTAAATCCTCGGTGATATTGTAGTAAAATACTACAATATTAAATACTA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

AGTGATATAATTTACATACAGTGTACAGATCTTAGGCAAACAGCTTGATAAATTTTATGACATATGTAGACACCCATGTAACCAC

TCACTATATTAAATGTATGTCACATGTCTAGAATCCGTTTGTCGAACTATTTAAAATACTGTATACATCTGTGGGTACATTGGTG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TACACAGATCAAGATCTAGAACATTTCTGTCACTCCTGAAAGCTCCTTCATATCCTCTTCCTGTAAATACCACTTGTATGTTGTT

ATGTGTCTAGTTCTAGATCTTGTAAAGACAGTGAGGACTTTCGAGGAAGTATAGGAGAAGGACATTTATGGTGAACATACAACAA

I

KIF5A-202 >

KIF5A-202

ACCACAATAGCAGGTAGCTGCTGTTTTGACTTCTAGCACTACAGATAAGTTCTGTCCATTCTTGAACTTCATATGAAGGGAGTAA

TGGTGTTATCGTCCATCGACGACAAAACTGAAGATCGTGATGTCTATTCAAGACAGGTAAGAACTTGAAGTATACTTCCCTCATT

I

KIF5A-202 >

KIF5A-202

13,260

13,345

13,430

13,515

13,600

13,685

13,770



TACAGTATGTGCTCTTTTGTGTTTGGATTCTTTCAACGTGTTTTTGAGATATATTGACGTTCTATTTATTAATGTTCTATTATGA

ATGTCATACACGAGAAAACACAAACCTAAGAAAGTTGCACAAAAACTCTATATAACTGCAAGATAAATAATTACAAGATAATACT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TATTTTAATTTTATTTATTTATTTTTTTTGGGACAGAGTTGCACTTTGCTGCTCAGGCTGGAGTGCGGTGGCGCGATCTCGGCTC

ATAAAATTAAAATAAATAAATAAAAAAAACCCTGTCTCAACGTGAAACGACGAGTCCGACCTCACGCCACCGCGCTAGAGCCGAG

I

KIF5A-202 >

KIF5A-202

ACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTTGTGCCTCAGCCTCCCAAGTAGCTGAGATTACAGGCATGCACCGCTATGC

TGACGTTGGAGACGGAGGACCCAAGTTCGCTAAGAACACGGAGTCGGAGGGTTCATCGACTCTAATGTCCGTACGTGGCGATACG

I

KIF5A-202 >

KIF5A-202

CCAGCTAATTTTTGTATTTTTAGTAGAGACATGGTTTCACCATGTTGGCCAGGCTAGTCTCGAACTCCTGACCTCAAGTAATCTG

GGTCGATTAAAAACATAAAAATCATCTCTGTACCAAAGTGGTACAACCGGTCCGATCAGAGCTTGAGGACTGGAGTTCATTAGAC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CCTGCCTTGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCATGCCTAGCCAGTTATGGCATTATTTTAAATAACAGTGA

GGACGGAACCGGAGGGTTTCACGACTCTAATGTCCGCACTCGGTGGTACGGATCGGTCAATACCGTAATAAAATTTATTGTCACT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GGAATAAAATATATGTATATGCTATAATTTAATTCACTCCTTAGGTTAACCAGTCTCCTAAATGTTACTCCTTTAAGTCGTCTTC

CCTTATTTTATATACATATACGATATTAAATTAAGTGAGGAATCCAATTGGTCAGAGGATTTACAATGAGGAAATTCAGCAGAAG

I

KIF5A-202 >

KIF5A-202

AATTTCTCATTATTATAAGCAATGTGATGATAAACACCCTTGTAGCGAAATCTTGATTTCCATGATATCAATTCTTAGAAGTAGA

TTAAAGAGTAATAATATTCGTTACACTACTATTTGTGGGAACATCGCTTTAGAACTAAAGGTACTATAGTTAAGAATCTTCATCT

I

KIF5A-202 >

KIF5A-202

13,855

13,940

14,025

14,110

14,195

14,280

14,365



ATTTCTAGATCAATGGATATGTAAAATTTAAGGCTTTTGATTATGCATTTTTGAATTGTTATATGGATGTACTCTCCAACCAGAA

TAAAGATCTAGTTACCTATACATTTTAAATTCCGAAAACTAATACGTAAAAACTTAACAATATACCTACATGAGAGGTTGGTCTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AATAATGAAAGTTCTCATTTTTTTGAACCCACATCTACACTGGGTATTACAATGCAAATTTTGTTTTCCAGTTTGAGAGGTGAAA

TTATTACTTTCAAGAGTAAAAAAACTTGGGTGTAGATGTGACCCATAATGTTACGTTTAAAACAAAAGGTCAAACTCTCCACTTT

I

KIF5A-202 >

KIF5A-202

AGAAATTTTACCATTTCAGTTTCTTTTCTTGGAAAATGTTGAACATCTTCATGATTGCTGAACATTTATATTTCTTCTTCTGTTG

TCTTTAAAATGGTAAAGTCAAAGAAAAGAACCTTTTACAACTTGTAGAAGTACTAACGACTTGTAAATATAAAGAAGAAGACAAC

I

KIF5A-202 >

KIF5A-202

CTTGTTTCTAGTTCTTGTTCACCTTTTTCTGTTTAGTTTTTGTCTTTTTGTTACTAATTTATGAGAGTTTTTAAGGCGGGGCATG

GAACAAAGATCAAGAACAAGTGGAAAAAGACAAATCAAAAACAGAAAAACAATGATTAAATACTCTCAAAAATTCCGCCCCGTAC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GTGGCTCACGCTTGCAATCCTAGCACTTTGGGAGGCTGAGGTGGGTGGATTGCTTGAGCCCAGGAGTTTGAGACCAGCCCAGGCA

CACCGAGTGCGAACGTTAGGATCGTGAAACCCTCCGACTCCACCCACCTAACGAACTCGGGTCCTCAAACTCTGGTCGGGTCCGT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ACATGGTGAGACTCTGCCTCTACAAAAAATAAACAAAATTAGGCAGATATAGTGGTATGTGCCTGTGGTCCCAGCTACTTGGGAG

TGTACCACTCTGAGACGGAGATGTTTTTTATTTGTTTTAATCCGTCTATATCACCATACACGGACACCAGGGTCGATGAACCCTC

I

KIF5A-202 >

KIF5A-202

GATTGCTTGGGCCTGGGAGGTTGCAGCTGCAGTGAGCTGTGATTTCGCCACTGTACTCCAGCCTACATGACAGATGAGACCCTGA

CTAACGAACCCGGACCCTCCAACGTCGACGTCACTCGACACTAAAGCGGTGACATGAGGTCGGATGTACTGTCTACTCTGGGACT

I

KIF5A-202 >

KIF5A-202

14,450

14,535

14,620

14,705

14,790

14,875

14,960



CTCAAGAAAAAGAAAAGAAAAGAAAATAGAGAGATTTTTTGATTATTTGTTTGTTTATTTGTTTGTTTGTTTGATACAGGGTCTC

GAGTTCTTTTTCTTTTCTTTTCTTTTATCTCTCTAAAAAACTAATAAACAAACAAATAAACAAACAAACAAACTATGTCCCAGAG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCTCTGTCACCCAGGCTGGAGTGCAGTGGCCCGATCTTGGCTCACTGCAACCTCTGCCTTTTGAGCTCAGGTAATTCTCCCATCT

AGAGACAGTGGGTCCGACCTCACGTCACCGGGCTAGAACCGAGTGACGTTGGAGACGGAAAACTCGAGTCCATTAAGAGGGTAGA

I

KIF5A-202 >

KIF5A-202

CAGCCTCCTGAGTAGCTGGAATTACAGGTGTGCACCACCACACCCAGCTAATTTTTGTATTTTTTGTAGAGATGGGGTTTCACCA

GTCGGAGGACTCATCGACCTTAATGTCCACACGTGGTGGTGTGGGTCGATTAAAAACATAAAAAACATCTCTACCCCAAAGTGGT

I

KIF5A-202 >

KIF5A-202

TGTTGCCCAGTCTGGTCTTAAACTCCTGACCTCAAGTAATCTGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACATGCATGAGT

ACAACGGGTCAGACCAGAATTTGAGGACTGGAGTTCATTAGACGGACGGAGTCGGAGGGTTTCACGACCCTAATGTACGTACTCA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CACCGTGCCCAGCCCAGCAGTTGTTTTGTAAAAGGAAATCTTAGCACTGGAATCCTGGTGCAGACTATGAACAGTATGGACATTT

GTGGCACGGGTCGGGTCGTCAACAAAACATTTTCCTTTAGAATCGTGACCTTAGGACCACGTCTGATACTTGTCATACCTGTAAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AAATATTTAATAGAATTGTCCTCCAGAAAGGTTCTATCAGTTGGTAATTTACAGAGAGCACTTTTCTAACTTCTTTTCCTTTGTG

TTTATAAATTATCTTAACAGGAGGTCTTTCCAAGATAGTCAACCATTAAATGTCTCTCGTGAAAAGATTGAAGAAAAGGAAACAC

I

KIF5A-202 >

KIF5A-202

GATTCTGTTTCTTGGACTTCAGAGGCTTTCACCACAGAGAGACTGGATAAATATTTTAGGTAGGATTTTTTTCTATAAGCCAAAT

CTAAGACAAAGAACCTGAAGTCTCCGAAAGTGGTGTCTCTCTGACCTATTTATAAAATCCATCCTAAAAAAAGATATTCGGTTTA

I

KIF5A-202 >

KIF5A-202

15,045

15,130

15,215

15,300

15,385

15,470

15,555



TTAATTGTTTTAATATTAAAAAACATTTATTAGTTTTCTTTTATACAAAGAAATATAAAGAAGAAAAGAATAAACGATTATTTCT

AATTAACAAAATTATAATTTTTTGTAAATAATCAAAAGAAAATATGTTTCTTTATATTTCTTCTTTTCTTATTTGCTAATAAAGA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTTTTGCCATTAAAACTTTTTAAAATATAATGCTCGTACATAGTTTAAAAATGTAAACCATGCAGGATACAAAATGAAAAATAAA

AAAAACGGTAATTTTGAAAAATTTTATATTACGAGCATGTATCAAATTTTTACATTTGGTACGTCCTATGTTTTACTTTTTATTT

I

KIF5A-202 >

KIF5A-202

AGCCTTTCTCTCAGTTTCTCTCCTCAAAGTAACCACTGTTAACACTTTTGTATAATTCCTTCTAGAAAAAAAATTCTGTAGATAT

TCGGAAAGAGAGTCAAAGAGAGGAGTTTCATTGGTGACAATTGTGAAAACATATTAAGGAAGATCTTTTTTTTAAGACATCTATA

I

KIF5A-202 >

KIF5A-202

TCATGCAATGTTATTGCTATACCTAGAGCCACATCTCCAGCTCTAGCCAAGGTTTACAACTTTCCTTAATTAGTTAAAACATATC

AGTACGTTACAATAACGATATGGATCTCGGTGTAGAGGTCGAGATCGGTTCCAAATGTTGAAAGGAATTAATCAATTTTGTATAG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TCCCAAACTCTGCAAACTCTGGCGTCTGTAGATCTTGAGGTTTACATTTCGATTGGATAAAGATGGACTCTGTAGTAAAACAATT

AGGGTTTGAGACGTTTGAGACCGCAGACATCTAGAACTCCAAATGTAAAGCTAACCTATTTCTACCTGAGACATCATTTTGTTAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGACAAGTCAGTCACCTATGATAGAGAACAAGCATTGTCTCATTTACTCGTCCCAGAGATTTACCTCTAATGCATCTAGCCATCA

ACTGTTCAGTCAGTGGATACTATCTCTTGTTCGTAACAGAGTAAATGAGCAGGGTCTCTAAATGGAGATTACGTAGATCGGTAGT

I

KIF5A-202 >

KIF5A-202

AATATATTCATTGGTTAGCTTCCTAAGTTGTAAGTATTTTGTGTCTTTATCATTCTTATCAGCACATGTGATTTACAACATATTC

TTATATAAGTAACCAATCGAAGGATTCAACATTCATAAAACACAGAAATAGTAAGAATAGTCGTGTACACTAAATGTTGTATAAG

I

KIF5A-202 >

KIF5A-202

15,640

15,725

15,810

15,895

15,980

16,065

16,150



CTGAATTAAACAAGGATTTGTAAGTCTGAATGATTTGCTTCACAGTTCTTTTTTTTTGAGACGAAGTCTTGCTCTTGTCCCCCAG

GACTTAATTTGTTCCTAAACATTCAGACTTACTAAACGAAGTGTCAAGAAAAAAAAACTCTGCTTCAGAACGAGAACAGGGGGTC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GCTGGAGTGCAGTGGCGCAATCTTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCGGCGTA

CGACCTCACGTCACCGCGTTAGAACCGAGTGACGTTGGAGGCGGAGGACCCAAGTTCGCTAAGAGGACGGAGTCGGAGGCCGCAT

I

KIF5A-202 >

KIF5A-202

GCTGGGATTACAGGTGCCTGCCACCACGCCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCAGCATGTTGGCCAGGCTG

CGACCCTAATGTCCACGGACGGTGGTGCGGGTCGATTAAAAACATAAAAATCATCTCTACCCCAAAGTCGTACAACCGGTCCGAC

I

KIF5A-202 >

KIF5A-202

GTCTCGAACTCCTCACCTCAGGTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACCGTGCCCGACC

CAGAGCTTGAGGAGTGGAGTCCACTAGACGGACGGAACCGGAGGGTTTCACGACCCTAATGTCCGAACTCGGTGGCACGGGCTGG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CACAGTTCTTCTTTAATTAAAGCTTGTTCTGTTCTTAAAGGGAGACCCACATATCTGATTTCATATATTCCTTTCACAAAGAGAG

GTGTCAAGAAGAAATTAATTTCGAACAAGACAAGAATTTCCCTCTGGGTGTATAGACTAAAGTATATAAGGAAAGTGTTTCTCTC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AGAGCTTGTGTTAATGTTTCCACAGAGGCTCTCAGTGTAGACTGAATTTCATTTACATGGTAGGGAACATGCTATAAATATATGT

TCTCGAACACAATTACAAAGGTGTCTCCGAGAGTCACATCTGACTTAAAGTAAATGTACCATCCCTTGTACGATATTTATATACA

I

KIF5A-202 >

KIF5A-202

CACTAACTTTGCATCTTTCACTTAGTACATCTAAAGATCTTTCCATATCAGGGTACGTGGATCTGTTGAGGAAGATATTTCTAGC

GTGATTGAAACGTAGAAAGTGAATCATGTAGATTTCTAGAAAGGTATAGTCCCATGCACCTAGACAACTCCTTCTATAAAGATCG

I

KIF5A-202 >

KIF5A-202

16,235

16,320

16,405

16,490

16,575

16,660

16,745



TTGAGATACTTTTTAGTGTTAATGAATTGTTCTTCAATTTTCATCACCTGTGGCCCTATTGTCTTTTTTCATCTGGTTTCCCAGG

AACTCTATGAAAAATCACAATTACTTAACAAGAAGTTAAAAGTAGTGGACACCGGGATAACAGAAAAAAGTAGACCAAAGGGTCC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GAGGAGTTTGGGGTAGTGGAGTGCTCAATCATCACACCACGACTAAGATCCCCTAACACAATCTCACTGTGCGACACTCCTCTAC

CTCCTCAAACCCCATCACCTCACGAGTTAGTAGTGTGGTGCTGATTCTAGGGGATTGTGTTAGAGTGACACGCTGTGAGGAGATG

I

KIF5A-202 >

KIF5A-202

CCCACAGACACAACTCCTGGCATCAGTACCTTTAGTTTCTCTTATTCTCCCACATTTCTTTTCTTTTCTTCTTCTTTTTTTTTTT

GGGTGTCTGTGTTGAGGACCGTAGTCATGGAAATCAAAGAGAATAAGAGGGTGTAAAGAAAAGAAAAGAAGAAGAAAAAAAAAAA

I

KIF5A-202 >

KIF5A-202

GAGATGGAGTCTCGCTCTATCGCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGCAACCTCTGCCTCTCGGGTTCAAGCG

CTCTACCTCAGAGCGAGATAGCGGTCCGACCTCACGTCACCGCGTTAGAGCCGAGTGACGTTGGAGACGGAGAGCCCAAGTTCGC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ATTCTCCTGTCTCTGCCTCCCGAGTAGCTGGGACTACAGGCACGTGCCACCACACCAGGCTAATTTTTGTATTTTTAGTAGAGAC

TAAGAGGACAGAGACGGAGGGCTCATCGACCCTGATGTCCGTGCACGGTGGTGTGGTCCGATTAAAAACATAAAAATCATCTCTG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GGGGTTTCACCATATTGGTCAGGCTGGTCTTGAACTCCTGACCTCGTGATCCGCCTGCCTCAGCCTCTTAAAATGATGGGATTAC

CCCCAAAGTGGTATAACCAGTCCGACCAGAACTTGAGGACTGGAGCACTAGGCGGACGGAGTCGGAGAATTTTACTACCCTAATG

I

KIF5A-202 >

KIF5A-202

AGGTGTGAGCCACCACGCCCGGCCATTCTCCCACATTTCTGTTCATTAAGGGCATTGAAGAAAAGGGTGCCTTTCTCAGCTGCTG

TCCACACTCGGTGGTGCGGGCCGGTAAGAGGGTGTAAAGACAAGTAATTCCCGTAACTTCTTTTCCCACGGAAAGAGTCGACGAC

I

KIF5A-202 >

KIF5A-202

16,830

16,915

17,000

17,085

17,170

17,255

17,340



GAAGGAGGTTGTGGTATTTCTTTTCCCTCACATCCTGCCTGTTGACGTCTGATATCTTTTATTTTCATTCCAGGGGAAGCCATAT

CTTCCTCCAACACCATAAAGAAAAGGGAGTGTAGGACGGACAACTGCAGACTATAGAAAATAAAAGTAAGGTCCCCTTCGGTATA

I————E————————————————————.

KIF5A-202 :>

L 45 L L
G K P Y

----------------------------------------------------------- ENSE00001264365 [

KIF5A-202

GTTTTTGACCGTGTATTCCCCCCAAACACGACTCAAGAGCAAGTTTATCATGCATGTGCCATGCAGATTGTCAAAGGTAATAGAT

CAAAAACTGGCACATAAGGGGGGTTTGTGCTGAGTTCTCGTTCAAATAGTACGTACACGGTACGTCTAACAGTTTCCATTATCTA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
. . S0 ., ., ., . S5 ., . . . 60 ., . ., ., 65 . . . . 70 ,
\ F D R \ F P P N T T Q E Q \ Y H A C A M Q 1 \ K
ENSE00001264365  SEEEEEE >
KIF5A-202

TTCTTTTTAGAATGTCTCTTCTCAGCACCCCATTTCCTACCCGACCTATCTCCACCAGTACTCTTTCTCTACTGTCTCTTCCAGA

AAGAAAAATCTTACAGAGAAGAGTCGTGGGGTAAAGGATGGGCTGGATAGAGGTGGTCATGAGAAAGAGATGACAGAGAAGGTCT

I

KIF5A-202 :>

KIF5A-202

TGTCCTTGCTGGCTACAATGGCACCATTTTTGCTTATGGACAGACATCCTCAGGGAAAACACATACCATGGAGGTGAGGGTTCTG

ACAGGAACGACCGATGTTACCGTGGTAAAAACGAATACCTGTCTGTAGGAGTCCCTTTTGTGTATGGTACCTCCACTCCCAAGAC

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
. 75 ., ., . ., 80 ., ., . ., 8 . ., ., 9 . ., . ., 95 ,
\ L A G Y N G T 1 F A Y G Q T S S G K T H T M E
ENSE00001264360  EEEEEEE >
KIF5A-202

GCTTTGGTGGTTGAGGGGCTAGGAGTGTTAATGGAAGATCAGGGAATCTCAGTGGGGGAAGGTCTAGGAATCAAGGATTGCCTGG

CGAAACCACCAACTCCCCGATCCTCACAATTACCTTCTAGTCCCTTAGAGTCACCCCCTTCCAGATCCTTAGTTCCTAACGGACC

I

KIF5A-202 :>

KIF5A-202

TCCAGAGGCAGATAGATGAGTACAGAGGATGAACTGAAGGGCAATATTAGGGGAAGTTTAATGGAATCCCTCCAACCCACTGCAG

AGGTCTCCGTCTATCTACTCATGTCTCCTACTTGACTTCCCGTTATAATCCCCTTCAAATTACCTTAGGGAGGTTGGGTGACGTC

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

TGGATCATCCTTTCCACTACTCCAGTCTTCTTTTGATCGGGAAAAGCAATGGAAGTCCAAAGGGCTACTCAATTATCTCCTTGCT

ACCTAGTAGGAAAGGTGATGAGGTCAGAAGAAAACTAGCCCTTTTCGTTACCTTCAGGTTTCCCGATGAGTTAATAGAGGAACGA

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

17,425

17,510

17,595

17,680

17,765

17,850

17,935



CCTCTAAAAGGCAGACATGGTGGTGACCATCTCCTAACTTAGGATGTTCTTCTTATTGACTCTTGCCTTGGTGTTCACCTGCATA

GGAGATTTTCCGTCTGTACCACCACTGGTAGAGGATTGAATCCTACAAGAAGAATAACTGAGAACGGAACCACAAGTGGACGTAT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CATCTGAGTTGTCTCATTCTCCCTGAGCCCCAGCTTCACTCTCAAATACCTTCACTCGCCAGGGAAAGCTGCACGACCCTCAGCT

GTAGACTCAACAGAGTAAGAGGGACTCGGGGTCGAAGTGAGAGTTTATGGAAGTGAGCGGTCCCTTTCGACGTGCTGGGAGTCGA

I

KIF5A-202 >
L. 100 ., ., ., ., 105
G K L H D P Q L
-------------------------------------------------- ENSE00001656581 >
KIF5A-202

GATGGGAATCATTCCTCGAATTGCCCGAGACATCTTCAACCACATCTACTCCATGGATGAGAACCTTGAGTTCCACATCAAGGTG

CTACCCTTAGTAAGGAGCTTAACGGGCTCTGTAGAAGTTGGTGTAGATGAGGTACCTACTCTTGGAACTCAAGGTGTAGTTCCAC

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
L L L 110 L L 115 L L 120 L L 125 L L 130 L
M G 1 1 P R 1 A R D 1 F N H 1 Y S M D E N L E F H 1 K
ENSE00001656581 - >
KIF5A-202

ACCAGGGCACGACAGCTGGGCATTCAGATGGGGACTGGGAGGGGAAGATCTAAAATCTTCCCACTGAAGAGCCTGGGCTCCCCAA

TGGTCCCGTGCTGTCGACCCGTAAGTCTACCCCTGACCCTCCCCTTCTAGATTTTAGAAGGGTGACTTCTCGGACCCGAGGGGTT

I

KIF5A-202 >

KIF5A-202

CTTGACTCCCTTTCCGGTTACCAGAGTTCTTTGTCAAGATGTTCTCTTCTGTTCTTTTCCTCCCACCACCGTTTGAGCAGGTCAC

GAACTGAGGGAAAGGCCAATGGTCTCAAGAAACAGTTCTACAAGAGAAGACAAGAAAAGGAGGGTGGTGGCAAACTCGTCCAGTG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ATTAGTATGGGATTCCTGAACTAGATTTAAGATAGGCCCTCTTTACTTCACACTCCTTCTTTCTTCTTAACCAGGTTTCTTACTT

TAATCATACCCTAAGGACTTGATCTAAATTCTATCCGGGAGAAATGAAGTGTGAGGAAGAAAGAAGAATTGGTCCAAAGAATGAA

I————E————————————————————.

KIF5A-202 >
. , 135
VvV S Y F
------------------------------------------------------------ ENSE00001264... [
KIF5A-202

TGAAATTTACCTGGACAAAATTCGTGACCTTCTGGATGGTGAGTGTTTTGTCCCAGTGGATGAGGGTGTGTGAGGAGGGTGGAGA

ACTTTAAATGGACCTGTTTTAAGCACTGGAAGACCTACCACTCACAAAACAGGGTCACCTACTCCCACACACTCCTCCCACCTCT

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L. 140, ., 145 ., .,
E I Y L D K I R D L L D
ENSE00001264351 I L L Y >

KIF5A-202

18,020

18,105

18,190

18,275

18,360

18,445

18,530



AAAGAAAGCTCACATTGCATTTGGAATTAGGTACCAATTGACAAGAGATGCAGAGGGCACACAGCACCCAAGTCTTTTGGCCCCG

TTTCTTTCGAGTGTAACGTAAACCTTAATCCATGGTTAACTGTTCTCTACGTCTCCCGTGTGTCGTGGGTTCAGAAAACCGGGGC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTTACCAGAATTTCCAAAAACTGAGAAGGTCAGGAGATGAGCTTAGCAGCCAAGGACTACATATAAACAGTTCGAGAGGATCTGG

AAATGGTCTTAAAGGTTTTTGACTCTTCCAGTCCTCTACTCGAATCGTCGGTTCCTGATGTATATTTGTCAAGCTCTCCTAGACC

I

KIF5A-202 :>

KIF5A-202

GGCCGAGGAGCAGGAGCCCTGAGGAGGAGAAGGAGGAGGAACTGAGCCTTCAGCTCGTGCAGGGAGTTTAGGCTTCACAGGGAGA

CCGGCTCCTCGTCCTCGGGACTCCTCCTCTTCCTCCTCCTTGACTCGGAAGTCGAGCACGTCCCTCAAATCCGAAGTGTCCCTCT

I

KIF5A-202 :>

KIF5A-202

GTCTTCCTTTAGCACAGAGAAGAAAACCACCATCTGAGCTGACTGCAAGGTGCAGATGGGGGCGGTGGAAGTACTAGTCTTGCTT

CAGAAGGAAATCGTGTCTCTTCTTTTGGTGGTAGACTCGACTGACGTTCCACGTCTACCCCCGCCACCTTCATGATCAGAACGAA

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

ACCCTGCATTCTTTTGATTCAGTGACCAAGACAAATCTGTCCGTGCACGAGGACAAGAACCGGGTGCCATTTGTCAAGGTGAGAG

TGGGACGTAAGAAAACTAAGTCACTGGTTCTGTTTAGACAGGCACGTGCTCCTGTTCTTGGCCCACGGTAAACAGTTCCACTCTC

I————E————————————————————.

KIF5A-202 >
., 150 , ., ., ., 155 ., ., ., ., 160 ., ., ., ., 165 ., |
v T K T N L S V H E D K N R V P F V K
------------------ ENSE00001264346 —————>
KIF5A-202

TGGGTGTGGGGCACCTATGTGGGGCCAGTGTATTGAGAATGTTGGTGGGGGAGGAGCATAGGTCAGTGACCCTGAAGTTGGAGGG

ACCCACACCCCGTGGATACACCCCGGTCACATAACTCTTACAACCACCCCCTCCTCGTATCCAGTCACTGGGACTTCAACCTCCC

INSSSSS————S—S—S———-—————————————————

KIF5A-202 :>

KIF5A-202

TGGATATCCTGGAGGAATGAGATGTGCCTAGGGGCCAGGGAGAGTCTAGGGGATCAGAAAAGATACTGTCTTGGCTGGGCATGGT

ACCTATAGGACCTCCTTACTCTACACGGATCCCCGGTCCCTCTCAGATCCCCTAGTCTTTTCTATGACAGAACCGACCCGTACCA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 :>

KIF5A-202

18,615

18,700

18,785

18,870

18,955

19,040

19,125



GGCTCATACCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATCACTTGAGGCCGGGAGTTCAAGACCAGCCTGGCCAAT

CCGAGTATGGACATTAGGGTCGTGAAACCCTCCGACTCCACCCACCTAGTGAACTCCGGCCCTCAAGTTCTGGTCGGACCGGTTA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATAGTGAAACCCCGTTTCTACTAAAAATACAAAAAATTAACTGGGCGTGGTGGCACATGCTTGTAATCCCAGCTATTTGGGACAC

TATCACTTTGGGGCAAAGATGATTTTTATGTTTTTTAATTGACCCGCACCACCGTGTACGAACATTAGGGTCGATAAACCCTGTG

I

KIF5A-202 >

KIF5A-202

TGAAGCAGGAGAATCTCTTGAACCTGGGAGGCAGAGGTTGCGGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGA

ACTTCGTCCTCTTAGAGAACTTGGACCCTCCGTCTCCAACGCCACTCGGCTCTAACGCGGTGACGTGAGGTCGGACCCGCTGTCT

I

KIF5A-202 >

KIF5A-202

GTGAGAACCTGTCTTTAAAAAAAAAGAAGAAAAGAAAAGATACTGTCTTGAAAGGTCATTGGTCAGTGTGCATGCAATTTAATTT

CACTCTTGGACAGAAATTTTTTTTTCTTCTTTTCTTTTCTATGACAGAACTTTCCAGTAACCAGTCACACGTACGTTAAATTAAA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GCAAATCAAAGTTTACTGGAAGAAATGCCTGTAATCCCAACACTTTAGAAGGCTGAGGTGGGAGGATCACTTGAGGAGTTCAAGA

CGTTTAGTTTCAAATGACCTTCTTTACGGACATTAGGGTTGTGAAATCTTCCGACTCCACCCTCCTAGTGAACTCCTCAAGTTCT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCAGCCTGGCCAACATAGCAAGACCCGTCTCTCTTATTTAATCTAATTTTTTTTTTTTTTTTTTTTGGAGACAGAGTCTCACTCT

AGTCGGACCGGTTGTATCGTTCTGGGCAGAGAGAATAAATTAGATTAAAAAAAAAAAAAAAAAAAACCTCTGTCTCAGAGTGAGA

I

KIF5A-202 >

KIF5A-202

GTTGCCCAGGCTGGAGTGCAGTGGCTCGACCTAGGGTCACTGCAACCTCCCTGTCCTGGGTTCAAACGATTCTCCTGCGTCAGGC

CAACGGGTCCGACCTCACGTCACCGAGCTGGATCCCAGTGACGTTGGAGGGACAGGACCCAAGTTTGCTAAGAGGACGCAGTCCG

I

KIF5A-202 >

KIF5A-202

19,210

19,295

19,380

19,465

19,550

19,635

19,720



TCCCGAGTAGCTGGGACTACAGGCATGTGCCACCACGCCTGGCTGATTTTAGTATTTTTAGTAGAGACGGGGTTTCACCATGTTG

AGGGCTCATCGACCCTGATGTCCGTACACGGTGGTGCGGACCGACTAAAATCATAAAAATCATCTCTGCCCCAAAGTGGTACAAC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GCCAGGCTGGTCTCTAATTCCTGACCTCAGGTGATCCACCTGCCTCAGCCTCCCAAAGTGCTGGAATTACAGGCATGAGCCACTA

CGGTCCGACCAGAGATTAAGGACTGGAGTCCACTAGGTGGACGGAGTCGGAGGGTTTCACGACCTTAATGTCCGTACTCGGTGAT

I

KIF5A-202 >

KIF5A-202

TGCTGAGTCTCTTGTTTAAAAAAAAAAAAAAATTTTTGTCAGGCATGGTGGCACACACCTGTAGTCCCAGCTACTCAGGAGGCTG

ACGACTCAGAGAACAAATTTTTTTTTTTTTTTAAAAACAGTCCGTACCACCGTGTGTGGACATCAGGGTCGATGAGTCCTCCGAC

I

KIF5A-202 >

KIF5A-202

AGGCGGGAGAATTGCTTGAGCTCAAGAGTTTGAGGTTGCAGTGAGCCATGATAGTGCCACTGCACTCCAGCCTGTGTAGTAGAGA

TCCGCCCTCTTAACGAACTCGAGTTCTCAAACTCCAACGTCACTCGGTACTATCACGGTGACGTGAGGTCGGACACATCATCTCT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GACAGTGGTTTTTTTTGTTTGTTTGTTTTTGTTTTTGGAGACAGATTCTCACTCTGTCACCCAGGCTGTAGTGCAATGGCATGAT

CTGTCACCAAAAAAAACAAACAAACAAAAACAAAAACCTCTGTCTAAGAGTGAGACAGTGGGTCCGACATCACGTTACCGTACTA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCAAGCATATGGGATTATAGGTGCCTGC

GAACCGAGTGACGTTGGAGACGGAGGACCCAAGTTCACTAAGAGGACGGAGTCGGAGGGTTCGTATACCCTAATATCCACGGACG

I

KIF5A-202 >

KIF5A-202

CACCAGGCCCACTTATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTAGCCAGGCTAGTCTCGAACTCCTGACCTCAGG

GTGGTCCGGGTGAATAAAAACATAAAAATCATCTCTACCCCAAAGTGGTACAATCGGTCCGATCAGAGCTTGAGGACTGGAGTCC

I

KIF5A-202 >

KIF5A-202

19,805

19,890

19,975

20,060

20,145

20,230

20,315



TGATCCGCCCACCTCAGCCTCCCAGTGTGCTGGCATTACAGGCATAAGCCACTGCACCTGGCTGCGACAGTGTTTTTTTTTTTTT

ACTAGGCGGGTGGAGTCGGAGGGTCACACGACCGTAATGTCCGTATTCGGTGACGTGGACCGACGCTGTCACAAAAAAAAAAAAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GAGACAGAGTTTCTCTCTTGTTGCCCAGGCTGGGGTACAGTGGCGCCCGATCTTGGCTTACTGCAACCTCAGCCTCCCGAGTTCA

CTCTGTCTCAAAGAGAGAACAACGGGTCCGACCCCATGTCACCGCGGGCTAGAACCGAATGACGTTGGAGTCGGAGGGCTCAAGT

I

KIF5A-202 >

KIF5A-202

AGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGAATTACAGGCATGTGCCACCACGTCTGGCTAATTTTGTATTTTTAGTGGA

TCACTAAGAGGACGGAGTCGGAGGACTCATCGACCTTAATGTCCGTACACGGTGGTGCAGACCGATTAAAACATAAAAATCACCT

I

KIF5A-202 >

KIF5A-202

GATGGGATTTTGCCATGTTGGCCAGGCTGGTCACGAACTCCTGACCTCAGGTGATCCACCCACATTGGCCTCCCAAACCAAAGTG

CTACCCTAAAACGGTACAACCGGTCCGACCAGTGCTTGAGGACTGGAGTCCACTAGGTGGGTGTAACCGGAGGGTTTGGTTTCAC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CTGGGATTACAGGCGTGAGCCACCATGCCCGCCACTGTTTCAAAAAAGTAGTAAATACGTAAGATAAAAATAAATACAAAGCAGG

GACCCTAATGTCCGCACTCGGTGGTACGGGCGGTGACAAAGTTTTTTCATCATTTATGCATTCTATTTTTATTTATGTTTCGTCC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GCATGGTGGCTCAAGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACGAGGTCAGGACTTTGAGACCAGCCTGA

CGTACCACCGAGTTCGGACATTAGGGTCGTGAAACCCTCCGGTTCCGTCCGCCTAGTGCTCCAGTCCTGAAACTCTGGTCGGACT

I

KIF5A-202 >

KIF5A-202

CCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCGGGCGTGTTGGCTCATGCCTGTAATCCCAGCTACTCTGG

GGTTGTACCACTTTGGGGCAGAGATGATTTTTATGTTTTTAATCGGCCCGCACAACCGAGTACGGACATTAGGGTCGATGAGACC

I

KIF5A-202 >

KIF5A-202

20,400

20,485

20,570

20,655

20,740

20,825

20,910



AGGCTGAGGCAAGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTCTTGACACTGCACTCCAGCCTGGGCA

TCCGACTCCGTTCTCTTAGCGAACTTGGACCCTCCACCTCCAACGTCACTCGACTCTAAGAACTGTGACGTGAGGTCGGACCCGT

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

GAGCGAGACTCCATCTCAAAAGAAAATAATAATAATAAAAATAAATAAATAAATACAAACTTAAAAAACAAAGCTTATGGGTCAC

CTCGCTCTGAGGTAGAGTTTTCTTTTATTATTATTATTTTTATTTATTTATTTATGTTTGAATTTTTTGTTTCGAATACCCAGTG

I

KIF5A-202 :>

KIF5A-202

TGTCCATTTGTCCCCCACAGGGTTGTACTGAACGCTTTGTGTCCAGCCCGGAGGAGATTCTGGATGTGATTGATGAAGGGAAATC

ACAGGTAAACAGGGGGTGTCCCAACATGACTTGCGAAACACAGGTCGGGCCTCCTCTAAGACCTACACTAACTACTTCCCTTTAG

I

KIF5A-202 >

.. 170, 175 ., ., ., 180 ., ., ., ., 185 ., ., .,

G C T E R F \ S S P E E I L D \ I D E G K S

----------------- ENSE00001264336 >
KIF5A-202

AAATCGTCATGTGGCTGTCACCAGTGAGTGAGGATACAAGGGGATCTCTCGAGTCTGAGGATCCACTTGTGTTCTGTGTCCTCTG

TTTAGCAGTACACCGACAGTGGTCACTCACTCCTATGTTCCCCTAGAGAGCTCAGACTCCTAGGTGAACACAAGACACAGGAGAC

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 >
19 ., 195
N R H V A V T
ENSE00001264336 | e e >
KIF5A-202

GGGTGGAGGGACTCAAAAGTGAGCAAGGAAACTGTACCCCCCAGAGGAGGAGGACCCCTTGTCTGTGGGACCCTGCTGCCTGGGA

CCCACCTCCCTGAGTTTTCACTCGTTCCTTTGACATGGGGGGTCTCCTCCTCCTGGGGAACAGACACCCTGGGACGACGGACCCT

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

GATGTGGCAGCAGGGCTAGTCCTGGTGGGCACCTTCTCTCTGGGTGGGCGGGGCTGGGGTCAGTGGAAGCCGGGGGCTGAGGACC

CTACACCGTCGTCCCGATCAGGACCACCCGTGGAAGAGAGACCCACCCGCCCCGACCCCAGTCACCTTCGGCCCCCGACTCCTGG

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

TCAGTTCTGCAGGGTGGTGCAGGTCCTGTTTCTCCCTTGCTCCTGCAGACATGAATGAACACAGCTCTCGGAGCCACAGCATCTT

AGTCAAGACGTCCCACCACGTCCAGGACAAAGAGGGAACGAGGACGTCTGTACTTACTTGTGTCGAGAGCCTCGGTGTCGTAGAA

I

KIF5A-202 >

. 200 205

N M N E H S S R S H S 1 F
--------------------------------------- ENSE00001769835 >

KIF5A-202

20,995

21,080

21,165

21,250

21,335

21,420

21,505



CCTCATCAACATCAAGCAGGAGAACATGGAAACGGAGCAGAAGCTCAGTGGGAAGCTGTATCTGGTGGACCTGGCAGGGAGTGAG

GGAGTAGTTGTAGTTCGTCCTCTTGTACCTTTGCCTCGTCTTCGAGTCACCCTTCGACATAGACCACCTGGACCGTCCCTCACTC

I————E————————————————————.

KIF5A-202 >
210 L L 215 L L 220 L L 225 L L 230, L L 235 L
L 1 N 1 K Q E N M E T E Q K L S G K L Y L \ D L A G S E
ENSE00001769835 >
KIF5A-202

AAGGTAGGGGGTCCTGTGGATATGGGGTGGGTGGAAGCCTTGGCTCTTTTTTTTTTTTTTTTTGAGACAGAGTCTCACTCTGTCG

TTCCATCCCCCAGGACACCTATACCCCACCCACCTTCGGAACCGAGAAAAAAAAAAAAAAAAACTCTGTCTCAGAGTGAGACAGC

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >

KIF5A-202

CCCGGGCTGGTTTGCAGTGGCACGATCTCTGTTCACTGCAACCTCCGCCTCCTGGGTTTAAGTGATTCTCCTGCCTAAACCTTCC

GGGCCCGACCAAACGTCACCGTGCTAGAGACAAGTGACGTTGGAGGCGGAGGACCCAAATTCACTAAGAGGACGGATTTGGAAGG

I

KIF5A-202 >

KIF5A-202

AAGTAGCTGGGATTACAGGTGCCCACCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGAGGGGATTTCACTGTGTTGGCC

TTCATCGACCCTAATGTCCACGGGTGGTGGTGCGGACCGATTAAAAAACATAAAAATCATCTCTCCCCTAAAGTGACACAACCGG

I

KIF5A-202 >

KIF5A-202

AGGCTGGTCCTTGGCTCTTTTTTTTTTTTTGAGACGGATTCTTGCTCTGTCACCCAGGTTGGAGTGCAGTGGCACGCTCTCAGCT

TCCGACCAGGAACCGAGAAAAAAAAAAAAACTCTGCCTAAGAACGAGACAGTGGGTCCAACCTCACGTCACCGTGCGAGAGTCGA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CACTGCAACCCCTGCCTCCCAGGTTCAAGTGATTTTCCTGCCTCAGCCTCCCTAGTAGCTGGGATTACAGGCTCCCGCCACCAAG

GTGACGTTGGGGACGGAGGGTCCAAGTTCACTAAAAGGACGGAGTCGGAGGGATCATCGACCCTAATGTCCGAGGGCGGTGGTTC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCCAGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGGGATCCAC

GGGTCGATTAAAAACATAAAAATCATCTCTGCCCCAAAGTGGTACAACCGGTCCGACCAGAGCTTGAGGACTGGAGCCCTAGGTG

I

KIF5A-202 >

KIF5A-202

21,590

21,675

21,760

21,845

21,930

22,015

22,100



CTGCCTCGGCCTCCCAAAGTGCTGGGACTACAGGCATGAGCCACTGTGCCCGGCCGACTCTTTTTTAACTAAAAAATGATTTGCA

GACGGAGCCGGAGGGTTTCACGACCCTGATGTCCGTACTCGGTGACACGGGCCGGCTGAGAAAAAATTGATTTTTTACTAAACGT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTGGGATATAATTCACATACCATAAAGTTCACCATTTTAAAGTGCAATTCAGTTGTTTGTAGTATGTTCCCAAGGTTGTGCAACC

AACCCTATATTAAGTGTATGGTATTTCAAGTGGTAAAATTTCACGTTAAGTCAACAAACATCATACAAGGGTTCCAACACGTTGG

I

KIF5A-202 >

KIF5A-202

ATTACGCTATCCAATTCTAGAGCACTGTCATCTTCTATTCACAGTCACTCTCCATTGTCCCCTAACCCCATCCCCTGTCAACTTC

TAATGCGATAGGTTAAGATCTCGTGACAGTAGAAGATAAGTGTCAGTGAGAGGTAACAGGGGATTGGGGTAGGGGACAGTTGAAG

I

KIF5A-202 >

KIF5A-202

TAATCTACTTTCTGTCTCTATGGATTTGCCTATCCTGAACATTTCATATAAATGGAATCATATGGCTGGGCACGGTGGCTCACAC

ATTAGATGAAAGACAGAGATACCTAAACGGATAGGACTTGTAAAGTATATTTACCTTAGTATACCGACCCGTGCCACCGAGTGTG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CTGTAATCCCAGCACTTTGCGAGGCCGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGGCCAACATAGAGAAA

GACATTAGGGTCGTGAAACGCTCCGGCTCCACCCACCTAGTGGACTCCAGCCCTCAAGCTCTGGTCGGACCGGTTGTATCTCTTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCCCATCTCTACAAAAAATGCAAAATTAGCTGGGCGTGGTGGCACATGCCTGTAATCCCAGCTGCTCAGGAGGCTGAGGCAGGAT

GGGGTAGAGATGTTTTTTACGTTTTAATCGACCCGCACCACCGTGTACGGACATTAGGGTCGACGAGTCCTCCGACTCCGTCCTA

I

KIF5A-202 >

KIF5A-202

AACCGCTTGAACCTGGGAGGCGGAGGTTGTGGTGAGCTGAGATCGCACCATTGCACTCCAGCCTGCGCAACAAGAGTGAAACTCC

TTGGCGAACTTGGACCCTCCGCCTCCAACACCACTCGACTCTAGCGTGGTAACGTGAGGTCGGACGCGTTGTTCTCACTTTGAGG

I

KIF5A-202 >

KIF5A-202

22,185

22,270

22,355

22,440

22,525

22,610

22,695



PCR Forward
ITGTAATATGTGGCAGGGGTTAGGGG

ATCTCAAAAAAAAAAAAAGGAATCATGTAATATGTGGCAGGGGTTAGGGGCAATGTGGTGTTTGACAAGACAGTTTAGGGGAACA

TAGAGTTTTTTTTTTTTTCCTTAGTACATTATACACCGTCCCCAATCCCCGTTACACCACAAACTGTTCTGTCAAATCCCCTTGT

>

KIF5A-202 >

e e e e e e

KIF5A-202

GAGGAAGGGCCTTCCCCAATCCCAGCCAAGCATCTCTGTTACTCCATCTTCTTCCCTGTTCCTTCCTTCCTCCGTGGACTGAGCC

CTCCTTCCCGGAAGGGGTTAGGGTCGGTTCGTAGAGACAATGAGGTAGAAGAAGGGACAAGGAAGGAAGGAGGCACCTGACTCGG

KIF5A-202 >

KIF5A-202

Sanger Sequencing
ITGGAACGAGGTGGTGACAGC

CTGGAACGAGGTGGTGACAGCCCTCTCCATGTGCAGCTGCTCATACACACTCATCTCTTACTGCCCTGGTAGGTCAGCAAGACTG

GACCTTGCTCCACCACTGTCGGGAGAGGTACACGTCGACGAGTATGTGTGAGTAGAGAATGACGGGACCATCCAGTCGTTCTGAC

>

KIF5A-202 >

L 240 1
\ S K il

e ENSE00001619453 >

KIF5A-202

gRNA Protospacer
|CAG;CAAGTCACTGTCAGCTC

GAGCAGAGGGAGCCGTGCTGGACGAGGCAAAGAATATCAACAAGTCACTGTCAGCTCTGGGCAATGTGATCTCCGCACTGGCTGA

CTCGTCTCCCTCGGCACGACCTGCTCCGTTTCTTATAGTTGTTCAGTGACAGTCGAGACCCGTTACACTAGAGGCGTGACCGACT

KIF5A-202 >
I L 245 I 1 I 1 250 1 L 1 1 255 1 1 1 1 260 1 1 1 1 265 1 1 1 1 270 1
G A E G A V L D E A K N I N K S L S A L G N V I S A Lk A E
ENSE00001619453 >
KIF5A-202
Protospacer Sequence ]
PAM
SNV
CCTGCTCCGTTTCTTATAGTTGTTCAGTGACAGTCGAGACCCGTTACACTAGAGGCGTGACCGACT
Donor Template SNV -> REV
GGGCACTGTGAGTGATCCTTAGGTCCCCTCACCCCTCAAGCCACACCCCATCTCCTCCCCCACCTGCTAATGCCACCATATGATC
CCCGTGACACTCACTAGGAATCCAGGGGAGTGGGGAGTTCGGTGTGGGGTAGAGGAGGGGGTGGACGATTACGGTGGTATACTAG
KIF5A-202 >
P S -
G T

--------------------------------------------------------------- >
KIF5A-202
B oV

CCCGTGACACTCACTAGGAATCCAGGGGAGTGGG'
Donor Template SNV -> REV

22,780

22,865

22,950

23,035

23,120



ATGCCCCAATTCATGGGTTGTCTGATCCCGGGGTGGCACCACTATCCTTTCTGATTCCCTGTTGAATTTTATTTGTTTATTTCTG

TACGGGGTTAAGTACCCAACAGACTAGGGCCCCACCGTGGTGATAGGAAAGACTAAGGGACAACTTAAAATAAACAAATAAAGAC

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

ATTCCTGGTCTCCTTCCTCCCCCAGAAAAGCTATGTTCCATATCGTGACAGCAAAATGACAAGGATTCTCCAGGACTCTCTCGGG

TAAGGACCAGAGGAAGGAGGGGGTCTTTTCGATACAAGGTATAGCACTGTCGTTTTACTGTTCCTAAGAGGTCCTGAGAGAGCCC

I

KIF5A-202 >
L 275 ., ., 280 ., ., ., ., 28 ., ., ., ., 290 ., .,
K S Y \ P Y R D S K M T R 1 L Q D S L G
--------------------- ENSE00001264317 >
KIF5A-202

GGAAACTGCCGGACGACTATGTTCATCTGTTGCTCACCATCCAGTTATAATGATGCAGAGACCAAGTCCACCCTGATGTTTGGGC

CCTTTGACGGCCTGCTGATACAAGTAGACAACGAGTGGTAGGTCAATATTACTACGTCTCTGGTTCAGGTGGGACTACAAACCCG

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
. 295, . ., 300 ., ., . ., 305 ., ., . . 310 ., ., . . 315 . . . 320
G N C R T T M F 1 C C s P S S Y N D A E T K S T L M F G
ENSE00001264317 >
KIF5A-202

AGCGGTCAGTGGCAGGGTCCCCAGAGGGATCCCTGGTACCCAGCTTCCCATCCCAGCCTCTGCGGCTCTCTCTCCTCAGGGTCAC

TCGCCAGTCACCGTCCCAGGGGTCTCCCTAGGGACCATGGGTCGAAGGGTAGGGTCGGAGACGCCGAGAGAGAGGAGTCCCAGTG

I

KIF5A-202 :>
Q R
----------------------------------------------------------------- >
KIF5A-202

CCAAGTCTCATGTTGCTCTCATTTCTTTGTTCCTCTTCTCCTCACCCAGGGCAAAGACCATTAAGAACACTGCCTCAGTAAATTT

GGTTCAGAGTACAACGAGAGTAAAGAAACAAGGAGAAGAGGAGTGGGTCCCGTTTCTGGTAATTCTTGTGACGGAGTCATTTAAA

KIF5A-202 >
! 325 ! ! ! ! 330 ! ! ! ! 335
A K T I K N T A S \ N L
---------------------------------------- >
KIF5A-202
GTGGGTCCCGTTTCTGGTAATTCTT]

PCR Reverse
GGAGTTGACTGCTGAGCAGTGGAAGAAGAAATATGAGAAGGAGAAGGAGAAGACAAAGGCCCAGAAGGAGACGATTGCGAAGCTG
CCTCAACTGACGACTCGTCACCTTCTTCTTTATACTCTTCCTCTTCCTCTTCTGTTTCCGGGTCTTCCTCTGCTAACGCTTCGAC

KIF5A-202 >
. ., 340 ., ., ., ., 345 . ., ., ., 380 ., ., ., ., 355 ., ., . 360 ., .,
E L T A E Q w K K K Y E K E K E K T K A Q K E T I A K L
ENSE00001140469 >

KIF5A-202

23,205

23,290

23,375

23,460

23,545

23,630



GAGGCTGAGCTGAGCCGGTGGCGCAATGGTTAGAGAGGGATAGGTGGGAGTGAGGGGCAGTGGGAAGAGGAGGAGGATGTTTGGG

CTCCGACTCGACTCGGCCACCGCGTTACCAATCTCTCCCTATCCACCCTCACTCCCCGTCACCCTTCTCCTCCTCCTACAAACCC

I————E————————————————————.

KIF5A-202 >
. 365 L L 370 L
E A E L S R w R N
ENSE00001140469  |EEEICICE R I I N e >
KIF5A-202

AGCCAACTCTGTTTGGGTGGTGTTTCTGGCCAGGCCAATCTCCTAGAAGAGGGGCTGTGTTTCTGGACAGGTGCAGTAGAGCAGT

TCGGTTGAGACAAACCCACCACAAAGACCGGTCCGGTTAGAGGATCTTCTCCCCGACACAAAGACCTGTCCACGTCATCTCGTCA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >

KIF5A-202

CATGGGGGAAGGGAGGGGCCTGACTACCTACCTCCCATACTCCCAAAAGGTAGAGGGTCCACCTGGCAAGAGAGTTCAAGGGGCA

GTACCCCCTTCCCTCCCCGGACTGATGGATGGAGGGTATGAGGGTTTTCCATCTCCCAGGTGGACCGTTCTCTCAAGTTCCCCGT

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >

KIF5A-202

TGGTGAGTGAGAAGGAAGAACTCGTGGATGCAGCTTCTTCTTCTTCCATCTCTCACCTCGTCTTGCCCCTTTGCAGGAGAGAATG

ACCACTCACTCTTCCTTCTTGAGCACCTACGTCGAAGAAGAAGAAGGTAGAGAGTGGAGCAGAACGGGGAAACGTCCTCTCTTAC

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 >
L. 375
G E N

------------------------------------------------------------- ENSE000011... [

KIF5A-202

TGCCTGAGACAGAGCGCCTGGCTGGGGAGGAGGCAGCCCTGGGAGCCGAGCTCTGTGAGGAGACCCCTGTGAATGACAACTCATC

ACGGACTCTGTCTCGCGGACCGACCCCTCCTCCGTCGGGACCCTCGGCTCGAGACACTCCTCTGGGGACACTTACTGTTGAGTAG

e —wwe; 1>

KIF5A-202 >

L L L . 380 L L . 385 L L L 390 L L L 395 L L 400 L L
\i P E T E R L A G E E A A L G A E L C E E T P \i N D N S
ENSE00001140460

S
KIF5A-202

CATCGTGGTGCGCATCGCGCCCGAGGAGCGGCAGAAATACGAGGAGGAGATCCGCCGTCTCTATAAGCAGCTTGACGACAAGGTG

GTAGCACCACGCGTAGCGCGGGCTCCTCGCCGTCTTTATGCTCCTCCTCTAGGCGGCAGAGATATTCGTCGAACTGCTGTTCCAC

I

KIF5A-202 >
405 L L 410 L L 415 L L 420 L L 425 L L 430
1 \ \ R 1 A P E E R Q K Y E E E 1 R R L Y K Q L D D K
ENSE00001140460 -——>

KIF5A-202

AGGGCGGCCAGGCAGGGCACTGAGGCACGCCAGGTGGGATGAGAGGTAGACGATCAAAGAAAATCGCTTATATTGCCTCTTTCTG

TCCCGCCGGTCCGTCCCGTGACTCCGTGCGGTCCACCCTACTCTCCATCTGCTAGTTTCTTTTAGCGAATATAACGGAGAAAGAC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

23,715

23,800

23,885

23,970

24,055

24,140

24,225



GTTTTAAAAGGGATAAATGCTTATGCTTGAAATGTGGAAACATCAATATAAATGTATGTAAGAAAATTAAAATCATCCACTATTC

CAAAATTTTCCCTATTTACGAATACGAACTTTACACCTTTGTAGTTATATTTACATACATTCTTTTAATTTTAGTAGGTGATAAG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AGAGATAACACTCAACATTTTGCTTTTCTCTGTGCATATACCATGCAATTGAGTTATACTGTATAAGTAATTTTTTTTTTTGAGA

TCTCTATTGTGAGTTGTAAAACGAAAAGAGACACGTATATGGTACGTTAACTCAATATGACATATTCATTAAAAAAAAAAACTCT

I

KIF5A-202 >

KIF5A-202

CAGGGTCTTGCTGTGTCGCCCAGGCTAGAGTGCAGAGGCACGATTGTGGTTCACTGCAACCTCTGCCTCTCGGGTTCAAGTGATT

GTCCCAGAACGACACAGCGGGTCCGATCTCACGTCTCCGTGCTAACACCAAGTGACGTTGGAGACGGAGAGCCCAAGTTCACTAA

I

KIF5A-202 >

KIF5A-202

CTCCTGCCTCAGCCTCCAGAGTAGCTGGGATTACAGGCGCATGCCACCACGCCTGGCTAATTTTTGTATTTTTGGTAGAAACGGG

GAGGACGGAGTCGGAGGTCTCATCGACCCTAATGTCCGCGTACGGTGGTGCGGACCGATTAAAAACATAAAAACCATCTTTGCCC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GTTTCACCATGTTGGCTAGGCTGACCTCTGGCGATCCGCCCGCCTCGGCCCCCTGAAGTGCTTGGATTACAGGCGTGAGCCACCG

CAAAGTGGTACAACCGATCCGACTGGAGACCGCTAGGCGGGCGGAGCCGGGGGACTTCACGAACCTAATGTCCGCACTCGGTGGC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGCCCGGCCTGTATATGTAATTATACATCTGATTTTTTTCATTCAGCATTATATTATGCACAATTTCCTACTTCATTAATAATTC

ACGGGCCGGACATATACATTAATATGTAGACTAAAAAAAGTAAGTCGTAATATAATACGTGTTAAAGGATGAAGTAATTATTAAG

I

KIF5A-202 >

KIF5A-202

TTCATAAAAGTATTTTTATTTTCATTTATTATTATTATTTTGCTTTGAGAGAAAGAGTCTTGCTTTGTTACTCGGGCTGAAGTGC

AAGTATTTTCATAAAAATAAAAGTAAATAATAATAATAAAACGAAACTCTCTTTCTCAGAACGAAACAATGAGCCCGACTTCACG

I

KIF5A-202 >

KIF5A-202

24,310

24,395

24,480

24,565

24,650

24,735

24,820



AGTGGTGCAGTAATAGCTCACTGCAACCTCAAACTCCTGGGCTCGAGGGATCCCCCCCAACCTCAGCCTCTGAAAGAGCTGGGAC

TCACCACGTCATTATCGAGTGACGTTGGAGTTTGAGGACCCGAGCTCCCTAGGGGGGGTTGGAGTCGGAGACTTTCTCGACCCTG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TACAGGTGCACACCACCACGCCCAGCTAATTTTTTTTTTTTTTTTTTTTTGGTAGAGTTGGAGTCTCACTTTGTTGCCCAGGCTG

ATGTCCACGTGTGGTGGTGCGGGTCGATTAAAAAAAAAAAAAAAAAAAAACCATCTCAACCTCAGAGTGAAACAACGGGTCCGAC

I

KIF5A-202 >

KIF5A-202

GTCTCAAACTCCTGGCCTCAAGCGATCCTCCCGCCTTGGCCTTTCAATGCGCTGGGATTAAAGGCATGCACCACCAGGCTAGCTA

CAGAGTTTGAGGACCGGAGTTCGCTAGGAGGGCGGAACCGGAAAGTTACGCGACCCTAATTTCCGTACGTGGTGGTCCGATCGAT

I

KIF5A-202 >

KIF5A-202

ATATTTTAAATTTTTTGTAGAGACAGGGTCTCACTATGTTGCCCAGGTTGGCCTTGAACTCCTGGCTTCAACCGATCTTCCTGTA

TATAAAATTTAAAAAACATCTCTGTCCCAGAGTGATACAACGGGTCCAACCGGAACTTGAGGACCGAAGTTGGCTAGAAGGACAT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GGATATGGGGTTTCTAACTCAAAGCTTATACTATCTGGATTTTTATCAGGATCCTGCCTCTACCCCCAAACTTCTTACGTCTAAA

CCTATACCCCAAAGATTGAGTTTCGAATATGATAGACCTAAAAATAGTCCTAGGACGGAGATGGGGGTTTGAAGAATGCAGATTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CTGGAAGGAGTAGCTTCCCTTCACCTGTCTTTCCCTGTTGCCTCCAACAGGATGATGAAATCAACCAACAAAGCCAACTCATAGA

GACCTTCCTCATCGAAGGGAAGTGGACAGAAAGGGACAACGGAGGTTGTCCTACTACTTTAGTTGGTTGTTTCGGTTGAGTATCT

I

KIF5A-202 >
! ! ! 435 ! ! ! ! 440 ! ! !
D D E 1 N Q Q S Q L 1 E
----------------------------------------- ENSE00001140452 >
KIF5A-202

GAAGCTCAAGCAGCAAATGCTGGACCAGGAAGAGGTAATAGGAGGGAGGGCAGGACATGAGAGGAAAGGGGTTCTGTTCATCACT

CTTCGAGTTCGTCGTTTACGACCTGGTCCTTCTCCATTATCCTCCCTCCCGTCCTGTACTCTCCTTTCCCCAAGACAAGTAGTGA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
L 445 . . L 450 . . .
K L K Q Q M L D Q E E
ENSE00001140452 Bl >

KIF5A-202

24,905

24,990

25,075

25,160

25,245

25,330

25,415



GGAAGGCATGGAATAGACCTTTTTAAAATCAGATGGAAGAAGGCGCTTTCTGCTTGGGGATTAATCACTCCCCTAAACAGCAGAA

CCTTCCGTACCTTATCTGGAAAAATTTTAGTCTACCTTCTTCCGCGAAAGACGAACCCCTAATTAGTGAGGGGATTTGTCGTCTT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GTCTGGGAACCTCACTGGGGCTTTTCTTTTCTTTTCCTTTTTTCTTTTCTTTTTTTTTTTTAGAGATGGAGTCTCAATTTGTTAC

CAGACCCTTGGAGTGACCCCGAAAAGAAAAGAAAAGGAAAAAAGAAAAGAAAAAAAAAAAATCTCTACCTCAGAGTTAAACAATG

I

KIF5A-202 >

KIF5A-202

CTAGGCTGGAATGCAGTGGGGCAATCTCAGCTCACTGCAGCCTCGATCTTCCAGGGTCAAGCAGTCCTCCTGCCTCAGCCCCCTA

GATCCGACCTTACGTCACCCCGTTAGAGTCGAGTGACGTCGGAGCTAGAAGGTCCCAGTTCGTCAGGAGGACGGAGTCGGGGGAT

I

KIF5A-202 >

KIF5A-202

AGTAGCTGGGACTACAAGTGCACCACCACACATGGCTAATTTTTGTAGAGATGGAGTTTTGCCATGTTACCCAGGCTGGTCTCGA

TCATCGACCCTGATGTTCACGTGGTGGTGTGTACCGATTAAAAACATCTCTACCTCAAAACGGTACAATGGGTCCGACCAGAGCT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ACTCCTGAGCTCAGGCAATGTGCCCACCTAGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCTGGGGCTT

TGAGGACTCGAGTCCGTTACACGGGTGGATCCGGAGGGTTTCACGACCCTAATGTCCGCACTCGGTGACGCGGGCCGACCCCGAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTCTTAAAGCACAAATTTTAAAGTCTGGGGGCTTCTTCATTCTTCATTCTGTTGCCCTATTTCTATGAAACCTAAAGCCCACTTC

AAGAATTTCGTGTTTAAAATTTCAGACCCCCGAAGAAGTAAGAAGTAAGACAACGGGATAAAGATACTTTGGATTTCGGGTGAAG

I

KIF5A-202 >

KIF5A-202

CTCTTAACTCTTTATTTTGGGTAGGGTGGGGGCTCAGCTTCCCAGACCCAAGGCCATAGAAATGGTCACTGGCAGTGATCTTTCC

GAGAATTGAGAAATAAAACCCATCCCACCCCCGAGTCGAAGGGTCTGGGTTCCGGTATCTTTACCAGTGACCGTCACTAGAAAGG

I

KIF5A-202 >

KIF5A-202

25,500

25,585

25,670

25,755

25,840

25,925

26,010



CACATGCCACTCCTCTCCCTTGAAGCTGCTGGTGTCCACCCGAGGAGACAACGAGAAGGTCCAGCGGGAGCTGAGCCACCTGCAA

GTGTACGGTGAGGAGAGGGAACTTCGACGACCACAGGTGGGCTCCTCTGTTGCTCTTCCAGGTCGCCCTCGACTCGGTGGACGTT

I————E————————————————————.

KIF5A-202 >
455 , , , 460 . . L 465 . . L 470 . . .
L L V S T R G D N E K V Q R E L S H L Q
--------------------- ENSE00001140444 >
KIF5A-202

TCAGAGAACGATGCCGCTAAGGATGAGGTGAAGGAAGTGCTGCAGGCCCTGGAGGAGCTGGCTGTGAACTATGACCAGAAGTCCC

AGTCTCTTGCTACGGCGATTCCTACTCCACTTCCTTCACGACGTCCGGGACCTCCTCGACCGACACTTGATACTGGTCTTCAGGG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
475 L L 480 L L L 485 L L L 490 L L L 495 L L . 500 L
S E N D A A K D E Vv K E Vv L Q A L E E L A \i N Y D Q K S
ENSE00001140444 >
KIF5A-202

AGGAGGTGGAGGAGAAGAGCCAGCAGAACCAGCTTCTGGTGGATGAGCTGTCTCAGAAGGTGGTAAGTGGTGTGCCAATGGTCCA

TCCTCCACCTCCTCTTCTCGGTCGTCTTGGTCGAAGACCACCTACTCGACAGAGTCTTCCACCATTCACCACACGGTTACCAGGT

I

KIF5A-202 >
L L 505 L L L L 510 L L L L 515 L L L L 520 L L L
Q E V E E K S Q Q N Q L L V D E L S Q K v
ENSE00001140444 e >
KIF5A-202

ACAGCTCCCTGACCACAGAACATCTCCCATGTCGAGGGGACCTCTGCATCCTTCCAGGGCTGTATGGTGGCTGCACCTCTGCACT

TGTCGAGGGACTGGTGTCTTGTAGAGGGTACAGCTCCCCTGGAGACGTAGGAAGGTCCCGACATACCACCGACGTGGAGACGTGA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 :>

KIF5A-202

GCTGTTCAGTGCATTGTGAGTCCCTCCCCAACCCTGTCACTGCACTTTCCCCTCACAGTCCCTCTGTCTTTCAGACTCTTCTGCA

CGACAAGTCACGTAACACTCAGGGAGGGGTTGGGACAGTGACGTGAAAGGGGAGTGTCAGGGAGACAGAAAGTCTGAGAAGACGT

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 :>

KIF5A-202

GGGCCTGTGTTCTCTTCATAGCAGCCCTCAGGGTCTTGCATGAAGGGAGAGGCCTCTGCCTGGGCTGGGCAAGGGAGCAGGAGGA

CCCGGACACAAGAGAAGTATCGTCGGGAGTCCCAGAACGTACTTCCCTCTCCGGAGACGGACCCGACCCGTTCCCTCGTCCTCCT

I

KIF5A-202 :>

KIF5A-202

TGGCAACAGGAATGACCTGAGGGGCTGTCCCCAGGCCACCATGCTGTCCCTGGAGTCTGAGTTGCAGCGGCTACAGGAGGTCAGT

ACCGTTGTCCTTACTGGACTCCCCGACAGGGGTCCGGTGGTACGACAGGGACCTCAGACTCAACGTCGCCGATGTCCTCCAGTCA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L 525 ., ., ., ., 530 ., ., ., ., 535 , ., ., ., 540
A T M L S L E S E L Q R L Q E V S
---------------------------- ENSE00001140437 >

KIF5A-202

26,095

26,180

26,265

26,350

26,435

26,520

26,605



GGACACCAGCGAAAACGAATTGCTGAGGTGCTGAACGGGCTGATGAAGGATCTGAGCGAGTTCAGTGTCATTGTGGGCAACGGGG

CCTGTGGTCGCTTTTGCTTAACGACTCCACGACTTGCCCGACTACTTCCTAGACTCGCTCAAGTCACAGTAACACCCGTTGCCCC

I————E————————————————————.

KIF5A-202 >
L L L 545 L L 550 L L 555 L L 560 L L . 565 L L
G H Q R K R 1 A E \ L N G L M K D L S E F S \ 1 \ G N G
ENSE00001140437 >
KIF5A-202

AGATTAAGCTGGTGAGTGGTGAGAGACAGCAGCCTTGTTCAGGCTGGGCACTAGTGGAAGACGCAAGATGAGCCATCCAGGCCTT

TCTAATTCGACCACTCACCACTCTCTGTCGTCGGAACAAGTCCGACCCGTGATCACCTTCTGCGTTCTACTCGGTAGGTCCGGAA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L 570 .,
E I K L
ENSE00001140... BRI L >
KIF5A-202

CACAGATACTGAGAAAGGCAGCCAGAGAGCCAGGAAACATGCCTTTGAACTAGACCCAGGAAGACAGGTAGAGGCTTGTATAGAC

GTGTCTATGACTCTTTCCGTCGGTCTCTCGGTCCTTTGTACGGAAACTTGATCTGGGTCCTTCTGTCCATCTCCGAACATATCTG

I

KIF5A-202 >

KIF5A-202

CCAATTGAAAAGATACATTCTAGGTTGGGCGCAGTGGCTCACCGCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCA

GGTTAACTTTTCTATGTAAGATCCAACCCGCGTCACCGAGTGGCGACATTAGGGTCGTGAAACCCTCCGGCTCCGTCCGCCTAGT

I

KIF5A-202 >

KIF5A-202

CTTGAGGTCAGGAGTTCGAGACCTGACCTCGCCAACATGGCGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCGTGG

GAACTCCAGTCCTCAAGCTCTGGACTGGAGCGGTTGTACCGCTTTGGGACAGAGATGATTTTTATGTTTTTAATCGGTCCGCACC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TGATGTGCACCTGTAATTCCAGCTACTCAGGAGACTGAGGCAGGAGAATCGCTTCAACCTGGGAGGTAGAGGTTGCAGTGAACTG

ACTACACGTGGACATTAAGGTCGATGAGTCCTCTGACTCCGTCCTCTTAGCGAAGTTGGACCCTCCATCTCCAACGTCACTTGAC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AGATCACACCACTGCACTCTAGCCTGGGTTATAGAGTGAGACTCTGCCTTAAAAACAAAACAAAACAAAACTAAATTCTAACGGG

TCTAGTGTGGTGACGTGAGATCGGACCCAATATCTCACTCTGAGACGGAATTTTTGTTTTGTTTTGTTTTGATTTAAGATTGCCC

I

KIF5A-202 >

KIF5A-202

26,690

26,775

26,860

26,945

27,030

27,115

27,200



TGCTGAATAAAGAAGCAATGGAGGCCAGGCATGGTGGTTCATGCCTGTAATCCCAACATTTTGGGAGGCTGAGACAGGCGGATCG

ACGACTTATTTCTTCGTTACCTCCGGTCCGTACCACCAAGTACGGACATTAGGGTTGTAAAACCCTCCGACTCTGTCCGCCTAGC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CTTGAGCCCAGGAGTTCACGACCAGCCTGGGTGACATAGTGAAACCCTATCTCTACAAAAAATACAAACGATTAGCTGGGGGTGG

GAACTCGGGTCCTCAAGTGCTGGTCGGACCCACTGTATCACTTTGGGATAGAGATGTTTTTTATGTTTGCTAATCGACCCCCACC

I

KIF5A-202 >

KIF5A-202

TGGCACACACCTATAGTACCAGCTACTTGACAGGCTGAGGTGGGAGAATCACCTGAGTATGGGAGGTTGAGGCTGCAGTGAGACA

ACCGTGTGTGGATATCATGGTCGATGAACTGTCCGACTCCACCCTCTTAGTGGACTCATACCCTCCAACTCCGACGTCACTCTGT

I

KIF5A-202 >

KIF5A-202

TGATTGAGCTACTGCAATCCAGCCTGGGTGACAGAGCCAGACCTTGTCTTAAAAAAAAAAAAAAAGAGGCTGTACATGGTGGCTC

ACTAACTCGATGACGTTAGGTCGGACCCACTGTCTCGGTCTGGAACAGAATTTTTTTTTTTTTTTCTCCGACATGTACCACCGAG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ACGCCTGTAATCCCAGCACTTTGGGAGGACGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGTTCAACATGGA

TGCGGACATTAGGGTCGTGAAACCCTCCTGCTCCGCCCACCTAGTGGACTCCAGTCCTCAAGCTCTGGTCGGACAAGTTGTACCT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GAAACTCCGTGTCTACTAAAAATATAAAATTAGCCGGGTGTGGTGGCTCATGCCTGTAATCCCAGCTACTCACGTGGCTGAGGCA

CTTTGAGGCACAGATGATTTTTATATTTTAATCGGCCCACACCACCGAGTACGGACATTAGGGTCGATGAGTGCACCGACTCCGT

I

KIF5A-202 >

KIF5A-202

GGGGAATCGCTTGAACCTGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCACCATTGCACTCCAGCCTGGGCAACAAGAGTGAAAC

CCCCTTAGCGAACTTGGACCTCCGCCTCCAACGTCACTCGGCTCTAACGTGGTAACGTGAGGTCGGACCCGTTGTTCTCACTTTG

I

KIF5A-202 >

KIF5A-202

27,285

27,370

27,455

27,540

27,625

27,710

27,795



TCCGTCTCAAAAAAAAAAAAAAAAAAATTTGGGAGGCCGAGGCGAGGTCAGGAGATTGAGACCATCCTGGCTAACACAGTGAAAC

AGGCAGAGTTTTTTTTTTTTTTTTTTTAAACCCTCCGGCTCCGCTCCAGTCCTCTAACTCTGGTAGGACCGATTGTGTCACTTTG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCTGTCTCTACTAAAAAAATACAAAAAATTAGCCAGGCATGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAG

GGACAGAGATGATTTTTTTATGTTTTTTAATCGGTCCGTACCACCGCCCGCGGACATCAGGGTCGATGAGTCCTCCGACTCCGTC

I

KIF5A-202 >

KIF5A-202

GAGAATGGCGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCAGAGATGCGGCACTGCACTCCAGCCTGGGTGACAGAGGGAGACTC

CTCTTACCGCACTTGGACCCTCCGCCTCGAACGTCACTCGTCTCTACGCCGTGACGTGAGGTCGGACCCACTGTCTCCCTCTGAG

I

KIF5A-202 >

KIF5A-202

TGTCTCAAAAAAAAAAAAAAAAAGCAGCAGCAACAGAGCAGTGCTTGCAGTAGGAGTTAGAGGTGGGGCATAGGCACAGAGTTCA

ACAGAGTTTTTTTTTTTTTTTTTCGTCGTCGTTGTCTCGTCACGAACGTCATCCTCAATCTCCACCCCGTATCCGTGTCTCAAGT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GAATGAAATATGCAAATCTGTGGATGTGAGAATAATCTGGGTGATCAAGGAGATCAAAAGAAAATCATGTTGCTTTATAAGATTT

CTTACTTTATACGTTTAGACACCTACACTCTTATTAGACCCACTAGTTCCTCTAGTTTTCTTTTAGTACAACGAAATATTCTAAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATTTGTAAGTGGGGGACTGTCAGAATTGGATTTTTTTTTTTTTTTGAGATGGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGT

TAAACATTCACCCCCTGACAGTCTTAACCTAAAAAAAAAAAAAAACTCTACCTCAGAACGAGACAACGGGTCCGACCTCACGTCA

I

KIF5A-202 >

KIF5A-202

GGTGTGATCTCAGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCAATTCTTCTGCTTCAGCCTCCCGAGTAGCTGGGACTACAG

CCACACTAGAGTCGAGTGACGTTGGAGGCGGAGGGTCCAAGTTCGTTAAGAAGACGAAGTCGGAGGGCTCATCGACCCTGATGTC

I

KIF5A-202 >

KIF5A-202

27,880

27,965

28,050

28,135

28,220

28,305

28,390



GCACACACCACCTCTCCTGGCTAATTTTTTATGTTTTTAGTAGAGAGAGGGTTTCACCATATTGGCCAGGCTGGTCTCGAACTCC

CGTGTGTGGTGGAGAGGACCGATTAAAAAATACAAAAATCATCTCTCTCCCAAAGTGGTATAACCGGTCCGACCAGAGCTTGAGG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGACCTCGTAGTCCACCCACCTCGGCCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACCGAGCCCGGCCCAGAATTGGATTTT

ACTGGAGCATCAGGTGGGTGGAGCCGGAGGGTTTCACAACCCTAATGTCCGCACTCGGTGGCTCGGGCCGGGTCTTAACCTAAAA

I

KIF5A-202 >

KIF5A-202

TTTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTCGCCCAGGCTGGAGTCCAGTGGTGTGATCTCGGTTCACTGCAACCTCCGCC

AAAAAAAAAAAAAACTCTACCTCAGAGTGAGACAGCGGGTCCGACCTCAGGTCACCACACTAGAGCCAAGTGACGTTGGAGGCGG

I

KIF5A-202 >

KIF5A-202

TCCTGGGTTCAAGCAATTTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGTGCCATGATGCTTGGCTAATTTTGTAT

AGGACCCAAGTTCGTTAAAGGACGGAGTCGGAGAACTCATCGACCCTAATGTCCGTACACGGTACTACGAACCGATTAAAACATA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

TTTTAGTAGAGACAGGGTTTCACCACCATGTTGGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACCTTGACCTC

AAAATCATCTCTGTCCCAAAGTGGTGGTACAACCAGTCCGACCAGAGCTTGAGGACTGGAGTCCACTAGGTGGGTGGAACTGGAG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCAAAGTGCTGAGATTACAAGGCATGAGCTACTGCGCCCAGCCAGAATTGGATTTTTAAATGCAGGCGGAGGAATTTAATGTGAA

GGTTTCACGACTCTAATGTTCCGTACTCGATGACGCGGGTCGGTCTTAACCTAAAAATTTACGTCCGCCTCCTTAAATTACACTT

I

KIF5A-202 >

KIF5A-202

ATGCCGCTGATAGAGAGCTGCTAAAGGTCGTTTGGAAAATACCCATCCCATTTGAGTCCCTGCGTATGTGGGTGTGTATGGGTAG

TACGGCGACTATCTCTCGACGATTTCCAGCAAACCTTTTATGGGTAGGGTAAACTCAGGGACGCATACACCCACACATACCCATC

I

KIF5A-202 >

KIF5A-202

28,475

28,560

28,645

28,730

28,815

28,900

28,985



GTAGAAGGTGGGAGGGAACAGATAAAGCTTCCCAGCAGCCAAGAAGCATCTCTTCCTCCTTTAATCACCTTAGCCAGTGGAGATC

CATCTTCCACCCTCCCTTGTCTATTTCGAAGGGTCGTCGGTTCTTCGTAGAGAAGGAGGAAATTAGTGGAATCGGTCACCTCTAG

I————E————————————————————.

KIF5A-202 :>

L L 575
P \ E 1

----------------------------------------------------------- ENSE00001108584 [

KIF5A-202

AGTGGGGCCATCGAGGAGGAGTTCACTGTGGCCCGACTCTACATCAGCAAAATCAAATCAGAAGTCAAGTCTGTGGTCAAGCGGT

TCACCCCGGTAGCTCCTCCTCAAGTGACACCGGGCTGAGATGTAGTCGTTTTAGTTTAGTCTTCAGTTCAGACACCAGTTCGCCA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
. . ., 580 ., ., ., ., s8 ., ., ., ., 890 , ., ., ., 595 ., ., ., 600 ., ., .,
S G A I E E E F T \2 A R L Y I S K I K S E \2 K S \2 \2 K R
ENSE00001108584 >
KIF5A-202

GCCGGCAGCTGGAGAACCTCCAGGTGGAGTGTCACCGCAAGATGGAAGTGACCGGGCGGGAGCTCTCATCCTGCCAGCTCCTCAT

CGGCCGTCGACCTCTTGGAGGTCCACCTCACAGTGGCGTTCTACCTTCACTGGCCCGCCCTCGAGAGTAGGACGGTCGAGGAGTA

I

KIF5A-202 :>

605 L L L, 610 L L L, 615 L L L 620 L L L, 625 L L L, 630 L L
C R Q L E N L Q \ E C H R K M E \ T G R E L S S C Q L L
ENSE00001108584

1
. ENseoooitogse4 [

KIF5A-202

CTCTCAGGTGAGTGCCTAAGTTTGAGAACCTTCAGATGCCATGGGAGAAAGAAGGCTACTCTGGGGTTATGGCTAAAACTCCTAA

GAGAGTCCACTCACGGATTCAAACTCTTGGAAGTCTACGGTACCCTCTTTCTTCCGATGAGACCCCAATACCGATTTTGAGGATT

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
635
S Q
ENSEO000. .. I e e e >
KIF5A-202

CACCCACCTTTATGTCAAAGTTCTGGGGTCAAGTGAAATCAAGGACAGAAAAGCTGGGGTGGCAGGGGTGCAGATCAGGGCCAAA

GTGGGTGGAAATACAGTTTCAAGACCCCAGTTCACTTTAGTTCCTGTCTTTTCGACCCCACCGTCCCCACGTCTAGTCCCGGTTT

I

KIF5A-202 :>

KIF5A-202

AAAGTAAAGGCTCAGGGCGGGTACTGCCCCCTGAGCCATGGGAGCTAAAGGAAGAGCCCCATAGGAATGGCCCCCAACCCTGCAC

TTTCATTTCCGAGTCCCGCCCATGACGGGGGACTCGGTACCCTCGATTTCCTTCTCGGGGTATCCTTACCGGGGGTTGGGACGTG

e —wwe; 1>

KIF5A-202 :>

KIF5A-202

CCTCATGGGAAGTGTAGCAGGAGGGAGGGCTGGGAGGAGAGCTGGAGTTGGAGATCTGTGTGGCCTGGGTTTGTGTCCTTTGCTC

GGAGTACCCTTCACATCGTCCTCCCTCCCGACCCTCCTCTCGACCTCAACCTCTAGACACACCGGACCCAAACACAGGAAACGAG

I————E————————————————————.

KIF5A-202 :>

KIF5A-202

29,070

29,155

29,240

29,325

29,410

29,495

29,580



CATCTTCTTCCTCTCACCAACTTTCTCCCACCAGCATGAGGCCAAGATCCGCTCGCTTACGGAATACATGCAGAGCGTGGAGCTA

GTAGAAGAAGGAGAGTGGTTGAAAGAGGGTGGTCGTACTCCGGTTCTAGGCGAGCGAATGCCTTATGTACGTCTCGCACCTCGAT

I————E————————————————————.

KIF5A-202 >

L L L L 640 L L 645 L L
H E A K 1 S L T E Y M Q S \ E L

---------------------------- ENSE00001108582 >

KIF5A-202

els

AAGAAGCGGCACCTGGAAGAGTCCTATGACTCCTTGAGCGATGAGCTGGCCAAGCTCCAGGCCCAGGGTGAGGCCTTCTTATACC

TTCTTCGCCGTGGACCTTCTCAGGATACTGAGGAACTCGCTACTCGACCGGTTCGAGGTCCGGGTCCCACTCCGGAAGAATATGG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L . 655 L L L, 660 L L L, 665 L L L 670 L L L
K K R H L E E S Y D S L S D E L A K L Q A Q
SN = o (O E 3t - —~ — — — — — = = = = = = = =« >
KIF5A-202

TCCATCCCACTGTCCAGGGCAGAAAAGTCAGAAACATCAAAATAAATCACCCCAATAATCACTCACTCAAAGCATTAGCTTGAAA

AGGTAGGGTGACAGGTCCCGTCTTTTCAGTCTTTGTAGTTTTATTTAGTGGGGTTATTAGTGAGTGAGTTTCGTAATCGAACTTT

I

KIF5A-202 >

KIF5A-202

TCATGGATGCCAACTCATATGTTAGCCAAGGTTTTGCATGTAGCTCATTTTACATTAACCATACACCCTTGTTCTCTGTTCCTGC

AGTACCTACGGTTGAGTATACAATCGGTTCCAAAACGTACATCGAGTAAAATGTAATTGGTATGTGGGAACAAGAGACAAGGACG

I

KIF5A-202 >

KIF5A-202

TATATCAAATTGGACAGTCCTAACACAGAAGAACATCCCTGTGGGTCCATTCCCAGCCCTGCCTGGAGTTCTGGTCACAACGTGA

ATATAGTTTAACCTGTCAGGATTGTGTCTTCTTGTAGGGACACCCAGGTAAGGGTCGGGACGGACCTCAAGACCAGTGTTGCACT

e —wwe; 1>

KIF5A-202 >

KIF5A-202

AGTTCTTTCCGAAAGAGGTAGGTTTGATGTCAGCTGTCTTCCCCTCTTTCCCTTAGAAACTGTGCATGAAGTGGCCCTGAAGGAC

TCAAGAAAGGCTTTCTCCATCCAAACTACAGTCGACAGAAGGGGAGAAAGGGAATCTTTGACACGTACTTCACCGGGACTTCCTG

I————E————————————————————.

KIF5A-202 >
675 . . ., 680 ., ., .,
E T V H E V A L K D
--------------------------------------------- ENSE00001108593 >
KIF5A-202

AAGGAGCCTGACACTCAGGATGCAGATGAAGTGAAGGTGAGTAAGGAAGGTGTCAGGGACAATTGGGGCCTGGTGTGGTGAAAGC

TTCCTCGGACTGTGAGTCCTACGTCTACTTCACTTCCACTCATTCCTTCCACAGTCCCTGTTAACCCCGGACCACACCACTTTCG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
685 ., . ., ., 690 ., ., ., ., 695
K E P D T Q D A D E \2 K
ENSEO0001108593 | ES ey e >

KIF5A-202

29,665

29,750

29,835

29,920

30,005

30,090

30,175



TGTGCTGGCCCTCACAGAGCTTGTTGCTGGGAGTCTGGCCTTTGAGCTTGGGGTGGGGTTGTTTGCAGAAGGCTCTGGAGCTGCA

ACACGACCGGGAGTGTCTCGAACAACGACCCTCAGACCGGAAACTCGAACCCCACCCCAACAAACGTCTTCCGAGACCTCGACGT

I————E————————————————————.

KIF5A-202 :>

, , L 700 .
K A L E L Q

------------------------------------------------------- ENSE00001108592 >

KIF5A-202

GATGGAGAGTCACCGGGAGGCCCATCACCGGCAGCTGGCCCGGCTCCGGGACGAGATCAACGAGAAGCAGAAGACCATTGATGAG

CTACCTCTCAGTGGCCCTCCGGGTAGTGGCCGTCGACCGGGCCGAGGCCCTGCTCTAGTTGCTCTTCGTCTTCTGGTAACTACTC

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L. 705 710 7S5 720, ., 725 ., ., ., 730
M E S H R E A H H R Q L A R L R D E I N E K Q K T I D E
ENSE00001108592 >
KIF5A-202

CTCAAAGAGTAAGGGTTCCCAAGGGCGACTCCAGCCCCTCCCGGGTCCTGTCACCTTGCTGTATTGACTCACATGTCCCCTCTGG

GAGTTTCTCATTCCCAAGGGTTCCCGCTGAGGTCGGGGAGGGCCCAGGACAGTGGAACGACATAACTGAGTGTACAGGGGAGACC

I

KIF5A-202 >
RN R E—
L K D
ENSE0000. .. Sl e e e >
KIF5A-202

GTCTGATTCTTTAACATCCATGTGTCATTCCCTCAACAATGCCACAACTTCGTAGCCCCACCTCAGGAGACACATGGAATAACGA

CAGACTAAGAAATTGTAGGTACACAGTAAGGGAGTTGTTACGGTGTTGAAGCATCGGGGTGGAGTCCTCTGTGTACCTTATTGCT

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 :>

KIF5A-202

CTAGTCCCTATCCTTGAGGGTCCCAGGATTAGAGAGGTCAGGGTTCCTGGCTCTGTCATGGAAACAGTGGCCTGAGTCTGCCTCT

GATCAGGGATAGGAACTCCCAGGGTCCTAATCTCTCCAGTCCCAAGGACCGAGACAGTACCTTTGTCACCGGACTCAGACGGAGA

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 :>

KIF5A-202

GGTATCTGAAGGTGGACACATCAATTCTAACTGGACTCACTCGTTCAAAAAGGAAGAAGTTTGAAGAGCTGGCCTTCCCTTCCCC

CCATAGACTTCCACCTGTGTAGTTAAGATTGACCTGAGTGAGCAAGTTTTTCCTTCTTCAAACTTCTCGACCGGAAGGGAAGGGG

I

KIF5A-202 :>

KIF5A-202

CTCATTAACATCTTTCTCCCCCATCTCCATTACCTTCTGATGCTCTGTAGCCTAAATCAGAAGCTCCAGTTAGAGCTAGAGAAGC

GAGTAATTGTAGAAAGAGGGGGTAGAGGTAATGGAAGACTACGAGACATCGGATTTAGTCTTCGAGGTCAATCTCGATCTCTTCG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
L0735 ., 740
L N Q K L Q L E L E K
......................................... ENSE00001108590 >

KIF5A-202

30,260

30,345

30,430

30,515

30,600

30,685

30,770



TTCAGGCTGACTACGAGAAGCTGAAGAGCGAAGAACACGAGAAGAGCACCAAGCTGCAGGAGCTGACGTGAGTGGCATGGATTTA

AAGTCCGACTGATGCTCTTCGACTTCTCGCTTCTTGTGCTCTTCTCGTGGTTCGACGTCCTCGACTGCACTCACCGTACCTAAAT

I————E————————————————————.

KIF5A-202 >
745 L L 750 L L 755 L L 760 L L L 765 L
L Q A D Y E K L K S E E H E K S T K L Q E L T
(=N ST =000 L0l B A 0133 L — — = = = = = = = = = = = =« >
KIF5A-202

CCTGTAAAACTACAGCCTTGTAGGCTCAGAACTGTGAACTCAGACACGCTTGCAGAGGCAGGACACACATGCAGACATGATAGGG

GGACATTTTGATGTCGGAACATCCGAGTCTTGACACTTGAGTCTGTGCGAACGTCTCCGTCCTGTGTGTACGTCTGTACTATCCC

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >

KIF5A-202

TGACTCATGGGAAAAATATGATGGGGTAGGGACGGGACCAAAAGGACACTCTCAGCAAAGACTGCCGTTGAGTATTCACCAGTAT

ACTGAGTACCCTTTTTATACTACCCCATCCCTGCCCTGGTTTTCCTGTGAGAGTCGTTTCTGACGGCAACTCATAAGTGGTCATA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >

KIF5A-202

GGAAGGAGGTTTACGTGTTCTATTCAGTGTAAAAACAGGTTACAAAACCATATGCATGGTATGATCCCATAAAAATGTATACATG

CCTTCCTCCAAATGCACAAGATAAGTCACATTTTTGTCCAATGTTTTGGTATACGTACCATACTAGGGTATTTTTACATATGTAC

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 >

KIF5A-202

GATATGTAGGCATAGAAAAAAGTCTAGAAAGGTGGACACCAGAAGGTTAATGTTGGTTTGATCTGTAAATAGTAGAATCATAGGC

CTATACATCCGTATCTTTTTTCAGATCTTTCCACCTGTGGTCTTCCAATTACAACCAAACTAGACATTTATCATCTTAGTATCCG

I

KIF5A-202 >

KIF5A-202

TTTTTATAAAAACTCACCTTATGTCTCTCTTTAAAATTCTTTTCTAATTTTTGCACAGTAAACATGAGTAACTTGTGTAATAAAT

AAAAATATTTTTGAGTGGAATACAGAGAGAAATTTTAAGAAAAGATTAAAAACGTGTCATTTGTACTCATTGAACACATTATTTA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >

KIF5A-202

AATAATAGGCTGGGTGCGATGGCTTACACCTATAATCTCAGCACTTTGGGAGGCCAAAGCAGGTGGACTGCTTGAGCTCAGTAGT

TTATTATCCGACCCACGCTACCGAATGTGGATATTAGAGTCGTGAAACCCTCCGGTTTCGTCCACCTGACGAACTCGAGTCATCA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >

KIF5A-202

30,855

30,940

31,025

31,110

31,195

31,280

31,365



TCGAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGGCATACGTCTGTGG

AGCTCTGGTCGGACCCGTTGTACCGTTTTGGGACAGAGATGATTTTTATGTTTTTAATCGACCCGTACCACCGTATGCAGACACC

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCCCAGATGCTTGGGAGGCTGAGGTGGGAAGGATCCCTTGAGCCCAGGAGGTTGAGGCTGCAGTGAGCCCTGATTGTGCCACTGT

AGGGTCTACGAACCCTCCGACTCCACCCTTCCTAGGGAACTCGGGTCCTCCAACTCCGACGTCACTCGGGACTAACACGGTGACA

I

KIF5A-202 >

KIF5A-202

ACTCTATCTAGCCTAGGTAACAGAATGAGACCCTGTTTCACAAAATAACAATAATAGTAATACTTAAATGGAGATAAAAGTAATA

TGAGATAGATCGGATCCATTGTCTTACTCTGGGACAAAGTGTTTTATTGTTATTATCATTATGAATTTACCTCTATTTTCATTAT

I

KIF5A-202 >

KIF5A-202

GAGGAAGAGGCAGGAGGAAGGAGAGTCCTGAGGGATCTTTCCATTTCCCTTATTTCTCTTGCTACAGATTTCTGTACGAGCGACA

CTCCTTCTCCGTCCTCCTTCCTCTCAGGACTCCCTAGAAAGGTAAAGGGAATAAAGAGAACGATGTCTAAAGACATGCTCGCTGT

e —wwe; 1>

KIF5A-202 >

L L 770, L L
F L Y E R H

------------------------------------------------------ ENSE00001108597 >

KIF5A-202

TGAGCAGTCCAAGCAGGACCTCAAGGGTCTGGAGGAGACAGTTGTGAGTGGTTCCCTTCTGTGCCAAATTCACAGGACTGGGGAG

ACTCGTCAGGTTCGTCCTGGAGTTCCCAGACCTCCTCTGTCAACACTCACCAAGGGAAGACACGGTTTAAGTGTCCTGACCCCTC

I

KIF5A-202 >
L 775 L L L 780 L L . 785 L
E Q S K Q D L K G L E E T \
ENSE00001108597 BRI e R il >
KIF5A-202

TGGGGAGGCTTCATTTCTTCCTAACCCTATTCCTCCTGCCCTTTTGCAGCCATTCTGTAGCGTAATCAAGACACATTTTTTCCTA

ACCCCTCCGAAGTAAAGAAGGATTGGGATAAGGAGGACGGGAAAACGTCGGTAAGACATCGCATTAGTTCTGTGTAAAAAAGGAT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

AAGGATAAGTGACTCACTTGATTATAGAGACTGGAGGTACCTATAATTCTGGAGGAATAGGACAGACCTGGTATCTGGCTATTCC

TTCCTATTCACTGAGTGAACTAATATCTCTGACCTCCATGGATATTAAGACCTCCTTATCCTGTCTGGACCATAGACCGATAAGG

I

KIF5A-202 >

KIF5A-202

31,450

31,535

31,620

31,705

31,790

31,875

31,960



CAATTTTTCATCATTCTTTCCAGGCCCGGGAACTCCAGACCCTCCACAACCTTCGCAAGCTGTTCGTTCAAGACGTCACGACTCG

GTTAAAAAGTAGTAAGAAAGGTCCGGGCCCTTGAGGTCTGGGAGGTGTTGGAAGCGTTCGACAAGCAAGTTCTGCAGTGCTGAGC

I————E————————————————————.

KIF5A-202 >

. L 790 . . L 795 . . . 800 . . . 805 . .

A R E L Q T L H N L R K L F V Q D V T T R

................... ENSE00001108600 >
KIF5A-202

AGTCAAGAAAGTGAGTGCTGTCCTTGGGGTTTTGTCAGCCCCCACATCCTCCTCCTATCCTTAGGTTTCTCCTGCCCCTGTTGCC

TCAGTTCTTTCACTCACGACAGGAACCCCAAAACAGTCGGGGGTGTAGGAGGAGGATAGGAATCCAAAGAGGACGGGGACAACGG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
, 810
\ K K
ENSE0000110... B L L >
KIF5A-202

CCTATGGGGCTGGCTTGGCCTGGTCTTGGTGGGACCTGTTTGGCCTCAGGACAGCCACGTCTTTCCTTCTATCTGTTCTCAGAGT

GGATACCCCGACCGAACCGGACCAGAACCACCCTGGACAAACCGGAGTCCTGTCGGTGCAGAAAGGAAGATAGACAAGAGTCTCA

I

KIF5A-202 :>

KIF5A-202

GCAGAAATGGAGCCCGAAGACAGTGGGGGGATTCACTCCCAAAAGCAGAAGATTTCCTTTCTTGAGAACAACCTGGAACAGCTTA

CGTCTTTACCTCGGGCTTCTGTCACCCCCCTAAGTGAGGGTTTTCGTCTTCTAAAGGAAAGAACTCTTGTTGGACCTTGTCGAAT

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >
. . 815 ., ., ., ., 80 ., ., ., ., 85 ., ., ., ., 80 ., ., ., ., 85 , ., ., ., 840
A E M E P E D S G G I H S Q K Q K I S F L E N N L E Q L
ENSE00001108599 >
KIF5A-202

CAAAGGTTCACAAACAGGTAAGAGTCTGCTGAAGGAGTGAAGAGAATTTTTGAGGCCGGGTAGCTAGCATACCAAATCCTCAGAG

GTTTCCAAGTGTTTGTCCATTCTCAGACGACTTCCTCACTTCTCTTAAAAACTCCGGCCCATCGATCGTATGGTTTAGGAGTCTC

I

KIF5A-202 >
! L L L 845 L
T K V. H K Q
ENSE00001108599 R e e e e e >
KIF5A-202

GCCCCTTGGATTCAGGAAAATCTAGTTGCATGTTTTCCTTACTGTTCGCTTTTACTTTCCCTACTAATCCCTTCTTTATACCATA

CGGGGAACCTAAGTCCTTTTAGATCAACGTACAAAAGGAATGACAAGCGAAAATGAAAGGGATGATTAGGGAAGAAATATGGTAT

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 :>

KIF5A-202

TTTGGTCCACTTGTACCTTGTTCTTTGTTTCATGCCTGTATTCCCTTCTCAAAGTTTCTAACCCACCTCTGCTCAAAGTGGAATT

AAACCAGGTGAACATGGAACAAGAAACAAAGTACGGACATAAGGGAAGAGTTTCAAAGATTGGGTGGAGACGAGTTTCACCTTAA

I

KIF5A-202 :>

KIF5A-202

32,045

32,130

32,215

32,300

32,385

32,470

32,555



CCCCAGGCCTACCTTGGAGGGAGAGGTTGAAACTAACAGAGGCATGGGCTGTAACTATACAGGAGGGAGACTGGTCAGACGTTAC

GGGGTCCGGATGGAACCTCCCTCTCCAACTTTGATTGTCTCCGTACCCGACATTGATATGTCCTCCCTCTGACCAGTCTGCAATG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCAGAGATGGAAGGCAGGGAGATGAGAAGAAGCAAGGGAGTTGGGCTTCTTTCGTGGAGAGAACTCCATCTGTCTAGGTCTGTGG

GGTCTCTACCTTCCGTCCCTCTACTCTTCTTCGTTCCCTCAACCCGAAGAAAGCACCTCTCTTGAGGTAGACAGATCCAGACACC

I

KIF5A-202 >

KIF5A-202

CAGGCATGCAGGGACATTAAATGATGTCCCTGGCTAGGCACAGTGGTGCATGCCTGTAGTCCCAGCGCTTCAGGAAGCCGAGGCG

GTCCGTACGTCCCTGTAATTTACTACAGGGACCGATCCGTGTCACCACGTACGGACATCAGGGTCGCGAAGTCCTTCGGCTCCGC

I

KIF5A-202 >

KIF5A-202

GGCGGATCACTTGAGCACAGGAGTTCAAGACCAGCCTAAGCAACATGGCGAAACCCCATCTCTACAAAAAATACAAAAATTAGCC

CCGCCTAGTGAACTCGTGTCCTCAAGTTCTGGTCGGATTCGTTGTACCGCTTTGGGGTAGAGATGTTTTTTATGTTTTTAATCGG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GGATGTGGTGGCACACACCCATAGTCCCAGCTACTTGGGAGGCTGAGGTAGGGCAATTGCTTGAGCGCAGGAAGTAGAGGCTGCA

CCTACACCACCGTGTGTGGGTATCAGGGTCGATGAACCCTCCGACTCCATCCCGTTAACGAACTCGCGTCCTTCATCTCCGACGT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

GTGAGCTGTGATCATGCCACTGCACTCCAGCCTAGGTGACAGAGTGAGACCCTGTTTCAATTAAAAAAAAATGATGTCCCTAAGA

CACTCGACACTAGTACGGTGACGTGAGGTCGGATCCACTGTCTCACTCTGGGACAAAGTTAATTTTTTTTTACTACAGGGATTCT

I

KIF5A-202 >

KIF5A-202

TGGCCCAACCAGCCCCTGGTTGGGGCCCCAGTCAAAACTCCTGTGTATTAAGTTGCTGCCTCTCTGTCCCCCTCCTTGCTGTTGC

ACCGGGTTGGTCGGGGACCAACCCCGGGGTCAGTTTTGAGGACACATAATTCAACGACGGAGAGACAGGGGGAGGAACGACAACG

I

KIF5A-202 >

KIF5A-202

32,640

32,725

32,810

32,895

32,980

33,065

33,150



GGTTCTTTAGGTGGATGACTGGGTTTCAAAGGTATGGGCTGGGGATGCAGAAGGGCAGTCCAAAGGAGTCAGGACAGGAAATGTT

CCAAGAAATCCACCTACTGACCCAAAGTTTCCATACCCGACCCCTACGTCTTCCCGTCAGGTTTCCTCAGTCCTGTCCTTTACAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGGTGCATGCTGGGTAGGGGCACTCTCACTAGCACTAAATATCTGAGCCTTGAAGACAGGCTCGGCAGGCTGTCAACTGGTCCTT

ACCACGTACGACCCATCCCCGTGAGAGTGATCGTGATTTATAGACTCGGAACTTCTGTCCGAGCCGTCCGACAGTTGACCAGGAA

I

KIF5A-202 >

KIF5A-202

TTAACTAATTCATAAAATAAACCCTAACCTATACTTCATTCCTTTCCTTTCAAATCTACCTTAAGATTCCATTTAAACTTACATT

AATTGATTAAGTATTTTATTTGGGATTGGATATGAAGTAAGGAAAGGAAAGTTTAGATGGAATTCTAAGGTAAATTTGAATGTAA

I

KIF5A-202 >

KIF5A-202

CTCACTAGCCTAGCACTTAAACTTCTTTTCCTCCCAGTATAATGCCCAGCTTATATAGTAAATATTCAGTACTTTTTTTTTTCTT

GAGTGATCGGATCGTGAATTTGAAGAAAAGGAGGGTCATATTACGGGTCGAATATATCATTTATAAGTCATGAAAAAAAAAAGAA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

AATGAATCCTAAACCTGTGCCCAGTGATAATGTACAGAGTTTATTTATCTTATTTAGGCCTGCAGAGGGCTTTGCTACGATTTTA

TTACTTAGGATTTGGACACGGGTCACTATTACATGTCTCAAATAAATAGAATAAATCCGGACGTCTCCCGAAACGATGCTAAAAT

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTTCCTTTATTATGAAACTGAGTAACAAAATTATAGAAAAGTTGAAAGGCAGATAGGAAACATTTGAAATCAATTCTGCCATTCG

AAAGGAAATAATACTTTGACTCATTGTTTTAATATCTTTTCAACTTTCCGTCTATCCTTTGTAAACTTTAGTTAAGACGGTAAGC

I

KIF5A-202 >

KIF5A-202

ATTTTCATTCCCGCATTCACTTTCCCTCTCTGTCCAAATCCATATTATGTTGCTTAGAACACACACACACATGTGTGTGCTACTC

TAAAAGTAAGGGCGTAAGTGAAAGGGAGAGACAGGTTTAGGTATAATACAACGAATCTTGTGTGTGTGTGTACACACACGATGAG

I

KIF5A-202 >

KIF5A-202

33,235

33,320

33,405

33,490

33,575

33,660

33,745



TGGGCCTCTCTGCCTATGGGAAAGCCCTGCTCTATGGAGCAAGCCCCAGAAAAATTTCCATGAAAAAACACAACCACACACTGTT

ACCCGGAGAGACGGATACCCTTTCGGGACGAGATACCTCGTTCGGGGTCTTTTTAAAGGTACTTTTTTGTGTTGGTGTGTGACAA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TCCTTTATCGTCACTGAAGCCTCTGCCTCTGTTCAAAGTCCCAAAAAAACAAAAATGACTCACCTATAGGATAAATAGAGGACTC

AGGAAATAGCAGTGACTTCGGAGACGGAGACAAGTTTCAGGGTTTTTTTGTTTTTACTGAGTGGATATCCTATTTATCTCCTGAG

I

KIF5A-202 >

KIF5A-202

ACTACAATTTCCTACCTCAGCAGACACAAGAGTAAAAAGGAAAAGGAGATAAAAACTTCTCAGTTAAGAGAATCTTAACAGCCAG

TGATGTTAAAGGATGGAGTCGTCTGTGTTCTCATTTTTCCTTTTCCTCTATTTTTGAAGAGTCAATTCTCTTAGAATTGTCGGTC

I

KIF5A-202 >

KIF5A-202

GACTATAGCCCTATATCAATTAAGCTAAAGTATTGTCACAGCAAAACATTGCTTATACTCCATAAATTGTCCAAATGGAAACTGC

CTGATATCGGGATATAGTTAATTCGATTTCATAACAGTGTCGTTTTGTAACGAATATGAGGTATTTAACAGGTTTACCTTTGACG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ATGGAAGGGTTTCTAGCTTGTCCCCTTGAGCCCCCAGTGTTCCCCGCTATGCTGATTTACCCGCTGTCTTCCAAGGCCCTGCTCC

TACCTTCCCAAAGATCGAACAGGGGAACTCGGGGGTCACAAGGGGCGATACGACTAAATGGGCGACAGAAGGTTCCGGGACGAGG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TTTTGCAACCTATAGTGCCCCCAGTCATTGTGTGGAACCTGTAAAAAGATCAGGAAGTCTTTTCGGGCTGCAGGGTGGTTGCTCC

AAAACGTTGGATATCACGGGGGTCAGTAACACACCTTGGACATTTTTCTAGTCCTTCAGAAAAGCCCGACGTCCCACCAACGAGG

I

KIF5A-202 >

KIF5A-202

CATGCTCTAGCTTAATTTCACTGGGGGAGGGATAACCCAGGAAGTCCTTGAATGTGAAGGTAATGAGTGCAAATGTTTGTGAGAC

GTACGAGATCGAATTAAAGTGACCCCCTCCCTATTGGGTCCTTCAGGAACTTACACTTCCATTACTCACGTTTACAAACACTCTG

I

KIF5A-202 >

KIF5A-202

33,830

33,915

34,000

34,085

34,170

34,255

34,340



CTCAAACATTTTCTTTCCTTCCTACGGGGCGGGCTCTGCCTGTCTATATGTGTATGTCAGGGGCTCCTGAATTCCAGCTTCTGCT

GAGTTTGTAAAAGAAAGGAAGGATGCCCCGCCCGAGACGGACAGATATACACATACAGTCCCCGAGGACTTAAGGTCGAAGACGA

I————E————————————————————.

KIF5A-202 >

KIF5A-202

CCTGCTCTGCACTGCACCTGCCATGCACAGATTCTCCTCAATGCCACAGCCACCAAACTGCTACTGTGCCCTTGCTGCCCCACCC

GGACGAGACGTGACGTGGACGGTACGTGTCTAAGAGGAGTTACGGTGTCGGTGGTTTGACGATGACACGGGAACGACGGGGTGGG

I

KIF5A-202 >

KIF5A-202

TTTGCATGCCCACAAAGCCCTCTCTGGGGAAGCGGGTCCCTCATCCCCATGGCCGCCCTGGGGCTATTGATCTGGCACATGCTGG

AAACGTACGGGTGTTTCGGGAGAGACCCCTTCGCCCAGGGAGTAGGGGTACCGGCGGGACCCCGATAACTAGACCGTGTACGACC

I

KIF5A-202 >

KIF5A-202

GAGATGTGGGGGAAACCAGATGGAGACAGGACAAGGCGCTCTCACAAGAGTTCTGGGCTGCAGTGGAGATGGCAGGTTTTACTGC

CTCTACACCCCCTTTGGTCTACCTCTGTCCTGTTCCGCGAGAGTGTTCTCAAGACCCGACGTCACCTCTACCGTCCAAAATGACG

e —wwe; 1>

KIF5A-202 >

KIF5A-202

CTAGAAAATTATATAACTTTTAAATGCCTGACCACCCACCCTTCGCTCTGGGAGAAGGAATGAGCTGGACAGAACAGTCCATTAC

GATCTTTTAATATATTGAAAATTTACGGACTGGTGGGTGGGAAGCGAGACCCTCTTCCTTACTCGACCTGTCTTGTCAGGTAATG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATAAAGGCAATGAGGCCTTTTGAGGAAATGACATGGTCTCCATCTTCTCTGACTCCTGATTTTTCTTTATTCTCTCTCCTCACCC

TATTTCCGTTACTCCGGAAAACTCCTTTACTGTACCAGAGGTAGAAGAGACTGAGGACTAAAAAGAAATAAGAGAGAGGAGTGGG

I

KIF5A-202 >

KIF5A-202

CTGTCCCCTACGCTCCTCTGGGTGACCGTCTTGGGTCACTTGCCTTCCTTTCCACTTCTTCCCTTTGGCTTGCCCCATAGCTGGT

GACAGGGGATGCGAGGAGACCCACTGGCAGAACCCAGTGAACGGAAGGAAAGGTGAAGAAGGGAAACCGAACGGGGTATCGACCA

I

KIF5A-202 >

KIF5A-202

34,425

34,510

34,595

34,680

34,765

34,850

34,935



ACGTGACAATGCAGATCTGCGTTGTGAGCTTCCTAAATTGGAAAAACGACTTAGGGCTACGGCTGAGAGAGTTAAGGCCCTGGAG

TGCACTGTTACGTCTAGACGCAACACTCGAAGGATTTAACCTTTTTGCTGAATCCCGATGCCGACTCTCTCAATTCCGGGACCTC

I————E————————————————————.

KIF5A-202 >
850 L L . 855 L L . 860 L L . 865 L L . 870 L L . 875
R D N A D L R C E L P K L E K R L R A T A E R \ K A L E
ENSE00001108598 >
KIF5A-202

GGTGCACTGAAGGAGGCCAAGGAGGGCGCCATGAAGGACAAGCGCCGGTACCAGCAGGAGGTGGACCGCATCAAGGAGGCCGTTC

CCACGTGACTTCCTCCGGTTCCTCCCGCGGTACTTCCTGTTCGCGGCCATGGTCGTCCTCCACCTGGCGTAGTTCCTCCGGCAAG

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >
. . ., 880 ., ., ., ., 85 , ., ., ., 80 , ., ., ., 85 , ., ., ., 900 ., ., .,
G A L K E A K E G A M K D K R R Y Q Q E \2 D R I K E A \2
ENSE00001108598 >
KIF5A-202

GCTACAAGAGCTCGGGCAAACGGGGCCATTCTGCCCAGATTGGTGAGTAGGTGTTAGCAGGCAAGGTGGGAGTATCTCCTGAAGC

CGATGTTCTCGAGCCCGTTTGCCCCGGTAAGACGGGTCTAACCACTCATCCACAATCGTCCGTTCCACCCTCATAGAGGACTTCG

I

KIF5A-202 >
905 L L . 910 L L L 915 L L
R Y K S S G K R G H S A Q 1
ENSE00001108598 BRI R I e >
KIF5A-202

AAATTTAGCAAATTGCTAATTGCCAAGCAACTAGATTATTGCTTCTTACCTACCCCTAGCCTCATCCCACTTCCCCCCAAAAAGT

TTTAAATCGTTTAACGATTAACGGTTCGTTGATCTAATAACGAAGAATGGATGGGGATCGGAGTAGGGTGAAGGGGGGTTTTTCA

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >

KIF5A-202

AAAAAAGTGATTATGTTACAAGCAACTCAGTTCAACCCCAGCTAAATGACCTCAGGGACCAGGGCAAATGCAGGGTCATAGCCTC

TTTTTTCACTAATACAATGTTCGTTGAGTCAAGTTGGGGTCGATTTACTGGAGTCCCTGGTCCCGTTTACGTCCCAGTATCGGAG

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 >

KIF5A-202

CTCATGGTTGTTTTCTTTCTTTATTGCAGCCAAACCCGTCCGGCCTGGCCACTACCCAGCATCCTCACCCACCAACCCCTATGGC

GAGTACCAACAAAAGAAAGAAATAACGTCGGTTTGGGCAGGCCGGACCGGTGATGGGTCGTAGGAGTGGGTGGTTGGGGATACCG

I

KIF5A-202 >
L 920, ., ., ., 95 ., ., ., ., 930 ., ., ., ., 93 .,
A K P \ R P G H Y P A S S P T N P Y G
------------------------ ENSE00001108603 >
KIF5A-202

ACCCGGAGCCCTGAGTGCATCAGTTACACCAACAGCCTCTTCCAGAACTACCAGAATCTCTACCTGCAGGCCACACCCAGCTCCA

TGGGCCTCGGGACTCACGTAGTCAATGTGGTTGTCGGAGAAGGTCTTGATGGTCTTAGAGATGGACGTCCGGTGTGGGTCGAGGT

I————E————————————————————.

KIF5A-202 >

L 940 L L L 945 L L . 950 L L . 955 L L 960 L L 965

T R S P E C 1 S Y T N S L F Q N Y Q N L Y L Q A T P S S
ENSE00001108603 >

KIF5A-202

35,020

35,105

35,190

35,275

35,360

35,445

35,530



CCTCAGATATGTAGTGAGTGACCACACGTGTGGGTTGGAGTCCCACCCAAAGCTCCCTGGACCCTAGAAGGCATAGGGTGGGGGC

GGAGTCTATACATCACTCACTGGTGTGCACACCCAACCTCAGGGTGGGTTTCGAGGGACCTGGGATCTTCCGTATCCCACCCCCG

I————E————————————————————.

KIF5A-202 >
L. 970
T S D M Y
ENSE00001108603 |l L L T e T >
KIF5A-202

AGTTATTGGTTGTGGCTTAATTATTTTCCTAAACCCTTTCTCAACTTCATGCCTATGATTAGAAGGTAGGTGTCTGCCCTCCCAG

TCAATAACCAACACCGAATTAATAAAAGGATTTGGGAAAGAGTTGAAGTACGGATACTAATCTTCCATCCACAGACGGGAGGGTC

INSSSSS————S—S—S———-—————————————————

KIF5A-202 :>

KIF5A-202

CCTGTGGCCATGTTTGTTTTCCTCTGCTCTCTGGGGATGGGGAGGGCTGAGCAGCTCTATCACTGAGGATGAGTGTGGATTAGTG

GGACACCGGTACAAACAAAAGGAGACGAGAGACCCCTACCCCTCCCGACTCGTCGAGATAGTGACTCCTACTCACACCTAATCAC

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 :>

KIF5A-202

GTCCTCAGACTAGTGGAGGGTGGGTGTCAGAGGCTGCCTCTTTCCTCTGCTCCATCCAGCTTTGCAAACTCCTGTACCAGCAGTG

CAGGAGTCTGATCACCTCCCACCCACAGTCTCCGACGGAGAAAGGAGACGAGGTAGGTCGAAACGTTTGAGGACATGGTCGTCAC

IESE—————————————————————————————————————————————————————_—_——_—_——. >

KIF5A-202 :>

L L L L 975 L L
F A N S C T S S

------------------------------------------------ ENSE00001108595 >

KIF5A-202

GAGCCACATCTTCTGGCGGCCCCTTGGCTTCCTACCAGAAGGCCAACATGGACAATGGTGAGTGAAAAAGATGGGTAATCCCACC

CTCGGTGTAGAAGACCGCCGGGGAACCGAAGGATGGTCTTCCGGTTGTACCTGTTACCACTCACTTTTTCTACCCATTAGGGTGG

e —wwe; 1>

KIF5A-202 >
L 980 ., ., ., ., 985 ., ., ., ., 990 , ., ., ., 995 , |
G A T S S G G P L A S Y Q K A N M D N
ENSE00001108595 SR el >
KIF5A-202

TTTGGGGTCCTCAGGGCAAGTTGAGAGGCATAAAAGTAAGTGACCTTAGTGTACAAAAAACACTGACTGAACCTTTCTGGTGTGC

AAACCCCAGGAGTCCCGTTCAACTCTCCGTATTTTCATTCACTGGAATCACATGTTTTTTGTGACTGACTTGGAAAGACCACACG

I

KIF5A-202 :>

KIF5A-202

CAAGGCTTCAAATAAAAAAAAAAATACATATAGCCAGGTGTGGTGGCATGCACCTGTAGTCCTAGCTACTTGGGAGGTTGAGATA

GTTCCGAAGTTTATTTTTTTTTTTATGTATATCGGTCCACACCACCGTACGTGGACATCAGGATCGATGAACCCTCCAACTCTAT

INSSSSS————S—S—S———-—————————————————

KIF5A-202 :>

KIF5A-202

35,615

35,700

35,785

35,870

35,955

36,040

36,125



GGAGGATTGCTTGAGCTCAGGAGCTTAAGGCTGAAGTGCACTGTGAATACACCTGTGAATAGCCACTGCACTCAGCCTGGGCAGC

CCTCCTAACGAACTCGAGTCCTCGAATTCCGACTTCACGTGACACTTATGTGGACACTTATCGGTGACGTGAGTCGGACCCGTCG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATAGTAAAGCCCCATCTCTAAAATAATAATAATAACACATATGAAGAAAAAAGTGACCCTGTACCTACAGCCTGAGCACTGCCCA

TATCATTTCGGGGTAGAGATTTTATTATTATTATTGTGTATACTTCTTTTTTCACTGGGACATGGATGTCGGACTCGTGACGGGT

I

KIF5A-202 >

KIF5A-202

GCCCTTTAGGTCTCAGGCTGCCTGGGAGTGGATTCCTCCTATTACCACGCCAATCCCAGCCCTTGCCTTCCAGTTCCCTTTTCCT

CGGGAAATCCAGAGTCCGACGGACCCTCACCTAAGGAGGATAATGGTGCGGTTAGGGTCGGGAACGGAAGGTCAAGGGAAAAGGA

I

KIF5A-202 >

KIF5A-202

CTCCTTGGTGAGGGGCTGCAGAAACTTTTTCTCGAACAAAATAATGATGTAGCTTGGGATAACTAAGGAGAAAGTGTCACAGCTT

GAGGAACCACTCCCCGACGTCTTTGAAAAAGAGCTTGTTTTATTACTACATCGAACCCTATTGATTCCTCTTTCACAGTGTCGAA

e —wwe; 1>

KIF5A-202 >

KIF5A-202

ATCTTTTTCTCTAAGGGATTAAGATGGGAGAGGGTTTGCGCAAACTGTTTCTAACACCCAATCTCCTTTTTTCTTCTTCTAATCC

TAGAAAAAGAGATTCCCTAATTCTACCCTCTCCCAAACGCGTTTGACAAAGATTGTGGGTTAGAGGAAAAAAGAAGAAGATTAGG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

TGTGTTCTCAATGATGATCTCTTCAGGAAATGCCACAGATATCAATGACAATAGGTACAACAGTCCCCACTACCCCTGGGTTCTC

ACACAAGAGTTACTACTAGAGAAGTCCTTTACGGTGTCTATAGTTACTGTTATCCATGTTGTCAGGGGTGATGGGGACCCAAGAG

I

KIF5A-202 >
L . 1000 ., ., ., ., 1005 ,
G N A T D 1 N D N R
--------------------- ENSE00001108591 R e
KIF5A-202

TGGGTGGGACCAGAAGAAATGATTAAATTTCCCTTGTGCCCCACTTGGAGGTTCCTGGAGCCTTTGGGGAAGGGGGAGGGAGTGA

ACCCACCCTGGTCTTCTTTACTAATTTAAAGGGAACACGGGGTGAACCTCCAAGGACCTCGGAAACCCCTTCCCCCTCCCTCACT

IESS—_—S—CS—SSSSSSS———————— >

KIF5A-202 >

KIF5A-202

36,210

36,295

36,380

36,465

36,550

36,635

36,720



GACTCATTCTTTTCATCACTGTGTTGTCCAGGAGATCCAGTCATTCCCCTGCCTCAGTGCAGAATATCTCCCCTCCTCCAATCCC

CTGAGTAAGAAAAGTAGTGACACAACAGGTCCTCTAGGTCAGTAAGGGGACGGAGTCACGTCTTATAGAGGGGAGGAGGTTAGGG

I————E————————————————————.

KIF5A-202 >

KIF5A-202

ATCTGTGGCTTCTCCCTATTCCAGTGATAAGGTCTGGACGAAAACAACGTGGGCATCTGACGACTGGGTTTCTCTCCTACCTTTG

TAGACACCGAAGAGGGATAAGGTCACTATTCCAGACCTGCTTTTGTTGCACCCGTAGACTGCTGACCCAAAGAGAGGATGGAAAC

I

KIF5A-202 >

KIF5A-202

GAAGCCTTGTGACATTGGACAAGTCATTTACATCCCTCTGGCCTTGAGTTTCCCTGTATTCCTGTAAAACACAAATAGTCCCTGC

CTTCGGAACACTGTAACCTGTTCAGTAAATGTAGGGAGACCGGAACTCAAAGGGACATAAGGACATTTTGTGTTTATCAGGGACG

I

KIF5A-202 >

KIF5A-202

CGTTTGTGATCTCACAGGGACACTCTCAGAGCAGAGTAACCATGATGACAGGAATACTTTAATTTCTATGGAGCTGATCATGGTG

GCAAACACTAGAGTGTCCCTGTGAGAGTCTCGTCTCATTGGTACTACTGTCCTTATGAAATTAAAGATACCTCGACTAGTACCAC

e —wwe; 1>

KIF5A-202 >

KIF5A-202

GGTCTCTTCCTCCAGGAGTGACCTGCCGTGTGGCTATGAGGCTGAGGACCAGGCCAAGCTTTTCCCTCTCCACCAAGAGACAGCA

CCAGAGAAGGAGGTCCTCACTGGACGGCACACCGATACTCCGACTCCTGGTCCGGTTCGAAAAGGGAGAGGTGGTTCTCTGTCGT

I————E————————————————————.

KIF5A-202 >
L . 1010 ., ., ., ., 1045 ., ., ., 1020 , ., ., ., 1025 , ., ., ., 1030
s b L P C G Y E A E D Q A K L F P L H Q E T A
------------- ENSE00001140534 >
KIF5A-202

GCCAGCTAATCTCCCACACCCACGGCTGCATACCTGCACTTTCAGGTAGCGTCAGGCTGCTTCCTCGGACCAGCCTCAGGTTGCT

CGGTCGATTAGAGGGTGTGGGTGCCGACGTATGGACGTGAAAGTCCATCGCAGTCCGACGAAGGAGCCTGGTCGGAGTCCAACGA

INSSSSS————S—S—S———-—————————————————

KIF5A-202 >

[N R R— —
A S @

ENSE0000...

KIF5A-202

TCCCTTCTTGCTGACAGCCTCTTTGGTTTTCCTGCTGCTGCTTCTTTTTTTTTTTATCACCTCAAAACTTTAATTATGTAGTTAC

AGGGAAGAACGACTGTCGGAGAAACCAAAAGGACGACGACGAAGAAAAAAAAAAATAGTGGAGTTTTGAAATTAATACATCAATG

I

KIF5A-202 >

CCCTCAACTCCTGCTTTCCCCTGTTGGGGGCTACACCTGTGCTGCCCCATGTAATCTGGACGTTGACCTCCCGTGCCCCCTTTTG

GGGAGTTGAGGACGAAAGGGGACAACCCCCGATGTGGACACGACGGGGTACATTAGACCTGCAACTGGAGGGCACGGGGGAAAAC

I

KIF5A-202 >

36,805

36,890

36,975

37,060

37,145

37,230

37,315

37,400



CTTTCCGTTAGGCTACAGTGGTAACCACAGTACTGTCTTTTTGCCACTAGGGGTCACTGTCACATGTCCAAAGAAGTGAGCTTGG

GAAAGGCAATCCGATGTCACCATTGGTGTCATGACAGAAAAACGGTGATCCCCAGTGACAGTGTACAGGTTTCTTCACTCGAACC

I————E————————————————————.

KIF5A-202 :>

CCGCTGTAGATTAGAACCACAGGGGTGGTAGACTGCAGATCTATCAGGAGACCCTAGGGGGCCATCTCAACCCCACCTCTTCCTC

GGCGACATCTAATCTTGGTGTCCCCACCATCTGACGTCTAGATAGTCCTCTGGGATCCCCCGGTAGAGTTGGGGTGGAGAAGGAG

I

KIF5A-202 :>

CACCCTGAAATAATTTTGGATGGATAGGTGTTTTTGGAACTAAGACATCTCCAGTTAAGGCGATGTTTGCTTCACGCCTGCACCT

GTGGGACTTTATTAAAACCTACCTATCCACAAAAACCTTGATTCTGTAGAGGTCAATTCCGCTACAAACGAAGTGCGGACGTGGA

I

KIF5A-202 :>

GTGTCCCATCCTCTTCCCATCTGTATATGCCACCAGTAAGCTTTAGGAAACGCCCCACGAAATCAGTCAGCGCTCCCCTCCCATC

CACAGGGTAGGAGAAGGGTAGACATATACGGTGGTCATTCGAAATCCTTTGCGGGGTGCTTTAGTCAGTCGCGAGGGGAGGGTAG

e —wwe; 1>

KIF5A-202 :>

TTGCTCAGTGGAGGTGGCAAAGCCCCTCTTTTTCCTCCTCTGTCCCCAGGTGCTCTCCTCTAGCAGCACAGGAACCTTCTTTGTT

AACGAGTCACCTCCACCGTTTCGGGGAGAAAAAGGAGGAGACAGGGGTCCACGAGAGGAGATCGTCGTGTCCTTGGAAGAAACAA

I————E————————————————————.

KIF5A-202 :>

CTTGTGTGTCACTGGGTTTCTCACCAAGGTTGCTTTAGGGCCCAGAAGTGGCACAGAGAACATGGCCAGTCTCTTACTGGGCTGC

GAACACACAGTGACCCAAAGAGTGGTTCCAACGAAATCCCGGGTCTTCACCGTGTCTCTTGTACCGGTCAGAGAATGACCCGACG

I

KIF5A-202 :>

ATCTAAGCTGAGCCCTCTCCAGGGGTTTCCCAGAATAGTAAACCAGGCACACACAGGCAGAAAAGTCTGAGAAGCAGAGAAGTAG

TAGATTCGACTCGGGAGAGGTCCCCAAAGGGTCTTATCATTTGGTCCGTGTGTGTCCGTCTTTTCAGACTCTTCGTCTCTTCATC

I

KIF5A-202 :>

GAATGCAGAAGAGGAGTTGGGGAGACCTAGGGGTGGAGGTGCAAGCCTGGGTCACGGGGGGCGGTGGTAGGGGGGTCTGCTTGTT

CTTACGTCTTCTCCTCAACCCCTCTGGATCCCCACCTCCACGTTCGGACCCAGTGCCCCCCGCCACCATCCCCCCAGACGAACAA

e —wwe; 1>

KIF5A-202 :>

GGTATTAAAGGAACAGGACAGTAAACCAAAGTGTGTGCAGATGCCACCTGTTCCTGTTCTGTGACTGAGCTACAAGCTGGGCCCT

CCATAATTTCCTTGTCCTGTCATTTGGTTTCACACACGTCTACGGTGGACAAGGACAAGACACTGACTCGATGTTCGACCCGGGA

I————E————————————————————.

KIF5A-202 :>

CACACCCTCTTTCTCTTTCTTTCCCAGTTTCTAAGAGGGACTGAGGCCTCTTCTCAGCATGCTGCAAACCTGTGGTCTCTGATAC

GTGTGGGAGAAAGAGAAAGAAAGGGTCAAAGATTCTCCCTGACTCCGGAGAAGAGTCGTACGACGTTTGGACACCAGAGACTATG

I

KIF5A-202 :>

37,485

37,570

37,655

37,740

37,825

37,910

37,995

38,080

38,165

38,250



TAACTCCCTCCCCAACCCCTGTTGTTGGACTGTACTATGTTTGATGTCTTCTCTTACTTACTCTGTATCTCTTTGTACTCTGTAT

ATTGAGGGAGGGGTTGGGGACAACAACCTGACATGATACAAACTACAGAAGAGAATGAATGAGACATAGAGAAACATGAGACATA

I————E————————————————————.

KIF5A-202 :>

CTATATATCAAAAGCTGCTGCTATGTCTCTCTTCTGTCTTATTCTCAAGTATCTACTGATGTATTTAGCAATTTCAAAGCATAGT

GATATATAGTTTTCGACGACGATACAGAGAGAAGACAGAATAAGAGTTCATAGATGACTACATAAATCGTTAAAGTTTCGTATCA

I

KIF5A-202 :>

CTACCTTCCTTATTTGGGGCAATAGGGAGGAGGGTGAATGTTTCTTCTTTCTCATCTACTCGTCTCACACTGAGTGGTGTTAGTC

GATGGAAGGAATAAACCCCGTTATCCCTCCTCCCACTTACAAAGAAGAAAGAGTAGATGAGCAGAGTGTGACTCACCACAATCAG

I

KIF5A-202 :>

ACTGAGTAGAGGTCACAGAGATGACAAAAGGAAAAATGGGAGCTAGAGGGTTGTGACCCTTCATACACACACGCACGCACGCACA

TGACTCATCTCCAGTGTCTCTACTGTTTTCCTTTTTACCCTCGATCTCCCAACACTGGGAAGTATGTGTGTGCGTGCGTGCGTGT

e —wwe; 1>

KIF5A-202 :>

CAAACATGCACACACGCATGCACACACACAAAGCCTTAAGCAGAAGAATGTCTTAGCATCATGAGACAGAGAAATAGACTCTTCC

GTTTGTACGTGTGTGCGTACGTGTGTGTGTTTCGGAATTCGTCTTCTTACAGAATCGTAGTACTCTGTCTCTTTATCTGAGAAGG

I————E————————————————————.

KIF5A-202 :>

TCCCTCCTCTTTCACATATAGCACAGGGGAAGGTAAAATGGAAGGGCTGCTAATTGAGACATATAATTTTCTTCATACACCCCTC

AGGGAGGAGAAAGTGTATATCGTGTCCCCTTCCATTTTACCTTCCCGACGATTAACTCTGTATATTAAAAGAAGTATGTGGGGAG

I

KIF5A-202 :>

ACCTTAATCAAAGGATTCAGGTGTTACTTCTGCCCTACAAAGTCTGCCTTTTGCCTCCCTCTTCCTGTTTTCCCCTGGACTGAGA

TGGAATTAGTTTCCTAAGTCCACAATGAAGACGGGATGTTTCAGACGGAAAACGGAGGGAGAAGGACAAAAGGGGACCTGACTCT

I

KIF5A-202 :>

AATGGGTTGCTCAAGGGACCATTTCCCTTTTTCTTCAAGCTCCTTTTGATATTCCCTGCCCCAGAGCTCATGACCAGAACCCAGA

TTACCCAACGAGTTCCCTGGTAAAGGGAAAAAGAAGTTCGAGGAAAACTATAAGGGACGGGGTCTCGAGTACTGGTCTTGGGTCT

e —wwe; 1>

KIF5A-202 :>

GCTGATTTAAAATATTTTGAAAAATGGAGGAGGCAGACTGCTCCCAGCAGCCTGTCAATGGCTGCTCATCTGTCCATGGAGATGG

CGACTAAATTTTATAAAACTTTTTACCTCCTCCGTCTGACGAGGGTCGTCGGACAGTTACCGACGAGTAGACAGGTACCTCTACC

I————E————————————————————.

KIF5A-202 :>

TTACAGGCAGGTGTAGTCAAAATGATTGATTCCTTGGGTTTGGGGGTGAATAGGCTGGGAAATTTCTGAGCCTTTTTTTTTTGTC

AATGTCCGTCCACATCAGTTTTACTAACTAAGGAACCCAAACCCCCACTTATCCGACCCTTTAAAGACTCGGAAAAAAAAAACAG

I

KIF5A-202 :>

38,335

38,420

38,505

38,590

38,675

38,760

38,845

38,930

39,015

39,100



ACAGTGCCCTCAAGTTGAAGTGATGAGCTGGATTTCTTTCTTGTTCCATACTGGGCGGCATGCTCCTCCCATCTCCACCCCTTGG

TGTCACGGGAGTTCAACTTCACTACTCGACCTAAAGAAAGAACAAGGTATGACCCGCCGTACGAGGAGGGTAGAGGTGGGGAACC

I————E————————————————————.

KIF5A-202 :>

TTTGGGGGCTTCCAGCTCATTGGCAAAATCTCTCTAGTTGCCTTCCTTTCAAGCTGGAGCCTGACTTTTCCCCAATGTACATTTT

AAACCCCCGAAGGTCGAGTAACCGTTTTAGAGAGATCAACGGAAGGAAAGTTCGACCTCGGACTGAAAAGGGGTTACATGTAAAA

I

KIF5A-202 :>

TTTTTTCTCCACAAAGAGTTCCTTCTCTAATGTCCCCATCTGGTATTAAGTGCACTTTAAAGAAAGGGGCAGGGTGGATTTTCAA

AAAAAAGAGGTGTTTCTCAAGGAAGAGATTACAGGGGTAGACCATAATTCACGTGAAATTTCTTTCCCCGTCCCACCTAAAAGTT

I

KIF5A-202 :>

GAGGTGGGAAGCTCTAAGGCTTGACCCTGAGGGGTCTTCTCCCAGCCATTCTCAGCCCATATGCAGCACCCTCCATACTGAAGAG

CTCCACCCTTCGAGATTCCGAACTGGGACTCCCCAGAAGAGGGTCGGTAAGAGTCGGGTATACGTCGTGGGAGGTATGACTTCTC

e —wwe; 1>

KIF5A-202 :>

GACTGTTGTTTTAGTTTCAGACGGTCCTTTCCTTCCACATGGTGCTAAGGTGGTTTTCTAGGTAACTGCAGGGATGGAGGTCACT

CTGACAACAAAATCAAAGTCTGCCAGGAAAGGAAGGTGTACCACGATTCCACCAAAAGATCCATTGACGTCCCTACCTCCAGTGA

I————E————————————————————.

KIF5A-202 :>

AGCCATTCCAAACCAGGAGAGAAAGTCTGGTGTCCTGATATCCAGTCTTTTCTAGGAGGAAGACCAAGATTCTCCAGCGGCAGGG

TCGGTAAGGTTTGGTCCTCTCTTTCAGACCACAGGACTATAGGTCAGAAAAGATCCTCCTTCTGGTTCTAAGAGGTCGCCGTCCC

I

KIF5A-202 :>

CAGCCTATCACCCAACTTCTAAGTCAGGAAAGGAAGCTGAGTGGGAATGCCAGCTGGTAAGCGCAGGCTGCACTGGCCCATGACT

GTCGGATAGTGGGTTGAAGATTCAGTCCTTTCCTTCGACTCACCCTTACGGTCGACCATTCGCGTCCGACGTGACCGGGTACTGA

I

KIF5A-202 :>

CCTTCAAGGAAAAGAGGCCCTGCTCCCTTTACCTGCTGAGCTCCTTTTAGCAGTTAGGGAGAACTGCAGGGGGAAAAATACCAGT

GGAAGTTCCTTTTCTCCGGGACGAGGGAAATGGACGACTCGAGGAAAATCGTCAATCCCTCTTGACGTCCCCCTTTTTATGGTCA

e —wwe; 1>

KIF5A-202 :>

GGAGTGTGGAATAAATCCAAAGCAGTGATTTTTAAATGTTTTTCAAAAACAAATCTTACATAGAACCCCAATATAAAAAATAAAG

CCTCACACCTTATTTAGGTTTCGTCACTAAAAATTTACAAAAAGTTTTTGTTTAGAATGTATCTTGGGGTTATATTTTTTATTTC

I————E————————————————————.

KIF5A-202 :>

TAATGCAGACCTGGGCAGTTTGCATTTTTTTTTTTTTTTTTTTTTGGTGGAAGAAGTCTCAGCGTCTCTTAGGACTGACTGTTCA

ATTACGTCTGGACCCGTCAAACGTAAAAAAAAAAAAAAAAAAAAACCACCTTCTTCAGAGTCGCAGAGAATCCTGACTGACAAGT

I

KIF5A-202 :>

39,185

39,270

39,355

39,440

39,525

39,610

39,695

39,780

39,865

39,950



AAGGCTCCTCAGCAAATGAGCCCTTGAACAGTCCTAAGAGACCCTGAGGATTCTGTGGAGTAGTTTGAAAACCATTGTTCTGAGG

TTCCGAGGAGTCGTTTACTCGGGAACTTGTCAGGATTCTCTGGGACTCCTAAGACACCTCATCAAACTTTTGGTAACAAGACTCC

I————E————————————————————.

KIF5A-202 :>

AAGGGGGTCCAATCTGGCTCCTCTGCACTAAAGCTGCAACTCATGGAAAAGAGGGCAACGGTGGGGTAGACAAGCCATGCTGTCT

TTCCCCCAGGTTAGACCGAGGAGACGTGATTTCGACGTTGAGTACCTTTTCTCCCGTTGCCACCCCATCTGTTCGGTACGACAGA

I

KIF5A-202 :>

CCAGACCCACTAGGGTGGAAGGAAGGTTCCTGTGGGCCTGTGGACTTAGGCTAATATTTGCTGTCAGCAGGGCACTTAAGAATCC

GGTCTGGGTGATCCCACCTTCCTTCCAAGGACACCCGGACACCTGAATCCGATTATAAACGACAGTCGTCCCGTGAATTCTTAGG

I

KIF5A-202 :>

AGGGGGTTTTATGTAATGTTGCCACCACATGGTTCTTTTAAAAACACATAAGGAAATGTGAGGGTGTAGCGCAGATGAGGAGAGA

TCCCCCAAAATACATTACAACGGTGGTGTACCAAGAAAATTTTTGTGTATTCCTTTACACTCCCACATCGCGTCTACTCCTCTCT

e —wwe; 1>

KIF5A-202 :>

GATGACACAGAGGGAGCAGCCTTCTCTTTAGCAAGATGTAAGGGAAATATAATTCACTTACATAAAAAAGAAACAACACACACGC

CTACTGTGTCTCCCTCGTCGGAAGAGAAATCGTTCTACATTCCCTTTATATTAAGTGAATGTATTTTTTCTTTGTTGTGTGTGCG

I————E————————————————————.

KIF5A-202 :>

AAACCCTTCACCAGAAGCTTCACACTACATCCTCCTCCTCCTCCTGCTCCCCACCTTCACCGCATCCCTTTCAGAGCCAGGGTCA

TTTGGGAAGTGGTCTTCGAAGTGTGATGTAGGAGGAGGAGGAGGACGAGGGGTGGAAGTGGCGTAGGGAAAGTCTCGGTCCCAGT

I

KIF5A-202 :>

CTGCAAGGGGCACCTGGCCTGCCCACTCACATCTGCCAAAATGTTGCATGCCAGCGTGGAAGACAAACCAAACTGCGCAACCCCC

GACGTTCCCCGTGGACCGGACGGGTGAGTGTAGACGGTTTTACAACGTACGGTCGCACCTTCTGTTTGGTTTGACGCGTTGGGGG

I

KIF5A-202 :>
TGTGTGTATTTACTTGGTGTACATAGATAACTTTAAAATAAAATAAATTCAATGATAACTCTA 3
40,608
ACACACATAAATGAACCACATGTATCTATTGAAATTTTATTTTATTTAAGTTACTATTGAGAT 5"

KIF5A-202 >

40,035

40,120

40,205

40,290

40,375

40,460

40,545



Feature

KIF5A

/note

KIF5A-227

/note
DCTN2-213

/note

DCTN2-232

/note

DCTN2-203

/note

KIF5A-204

/note
KIF5A-202

/note
KIF5A-201

/note
KIF5A-230

/note
KIF5A-211

/note

KIF5A-209

/note

KIF5A-232

/note
KIF5A-201

F 25 segments

/note
/translation

KIF5A-202

F 28 segments

/note
/translation

Location Size ] +* Type
1 .. 40,608 40,608 bp [m]

1

gene

gene ENSG00000155980
Protein coding

1 .. 18,187 18,187 bp (] —* prim_transcript

primary transcript ENST00000676250

3 . 1149 1147 bp [} - prim_transcript
primary transcript ENST00000549712
protein_coding_CDS_not_defined
1576 .. 1181 40,214 bp [m] - prim_transcript
primary transcript ENST00000678990
Retained intron
3078 .. 1168 38,699 bp [} - prim_transcript

primary transcript ENST00000546559
protein_coding_CDS_not_defined

4002 .. 40,605 36,604 bp (] —+ prim_transcript

primary transcript ENST00000674619
4019 .. 40,608 36,590 bp [} -+ prim_transcript

primary transcript ENST00000455537
4019 .. 38,623 34,605 bp [} —+ prim_transcript

primary transcript ENST00000286452
4019 .. 18,187 14,169 bp [} —+ prim_transcript

primary transcript ENST00000676359
4019 .. 17,668 13,650 bp =] —+ prim_transcript

primary transcript ENST00000675216
Nonsense mediated decay

4019 .. 17,501 13,483 bp [} —+ prim_transcript

primary transcript ENST00000675023
Nonsense mediated decay

4080 .. 40,567 36,488 bp [m] -+ prim_transcript

primary transcript ENST00000676457
4247 .. 37,154 32,908 bp =] —+ CDs

= 2832 bp

coding sequence ENSP00000286452

MAETNNECSIKVLCRFRPLNQAEILRGDKFIPIFQGDDSVVIG,VSYFEIYLDKIRDLLD,VTKTNLSVHEDKNRVPFVK,GCTERFVSSPEEILDVI
DEGKSNRHVAVT,NMNEHSSRSHSIFLINIKQENMETEQKLSGKLYLVDLAGSEK,VSKTGAEGAVLDEAKNINKSLSALGNVISALAEGT, KSYV
PYRDSKMTRILQDSLGGNCRTTMFICCSPSSYNDAETKSTLMFGQR,AKTIKNTASV NLELTAEQWKKKYEKEKEKTKAQKETIAKLEAELSRWRN
L, GENVPETERLAGEEAALGAELCEETPVNDNSSIVVRIAPEERQKYEEEIRRLYKQLDDK,,DDEINQQSQLIEKLKQQMLDQEE,LLVSTRGDNE
KVQRELSHLQSENDAAKDEVKEVLQALEELAVNYDQKSQEVEEKSQQNQLLVDELSQKV,ATMLSLESELQRLQEVSGHQRKRIAEVLNGLMK
DLSEFSVIVGNGEIKL,PVEISGAIEEEFTVARLYISKIKSEVKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ,HEAKIRSLTEYMQSVE
LKKRHLEESYDSLSDELAKLQAQ,ETVHEVALKDKEPDTQDADEVK,KALELQMESHREAHHRQLARLRDEINEKQKTIDELKD, LNQKLQLELE
KLQADYEKLKSEEHEKSTKLQELT, FLYERHEQSKQDLKGLEETV,, ARELQTLHNLRKLFVQDVTTRVKK,SAEMEPEDSGGIHSQKQKISFLENNL
EQLTKVHKQ,LVRDNADLRCELPKLEKRLRATAERVKALEGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSSGKRGHSAQI, AKPVRPGHYPAS
SBTNRY AT RSBE I SYTANSIEANYQNLYLQATPSSTSDMY, FANSCTSSGATSSGGPLASYQKANMDN,,GNATDINDNR,,SDLPCGYEAEDQAK

LFPLHQETAAS*
Q 4247 .. 37,154 32,908 bp ] —+ CDs
= 3099 bp

coding sequence ENSP00000408979

MAETNNECSIKVLCRFRPLNQAEILRGDKFIPIFQGDDSVVIG, GKPYVFDRVFPPNTTQEQVYHACAMQIVK,DVLAGYNGTIFAYGQTSSGKT
HTME, GKLHDPQLMGIIPRIARDIFNHIYSMDENLEFHIK, VSYFEIYLDKIRDLLD,VTKTNLSVHEDKNRVPFVK, GCTERFVSSPEEILDVIDEG
KSNRHVAVT,NMNEHSSRSHSIFLINIKQ ENMETEQKLSGKLYLVDLAGSEK,VSKTGAEGAVLDEAKNINKSLSALGNVISALAEGT,KSYVPYR
DSKMTRILQDSLGGNCRTTMFICCSPSSYNDAETKSTLMFGQR, AKTIKNTASVNLELTAEQWKKKYEKEKEKTKAQKETIAKLEAELSRWRN,,GE
NVPETERLAGEEAALGAELCEETPVNDNSSIVVRIAPEERQKYEEEIRRLYKQLDDK, DDEINQQSQLIEKLKQQMLDQEE, LLVSTRGDNEKVQ
RELSHLQSENDAAKDEVKEVLQALEELAVNYDQKSQEVEEKSQQNQLLVDELSQKV, ATMLSLESELQRLQEVSGHQRKRIAEVLNGLMKDLSE
FSVIVGNGEIKL,PVEISGAIEEEFTVARLYISKIKSEVKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ,HEAKIRSLTEYMQSVELKKR
HLEESYDSLSDELAKLQAQ,ETVHEVALKDKEPDTQDADEVK,KALELQMESHREAHHRQLARLRDEINEKQKTIDELKD,LNQKLQLELEKLQA
DYEKLKSEEHEKSTKLQELT, FLYERHEQSKQDLKGLEETV, ARELQTLHNLRKLFVQDVTTRVKK, SAEMEPEDSGGIHSQKQKISFLENNLEQLT
KVHKQ ,LVRDNADLRCELPKLEKRLRATAERVKALEGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSSGKRGHSAQI, AKPVRPGHYPASSPT
NEYSEROPESIIY TN SLFONYKBAMLYLQATPSSTSDMY,, FANSCTSSGATSSGGPLASYQKANMDN, GNATDINDNR,,SDLPCGYEAEDQAKLFPL
HQETAAS*



Feature

KIF5A-204

F 29 segments

/note

/translation

KIF5A-232

k27 segments

/note

/translation

KIF5A-230
F 2 segments

/note

/translation

DCTN2-208

/note

DCTN2-207

/note

DCTN2-204

/note

DCTN2-218

/note

DCTN2-217

/note

DCTN2-222

/note

DCTN2-212

/note

DCTN2-215

/note

DCTN2-201

/note

DCTN2-228

/note

a
]

=

—

Size

32,908 bp

Location

. 37,154

Type

4247 CDs

3120 bp

coding sequence ENSP00000502270

MAETNNECSIKVLCRFRPLNQAEILRGDKFIPIFQGDDSVVIG,GKPYVFDRVFPPNTTQEQVYHACAMQIVK, DVLAGYNGTIFAYGQTSSGKT
HTME, GKLHDPQLMGIIPRIARDIFNHIYSMDENLEFHIK,VSYFEIYLDKIRDLLD,VTKTNLSVHEDKNRVPFVK, GCTERFVSSPEEILDVIDEG
KSNRHVAVT,NMNEHSSRSHSIFLINIKQ ENMETEQKLSGKLYLVDLAGSEK,,VSKTGAEGAVLDEAKNINKSLSALGNVISALAEGT, KSYVPYR
DSKMTRILQDSLGGNCRTTMFICCSPSSYNDAETKSTLMFGQR, AKTIKNTASVNLELTAEQ WKKKYEKEKEKTKAQKETIAKLEAELSRWRN,,GE
NVPETERLAGEEAALGAELCEETPVNDNSSIVVRIAPEERQKYEEEIRRLYKQLDDK, DDEINQQSQLIEKLKQQMLDQEE,LLVSTRGDNEKVQ
RELSHLQSENDAAKDEVKEVLQALEELAVNYDQKSQEVEEKSQQNQLLVDELSQKV, ATMLSLESELQRLQEVSGHQRKRIAEVLNGLMKDLSE
FSVIVGNGEIKL,PVEISGAIEEEFTVARLYISKIKSEVKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ, HEAKIRSLTEYMQSVELKKR
HLEESYDSLSDELAKLQAQ,ETVHEVALKDKEPDTQDADEVK, KALELQMESHREAHHRQLARLRDEINEKQKTIDELKD,LNQKLQLELEKLQA
DYEKLKSEEHEKSTKLQELT, FLYERHEQ SKQDLKGLEETV, ARELQTLHNLRKLFVQDVTTRVKK, SAEMEPEDSGGIHSQKQKISFLENNLEQLT
KVHKQ,VDDWVSK,LVRDNADLRCELPKLEKRLRATAERV KALEGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSSGKRGHSAQI, AKPVRPG
HY B S ERTNEY ETRSREGISXBYSLFQNYQNLYLQATPSSTSDMY,,FANSCTSSGATSSGGPLASYQKANMDN,,GNATDINDNR,,SDLPCGYEAE

DQAKLFPLHQETAAS*
Q Q . 37,154 32,908 bp ]

4247 —+ CDs

2994 bp

coding sequence ENSP00000501588

MAETNNECSIKVLCRFRPLNQAEILRGDKFIPIFQ GDDSVVIG,GKPYVFDRVFPPNTTQEQVYHACAMQIVK,DVLAGYNGTIFAYGQTSSGKT
HTME,VSYFEIYLDKIRDLLD,VTKTNLSVHEDKNRVPFVK, GCTERFVSSPEEILDVIDEGKSNRHVAVT,NMNEHSSRSHSIFLINIKQENMETE
QKLSGKLYLVDLAGSEK,VSKTGAEGAVLDEAKNINKSLSALGNVISALAEGT, KSYVPYRDSKMTRILQDSLGGNCRTTMFICCSPSSYNDAETK
STLMFGQR,, AKTIKNTASVNLELTAEQWKKKYEKEKEKTKAQKETIAKLEAELSRWRN ,,GENVPETERLAGEEAALGAELCEETPVNDNSSIVVRI
APEERQKYEEEIRRLYKQLDDK, DDEINQQSQLIEKLKQQMLDQEE, LLVSTRGDNEKVQRELSHLQSENDAAKDEVKEVLQALEELAVNYDQK
SQEVEEKSQQNQLLVDELSQKV, ATMLSLESELQRLQEVSGHQRKRIAEVLNGLMKDLSEFSVIVGNGEIKL,PVEISGAIEEEFTVARLYISKIKS
EVKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ, HEAKIRSLTEYMQSVELKKRHLEESYDSLSDELAKLQAQ, ETVHEVALKDKEPDT
QDADEVK, KALELQMESHREAHHRQLARLRDEINEKQKTIDELKD,LNQKLQLELEKLQADYEKLKSEEHEKSTKLQELT, FLYERHEQSKQDLKG
LEETV, ARELQTLHNLRKLFVQDVTTRVKK, SAEMEPEDSGGIHSQKQKISFLENNLEQLTKVHKQ,LVRDNADLRCELPKLEKRLRATAERVKAL
EGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSSGKRGHSAQI, AKPVRPGHYPASSPTNPYGTRSPECISYTNSLFQNYQNLYLQATPSSTSD
MY 7 FANSETSEEATSIGGPLASYQKANMDN, GNATDINDNR,, SDLPCGYEAEDQAKLFPLHQETAAS*

. 18,187  13,941bp W  —+

4247 CDs

234 bp

coding sequence ENSP00000502609

MAETNNECSIKVLCRFRPLNQAEILRGDKFIPIFQGDDSVVIG,GKLHDPQLMGIIPRIARDIFNHIYSMDENLEFHIK
78 amino acids 9.0 kDa

10,530 1181 31,260 bp =] "= prim_transcript
primary transcript ENST00000547480
Retained intron

11,047 1163 30,725 bp [} - prim_transcript
primary transcript ENST00000547345
Retained intron

13,031 1160 28,738 bp ] - prim_transcript
primary transcript ENST00000546670
Protein coding

13,232 1096 28,473 bp [} - prim_transcript
primary transcript ENST00000550954
Protein coding

14,010 1197 27,796 bp =] L prim_transcript
primary transcript ENST00000550750
Nonsense mediated decay

14,010 1054 27,653 bp [} - prim_transcript
primary transcript ENST00000551611
Nonsense mediated decay

15,408 1095 26,296 bp [} - prim_transcript
primary transcript ENST00000549394
Nonsense mediated decay

15,671 1127 26,065 bp [m] - prim_transcript
primary transcript ENST00000550201
Nonsense mediated decay

15,714 1116 26,011 bp [} - prim_transcript
primary transcript ENST00000434715
Protein coding

15,715 1199 26,093 bp [} - prim_transcript

primary transcript ENST00000678322
Protein coding



AN

Feature

DCTN2-202

/note =

DCTN2-231

/note =

DCTN2-230

/note =

DCTN2-224

/note =

DCTN2-229

/note =

DCTN2-209

/note =

DCTN2

/note =

KIF5A-227

/note =
/translation =

Donor Template SNV -> REV
Protospacer Sequence

SNV

/note =

PAM
KIF5A-225

/note =
KIF5A-220
/note =
KIF5A-205
/note =
KIF5A-223
/note =

KIF5A-229

F 2 segments

/note

/translation

KIF5A-229

/note
KIF5A-226

/note =

KIF5A-222

/note

Location

15,715 1152
primary transcript ENST00000543672
Protein coding

15,715 .. 666
primary transcript ENST00000678653
Protein coding

15,872 1197
primary transcript ENST00000678521
Nonsense mediated decay

15,946 1152
primary transcript ENST00000552390
Retained intron

15,951 1152
primary transcript ENST00000678505
Protein coding

15,974 1167
primary transcript ENST00000548249
Protein coding

16,392 1199
gene ENSG00000175203
Protein coding

18,107 .. 18,187
coding sequence ENSP00000501749
MGIIPRIARDIFNHIYSMDENLEFHIK
27 amino acids = 3.3 kDa

22,970 .. 23,069

22,988 .. 23,007

22,990 .. 22,990
REV =A
SNV =G

23,008 .. 23,010

23,266 .. 33,860
primary transcript ENST00000676081
Retained intron

23,555 .. 40,399
primary transcript ENST00000675882
Retained intron

25,296 .. 25,584
primary transcript ENST00000674653
protein_coding_CDS_not_defined

25,744 .. 33,822
primary transcript ENST00000675984
Retained intron

26,036 .. 29,247

396 bp

coding sequence ENSP00000501978

LLVSTRGDNEKVQRELSHLQSENDAAKDEVKEVLQALEELAVNYDQKSQEVEEKSQQNQLLVDELSQKV,PVEISGAIEEEFTVARLYISKIKSE

VKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ
132 amino acids = 15.1 kDa

26,036 .. 29,247
primary transcript ENST00000676352

26,036 .. 26,701
primary transcript ENST00000676242
protein_coding_CDS_not_defined

26,116 .. 39,314

primary transcript ENST00000675929
Retained intron

Size

26,046 bp

25,560 bp

25,934 bp

25,815 bp

25,810 bp

25,802 bp

25,416 bp

81 bp

100 bp
20 bp
1 bp

3 bp
10,595 bp

16,845 bp

289 bp

8079 bp

3212 bp

3212 bp

666 bp

13,199 bp

[}

[}

T

I

—

Type

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript

gene

CDs

misc_feature
misc_feature
misc_feature

misc_feature
prim_transcript

prim_transcript

prim_transcript

prim_transcript

CDs

prim_transcript

prim_transcript

prim_transcript



Feature

KIF5A-215

k2 segments

/note
/translation

KIF5A-215

/note
KIF5A-212

/note

KIF5A-213

/note

KIF5A-206
/note

KIF5A-221

F 2 segments

/note

/translation

KIF5A-221

/note
KIF5A-216

k2 segments

/note
/translation

KIF5A-216

/note
KIF5A-218

/note

KIF5A-203

/note

KIF5A-217

/note
KIF5A-217

F 3 segments

/note

/translation

KIF5A-224

F 2 segments

/note

/translation

KIF5A-224

/note
KIF5A-231

/note

a
]

=

—

Size

2693 bp

Location

26,555 .. 29,247

Type
CDS
234 bp

coding sequence ENSP00000502531

ATMLSLESELQRLQE,PVEISGAIEEEFTVARLYISKIKSEVKSVVKRCRQLENLQVECHRKMEVTGRELSSCQLLISQ
78 amino acids 9.0 kDa

26,555 .. 29,247 2693 bp ] ¥ prim_transcript
primary transcript ENST00000675629

29,059 .. 30,837 1779 bp [m] —+ prim_transcript
primary transcript ENST00000675299
Nonsense mediated decay

30,768 .. 33,409 2642 bp =] —+ prim_transcript
primary transcript ENST00000675397
protein_coding_CDS_not_defined

32,213 .. 35,543 3331 bp [} —+ prim_transcript
primary transcript ENST00000674776
Nonsense mediated decay

32,213 .. 35,147 2935 bp =] —+ CDS

310 bp

coding sequence ENSP00000502360

SAEMEPEDSGGIHSQKQKISFLENNLEQLTK,LVRDNADLRCELPKLEKRLRATAERV KALEGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSS
CERGMAHQEIds = 11.8 kDa

32,213 .. 35,147 2935 bp [} —+ prim_transcript
primary transcript ENST00000675907
34,931 .. 35,543 613 bp =] = CDS

404 bp

coding sequence ENSP00000502231

LVRDNADLRCELPKLEKRLRATAERVKALEGALKEAKEGAMKDKRRYQQEVDRIKEAVRYKSSGKRGHSAQI, ASSWLFSFFIAAKPVRPGHYPA
SSPTNPYGTRSPECISYTNSLFQNYQNLYLQATPSSTSDM
134 amino acids 15.2 kDa

34,931 .. 35,543 613 bp [} -+ prim_transcript
primary transcript ENST00000675634

34,989 .. 39,831 4843 bp [} -+ prim_transcript
primary transcript ENST00000675737
Retained intron

35,653 .. 36,849 1197 bp [m] =k prim_transcript
primary transcript ENST00000552227
Retained intron

35,845 .. 38,623 2779 bp =] —+ prim_transcript
primary transcript ENST00000675697

35,845 .. 38,199 2355 bp =} —+ CDS

205 bp

coding sequence ENSP00000501809

LCKLLYQQWSHIFWRPLGFLPEGQHGQW, SDLPCGYEAEDQAKLFPLHQETAAS*SPTPTAAYLHFQ,,FL
68 codons (1 internal stop codon)

35,845 .. 36,604 760 bp =] —+ CDS
99 bp
coding sequence ENSP00000501739
LCKLLYQQWSHIFWRPLGFLPEGQHGQ*,YQ*Q*
33 codons (2 internal stop codons)
35,845 .. 36,604 760 bp [} —+ prim_transcript
primary transcript ENST00000676055
35,911 .. 39,873 3963 bp =] —* prim_transcript

primary transcript ENST00000676437



Feature Location Size 0 = Type
KIF5A-231 35,911 .. 36,902 992 bp ] —+ CDS

F 2 segments = 343 bp

/note coding sequence ENSP00000502358

GQHGQW,KCHRYQ*Q*VQQSPLPLGSLGGTRRND*ISLVPHLEVPGAFGEGGGSETHSFHHCVVQEIQSFPCLSAEYLPSSNPICGFSLFQ**G
LDENNVGI*RLGFSPTFGSLV

114 codons (6 internal stop codons)

/translation

KIF5A-219 36,577 .. 38,623 2047 bp [} —+ prim_transcript
/note = primary transcript ENST00000675866
KIF5A-219 36,577 .. 38,199 1623 bp =] — CDS

F 2 segments = 35 bp

/note = coding sequence ENSP00000502341
/translation = EMPQISMTI,VS
11 amino acids = 1.2 kDa
KIF5A-210 36,577 .. 37,190 614 bp o —+ prim_transcript
/note = primary transcript ENST00000675201
protein_coding_CDS_not_defined
KIF5A-228 36,577 .. 37,190 614 bp [} -+ prim_transcript
/note = primary transcript ENST00000676265
protein_coding_CDS_not_defined
KIF5A-208 37,076 .. 40,608 3533 bp (] -+ prim_transcript
/note = primary transcript ENST00000674980
KIF5A-214 37,076 .. 40,608 3533 bp [} —+ prim_transcript
/note = primary transcript ENST00000675433
KIF5A-207 37,076 .. 37,481 406 bp [} —+ prim_transcript
/note = primary transcript ENST00000674858
KIF5A-207 37,076 .. 37,154 79 bp =] — CDS
/note = coding sequence ENSP00000502170
/translation = E*PAVWL*G*GPGQAFPSPPRDSSQL
26 codons (3 internal stop codons)
KIF5A-208 37,076 .. 37,154 79 bp =] —+ CDS
/note = coding sequence ENSP00000501935
/translation = E*PAVWL*G*GPGQAFPSPPRDSSQL
26 codons (3 internal stop codons)
KIF5A-214 37,076 .. 37,154 79 bp =] —* CDS
/note = coding sequence ENSP00000502122

/translation

E*PAVWL*G*GPGQAFPSPPRDSSQL
26 codons (3 internal stop codons)



Primer Length ) Binding Sites - Tm Date Added
PCR Forward 25-mer 22,721 .. 22,745 - 62°C Jan 18, 2023
/sequence = TGTAATATGTGGCAGGGGTTAGGGG

52% GC / 7873.2 Da
Sanger Sequencing 20-mer 22,867 .. 22,886 - 61°C Jan 18, 2023
/sequence = TGGAACGAGGTGGTGACAGC

60% GC / 6247.1 Da
Donor Template SNV -> REV 100-mer 22,970 .. 23,069 —_ 79°C Jan 18, 2023

/sequence =
PP&CET C/G3ICB842.0 Da
gRNA Protospacer 20-mer 22,988
/sequence = CAGCAAGTCACTGTCAGCTC
55% GC / 6062.0 Da
PCR Reverse 25-mer 23,503 ..

TTCTTAATGGTCTTTGCCCTGGGTG
48% GC / 7661.0 Da

/sequence =

.. 23,007 =

GGGTGAGGGGACCTAAGGATCACTCACAGTGCCCTCAGCCAGTGCGGAGATCACATTGCCCAGAGCTGACAGTGACTTGTTGATATTCT

52°C Jan 18, 2023

23,527 -— 61°C Jan 18, 2023



