(5767 .. 5866) Donor Template WT -> SNV
(5707 .. 5726) Sanger Sequencing | gRNA Protospacer (5829 .. 5848)

(5423 .. 5447) PCR Forward PCR Reverse (6338 .. 6362)

| CSF1R

>
>

| CSF1R-201

EE---N------W------------f[-----FE---E----Ip

CSF1R-201
g

Donor Template WT -> SNV

Protospacer Sequence

SNV

INK23J00035_CSF1R_A781E_H12_AB
8868 bp



GCTCAGGAATTACCAGATTATCAGAGATATCAGGGCCCTCAGAGGTTGTCTTGTCCAAGGTCTTCAATACACAAATAGTGAAACA

CGAGTCCTTAATGGTCTAATAGTCTCTATAGTCCCGGGAGTCTCCAACAGAACAGGTTCCAGAAGTTATGTGTTTATCACTTTGT

. pg

| CSFIR-201 >

GGCTTGGAGAAGGGAAGGTCACACAACAAGGCAGAGTCAAGCAGGAACATGCTCTCAGTGCTATGTTCATGAGACGACCTCTCTC

CCGAACCTCTTCCCTTCCAGTGTGTTGTTCCGTCTCAGTTCGTCCTTGTACGAGAGTCACGATACAAGTACTCTGCTGGAGAGAG

Py

CSFIR-201 >

AGCCCAGAGCAGGCCTTGCCCTGCCTTCTCCCACTGGGCGCCTTGGGACTGCCCACACCCCTGCTCTTGGGGGTCAGAAACAAGG

TCGGGTCTCGTCCGGAACGGGACGGAAGAGGGTGACCCGCGGAACCCTGACGGGTGTGGGGACGAGAACCCCCAGTCTTTGTTCC

I

CSFIR-201 >

TCCAGGAACTGCCTGCCAGCCCCGACTGCCACGTGCTCCCTTCCTCTTCTGCAGAAGCCCAAGTACCAGGTCCGCTGGAAGATCA

AGGTCCTTGACGGACGGTCGGGGCTGACGGTGCACGAGGGAAGGAGAAGACGTCTTCGGGTTCATGGTCCAGGCGACCTTCTAGT

= 3

CSF1R-201 >
L L 545 L L . 550
K P K Y Q \ R W K 1
ENSE00003547588
CSF1R-201

TCGAGAGCTATGAGGGCAACAGTTATACTTTCATCGACCCCACGCAGCTGCCTTACAACGAGAAGTGGGAGTTCCCCCGGAACAA

AGCTCTCGATACTCCCGTTGTCAATATGAAAGTAGCTGGGGTGCGTCGACGGAATGTTGCTCTTCACCCTCAAGGGGGCCTTGTT

P

CSFIR-201 >

L L 555 L L L 560 L L L 565 L L L 570 L L L 575 L L L 580
1 E S Y E G N S Y T F 1 D P T Q L P Y N E K W E F P R N N
ENSE00003547588

CSF1R-201

CCTGCAGTTTGGTGAGATGGCAGCTCATCACTCCACAGCTTCCTATCACAGGGCCTGTGGGGGTTGCAGGGAGCCCATGGGCCCT

GGACGTCAAACCACTCTACCGTCGAGTAGTGAGGTGTCGAAGGATAGTGTCCCGGACACCCCCAACGTCCCTCGGGTACCCGGGA

g

CSF1R-201 >
—_—
L Q F
ENSE00003547... i e e >
CSF1R-201

TGGACAGAGGCCCTTTGGTGCCCAGGGACTTAAGGGACCTGTGTGCGTGGCAGGTAAGACCCTCGGAGCTGGAGCCTTTGGGAAG

ACCTGTCTCCGGGAAACCACGGGTCCCTGAATTCCCTGGACACACGCACCGTCCATTCTGGGAGCCTCGACCTCGGAAACCCTTC

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >
585, . ., ., 590 , ., ., ., 595
G K T L G A G A F G K
------------------------------------------- ENSE00003595569 >

CSF1R-201

85

170

340

425

510

595



GTGGTGGAGGCCACGGCCTTTGGTCTGGGCAAGGAGGATGCTGTCCTGAAGGTGGCTGTGAAGATGCTGAAGTGTGAGTGAGGGG

CACCACCTCCGGTGCCGGAAACCAGACCCGTTCCTCCTACGACAGGACTTCCACCGACACTTCTACGACTTCACACTCACTCCCC

g

CSF1R-201 >
L L L . 600, L L . 605 L L . 610 L L 615 L L L
\ \ E A T A F G L G K E D A \ L K \ A \ K M L K
ENSE000035955¢9 R R >

CSF1R-201

AGGGGATGAGGGAAGGGATGGGGGGTGGTAGATGCTGGGGGTGGGCTGGCCCTGGTGTCACAAGAGGCATCACACACATTTCAAC

TCCCCTACTCCCTTCCCTACCCCCCACCATCTACGACCCCCACCCGACCGGGACCACAGTGTTCTCCGTAGTGTGTGTAAAGTTG

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >

CSF1R-201

CTGTTGAAGCCTGGGGGACAGAGCTCAGGGGTGAGGACTTGGGTTTTCTTGTGAGCTCCAGGCACCCTCTGACTCCCGGCTCCAA

GACAACTTCGGACCCCCTGTCTCGAGTCCCCACTCCTGAACCCAAAAGAACACTCGAGGTCCGTGGGAGACTGAGGGCCGAGGTT

e, >

CSF1R-201 >

CSF1R-201

GAAGGTCTAGGTCACCCTTTAGTTGTGAAGGGGCTCCTGACTGAGCTCCAAAAAGTCTGGGGGTGCAGAAAGGCCACCTATGGCC

CTTCCAGATCCAGTGGGAAATCAACACTTCCCCGAGGACTGACTCGAGGTTTTTCAGACCCCCACGTCTTTCCGGTGGATACCGG

o, >

CSF1R-201 >

CSF1R-201

ATGGCCTGGCCACAGTTTGGCTTCCTGTCACCTGAAGACCAGCTCAGTGACAGGCTCATCCCTCCTCTCTCTCTCTCTGCCATCT

TACCGGACCGGTGTCAAACCGAAGGACAGTGGACTTCTGGTCGAGTCACTGTCCGAGTAGGGAGGAGAGAGAGAGAGACGGTAGA

P

CSFIR-201 >

CSF1R-201

GTGTGTCTGCATTTTTCCTTCTCCTTCTTTTGGCTTCTGGTCACTCCGGGTCTTGGGGTATGCCCTGCTTTCTCCCCTGGGTCTC

CACACAGACGTAAAAAGGAAGAGGAAGAAAACCGAAGACCAGTGAGGCCCAGAACCCCATACGGGACGAAAGAGGGGACCCAGAG

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >

CSF1R-201

TGCATTTGGTCCCCATGTATCTGTGTGGTGCTCTCTGTCCTGCCCTCTCCCTGTCTTTGGGACTGTGGTTCTTCCTCCCAGCCAC

ACGTAAACCAGGGGTACATAGACACACCACGAGAGACAGGACGGGAGAGGGACAGAAACCCTGACACCAAGAAGGAGGGTCGGTG

e, >

CSF1R-201 >

CSF1R-201

680

850

935

1020

1105

1190



GGCCCATGCTGATGAGAAGGAGGCCCTCATGTCCGAGCTGAAGATCATGAGCCACCTGGGCCAGCACGAGAACATCGTCAACCTT

CCGGGTACGACTACTCTTCCTCCGGGAGTACAGGCTCGACTTCTAGTACTCGGTGGACCCGGTCGTGCTCTTGTAGCAGTTGGAA

g

CSF1R-201 >
L L L 625 L L . 630 L L . 635 L L . 640 L L 645 L L L
A H A D E K E A L M S E L K 1 M S H L G Q H E N 1 \ N L
ENSE00003586812 >
CSF1R-201

CTGGGAGCCTGTACCCATGGAGGTAAGGGCCTTGGGGTTCCTGGGGCCAAGGTCTTGGGGCCTCTGGGGAATCTCAGGGCCCCAG

GACCCTCGGACATGGGTACCTCCATTCCCGGAACCCCAAGGACCCCGGTTCCAGAACCCCGGAGACCCCTTAGAGTCCCGGGGTC

ISSSSSS——S—SS—S—S—S——————————— >

CSFIR-201 >
650 , ., ., ., 655
L G A C T H G
ENSE00003586812 Rl L L L Ly >
CSF1R-201

GGCTACCTTGTTCCGTCTTCTCCTTCTCAGGATCCTACTGCTCCAAGTGTCAGGGGGATCCCGGTCACAGCATCCCTTAAACTCC

CCGATGGAACAAGGCAGAAGAGGAAGAGTCCTAGGATGACGAGGTTCACAGTCCCCCTAGGGCCAGTGTCGTAGGGAATTTGAGG

P

CSFIR-201 >

CSF1R-201

TGGGCCCATCTCCTGGAATAGTCAGGAGCTGCACGGGCAGCTTGAGGTATAAAGAGAGACTGATAGGGAGCATCGGAGCCCTTGG

ACCCGGGTAGAGGACCTTATCAGTCCTCGACGTGCCCGTCGAACTCCATATTTCTCTCTGACTATCCCTCGTAGCCTCGGGAACC

I

CSFIR-201 >

CSF1R-201

AGGAGGAGATGAATGTGCAAGCTCCTAGGCCCTGCTTCCAGGGAGCCGGATCCTCTGGGTCTGGAGTGAAGCCCCCCGCCTACCT

TCCTCCTCTACTTACACGTTCGAGGATCCGGGACGAAGGTCCCTCGGCCTAGGAGACCCAGACCTCACTTCGGGGGGCGGATGGA

= 3

CSF1R-201 >

CSF1R-201

CTTATGAAGCTTCCATTCAAGGATGCTTGGACACTCTCCCCAGGGCCCCCAAAGGTGCCCCGGGCTTTGCTGGGACTCCAAGTGC

GAATACTTCGAAGGTAAGTTCCTACGAACCTGTGAGAGGGGTCCCGGGGGTTTCCACGGGGCCCGAAACGACCCTGAGGTTCACG

g

CSF1R-201 >

CSF1R-201

CCCACATCCTCTTCACTGATAGCAGCTCTGACCTACAGTGAGCCGCCATAGCTTTCCTTTGAAGAAATAATTCTTGGGCTACATT

GGGTGTAGGAGAAGTGACTATCGTCGAGACTGGATGTCACTCGGCGGTATCGAAAGGAAACTTCTTTATTAAGAACCCGATGTAA

e,

CSFIR-201 >

CSF1R-201

1275

1360

1445

1530

1615

1700

1785



TTTTTTAAGGTTGTCTTTTTTTTTTCATTTTTTGTTTTTTTTTTCTTGAGACGGAGCCTCACTCTGTCACCCAGGCTGGAGTGCA

AAAAAATTCCAACAGAAAAAAAAAAGTAAAAAACAAAAAAAAAAGAACTCTGCCTCGGAGTGAGACAGTGGGTCCGACCTCACGT

g

CSF1R-201 >

CSF1R-201

GTGGTGCGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAACCTCCTGAGTAGTTGGAACTAC

CACCACGCTAGAGCCGAGTGACGTTGGAGACGGAGGGTCCAAGTTCGTTAAGAGGACGGAGTTGGAGGACTCATCAACCTTGATG

P

CSFIR-201 >

CSF1R-201

AGGCACATGCCACCATGCCCGGCTGATTTTTTTGTATTTTTGTAGAGATGGGGTTTCACCATGTTAGCCAGGATGGTCTCGATCT

TCCGTGTACGGTGGTACGGGCCGACTAAAAAAACATAAAAACATCTCTACCCCAAAGTGGTACAATCGGTCCTACCAGAGCTAGA

I

CSFIR-201 >

CSF1R-201

CCTGACCTCGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGAGATTACAGGCATGAGCCACCGTGCCCCGCCAAAGCCATCTGT

GGACTGGAGCACTAGGTGGGTGGAACCGGAGGGTTTCACGACTCTAATGTCCGTACTCGGTGGCACGGGGCGGTTTCGGTAGACA

= 3

CSF1R-201 >

CSF1R-201

TTTAAACAAATGGAACTACTGAGGCACAAGGAAACTTGCTCACAGAGCCGAGGTTAGAACTCAGCTATGCTGAGTCCAAGTCCAG

AAATTTGTTTACCTTGATGACTCCGTGTTCCTTTGAACGAGTGTCTCGGCTCCAATCTTGAGTCGATACGACTCAGGTTCAGGTC

g

CSF1R-201 >

CSF1R-201

TGGCCTCACTGCCCCCAGTCTCATGCTCCTGTTCATGGAGGGGAGCACTCAGCACCTCCCTCACCCCACACCCTTGGCTGCTCTA

ACCGGAGTGACGGGGGTCAGAGTACGAGGACAAGTACCTCCCCTCGTGAGTCGTGGAGGGAGTGGGGTGTGGGAACCGACGAGAT

e,

CSFIR-201 >

CSF1R-201

GGCCCTGTACTGGTCATCACGGAGTACTGTTGCTATGGCGACCTGCTCAACTTTCTGCGAAGGAAGGCTGAGGCCATGCTGGGAC

CCGGGACATGACCAGTAGTGCCTCATGACAACGATACCGCTGGACGAGTTGAAAGACGCTTCCTTCCGACTCCGGTACGACCCTG

I

CSFIR-201 >

L L L 660 L L L 665 L L L 670 L L L 675 L L L, 680 L L L

G P \ L \ 1 T E Y C C Y G D L L N F L R R K A E A M L G
' ENSE00001023096 >

CSF1R-201

1870

1955

2040

2125

2210

2295

2380



CCAGCCTGAGCCCCGGCCAGGACCCCGAGGGAGGCGTCGACTATAAGAACATCCACCTCGAGAAGAAATATGTCCGCAGGTAGCC

GGTCGGACTCGGGGCCGGTCCTGGGGCTCCCTCCGCAGCTGATATTCTTGTAGGTGGAGCTCTTCTTTATACAGGCGTCCATCGG

g

CSF1R-201 >
685 L L . 690 L L . 695 L L 700, L L . 705 L L 710,
P S L S P G Q D P E G G \ D Y K N 1 H L E K K Y \ R R
ENSEOO00102309¢ RN >
CSF1R-201

CCTGGCAAAGGACAAGAAAAAGGCCAGGTCTGGGAGGCAGGATCCGAGTCTGTCTTCAAAGCCAGCTCAGGGTTGGATGGCTCAT

GGACCGTTTCCTGTTCTTTTTCCGGTCCAGACCCTCCGTCCTAGGCTCAGACAGAAGTTTCGGTCGAGTCCCAACCTACCGAGTA

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >

CSF1R-201

GAATGGGTGGCTATGCAGCCCTCACCTGCCACCTGTGTCATGGGAAGTAGCCACCACAGGTTTTATGGCCATCTCTTGTTTCTCT

CTTACCCACCGATACGTCGGGAGTGGACGGTGGACACAGTACCCTTCATCGGTGGTGTCCAAAATACCGGTAGAGAACAAAGAGA

e, >

CSF1R-201 >

CSF1R-201

ACTCCTTTTCCCCTTCATTCAACAAATATTTGAACACCTACCGTGTTCTGGGAGTGTGGAGGGCAAAGATGGGCAGCTCATAATC

TGAGGAAAAGGGGAAGTAAGTTGTTTATAAACTTGTGGATGGCACAAGACCCTCACACCTCCCGTTTCTACCCGTCGAGTATTAG

o, >

CSF1R-201 >

CSF1R-201

TGGTGGAGATATGCATCAATGAAATCACCACCCAGTGTGTGTAAAAGATCAACCAAGATCTGTGCCTGGAGCCCTAGTAAGAGAT

ACCACCTCTATACGTAGTTACTTTAGTGGTGGGTCACACACATTTTCTAGTTGGTTCTAGACACGGACCTCGGGATCATTCTCTA

P

CSFIR-201 >

CSF1R-201

GGGCAGATGTGGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACCTGAGGATGGG

CCCGTCTACACCGGCCCACGTCACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGACTCCGCCCGTCTAGTGGACTCCTACCC

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >

CSF1R-201

AGTTCGAGACCAGCCTTACCAACAAGGTGAAACCCCGTCTCTATTAAATATACAAAATTAGCCGGGCGTGGTGGCGCATGCCTAT

TCAAGCTCTGGTCGGAATGGTTGTTCCACTTTGGGGCAGAGATAATTTATATGTTTTAATCGGCCCGCACCACCGCGTACGGATA

e, >

CSF1R-201 >

CSF1R-201

2465

2550

2635

2720

2805

2890

2975



AATCCCAGCTACTCGGGAGGCTGAGGCGGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCTGTGAGCTGAGATCACACCATTG

TTAGGGTCGATGAGCCCTCCGACTCCGCCCTCTTAACGAACTTGGGTCCTCCGTCTCCAACGACACTCGACTCTAGTGTGGTAAC

g

CSF1R-201 >

CSF1R-201

CACTCCAGCCTGGGCAACAAGAATGAAACTCCGTCTCAAAAAAAAAGAGAGATGGCTCTGTTGTCCTGTTGCTGTGATTCCTGGA

GTGAGGTCGGACCCGTTGTTCTTACTTTGAGGCAGAGTTTTTTTTTCTCTCTACCGAGACAACAGGACAACGACACTAAGGACCT

P

CSFIR-201 >

CSF1R-201

AGCCATCCAGAACAGAGCCATCCAACAGACAGAGCCACATGGGGAACCAAAGAGAGGAAGTGGGGAGATTCATGTCACACATGAG

TCGGTAGGTCTTGTCTCGGTAGGTTGTCTGTCTCGGTGTACCCCTTGGTTTCTCTCCTTCACCCCTCTAAGTACAGTGTGTACTC

I

CSFIR-201 >

CSF1R-201

TCAGGGTTAGAGGTGGAGCCTGGACTAGAATCCTGCTCTCTTGACTTCCAGTCCAGGAGTCACCCAAGCCACACTGCTGTCCTGG

AGTCCCAATCTCCACCTCGGACCTGATCTTAGGACGAGAGAACTGAAGGTCAGGTCCTCAGTGGGTTCGGTGTGACGACAGGACC

= 3

CSF1R-201 >

CSF1R-201

AGGTCTCTGTCTCAGGGGCTTGTGGGGTCAGGACAGGATCAGAACAAGAAGGGTGTACACTGCGCCCTCATCCTAGATACTGTCA

TCCAGAGACAGAGTCCCCGAACACCCCAGTCCTGTCCTAGTCTTGTTCTTCCCACATGTGACGCGGGAGTAGGATCTATGACAGT

g

CSF1R-201 >

CSF1R-201

GCTGCCACGCCTGGGGAGGCAAAAGAGAAGGAGGCCATCTCTTCACCCAGGGCCTTAAAAATGGGGGCCTGGCAGCATCACTTCC

CGACGGTGCGGACCCCTCCGTTTTCTCTTCCTCCGGTAGAGAAGTGGGTCCCGGAATTTTTACCCCCGGACCGTCGTAGTGAAGG

e,

CSFIR-201 >

CSF1R-201

TCTTCTGATTCCCTGACACTTCTATGAGGGTGGCACACACTAGGCCTCTGAAGATCAGATCAAAATGAGCACCAAAGGAAAGTAT

AGAAGACTAAGGGACTGTGAAGATACTCCCACCGTGTGTGATCCGGAGACTTCTAGTCTAGTTTTACTCGTGGTTTCCTTTCATA

I

CSFIR-201 >

CSF1R-201

3060

3145

3230

3315

3400

3485

3570



TAGCTTCCATCTTCAAATACGCAGATGGGGAAAGTATTCCCAGAGTGGGTAATTTCGAGGGCAAATGGCCTGTAAACCAACTCTG

ATCGAAGGTAGAAGTTTATGCGTCTACCCCTTTCATAAGGGTCTCACCCATTAAAGCTCCCGTTTACCGGACATTTGGTTGAGAC

g

CSF1R-201 >

CSF1R-201

TCAAAGGATTCCAGGCTGTTAACGGAAGCATAGTTTCTACAAGGGAGCGGAAGGTTTTTTCGGTTTCTCCTTCTGGGAACACTAG

AGTTTCCTAAGGTCCGACAATTGCCTTCGTATCAAAGATGTTCCCTCGCCTTCCAAAAAAGCCAAAGAGGAAGACCCTTGTGATC

P

CSFIR-201 >

CSF1R-201

AATATGGACATTGTCAAGGTACACATCTCTAGCGCAGAGGGGACAGGAGGGAGAGAGAAATCCTATCTGGCTGGAACGTTAGGAG

TTATACCTGTAACAGTTCCATGTGTAGAGATCGCGTCTCCCCTGTCCTCCCTCTCTCTTTAGGATAGACCGACCTTGCAATCCTC

I

CSFIR-201 >

CSF1R-201

CAGTAGTGCTTCAGTCTACAGTAGTGCTTCTCAAATTCTCTACCCCAAGTGTGCTCTCATAGGCATCTCTTGAGGACTGTTGGAA

GTCATCACGAAGTCAGATGTCATCACGAAGAGTTTAAGAGATGGGGTTCACACGAGAGTATCCGTAGAGAACTCCTGACAACCTT

= 3

CSF1R-201 >

CSF1R-201

GTGCACCACCTCAGGCCCATCCACCCAGGCCTGCTGATTCAAAATCTGCATTGCAGAGATTCCCGGGGTGATTTATCTGCACATG

CACGTGGTGGAGTCCGGGTAGGTGGGTCCGGACGACTAAGTTTTAGACGTAACGTCTCTAAGGGCCCCACTAAATAGACGTGTAC

g

CSF1R-201 >

CSF1R-201

AGTTGCAGCGTAAGCAGCACTGCTCTAGACCAGTGGGCCTCAGCTTAGGCTGTACTTTGTGATCACCTGGGGAGATTTAAATCTG

TCAACGTCGCATTCGTCGTGACGAGATCTGGTCACCCGGAGTCGAATCCGACATGAAACACTAGTGGACCCCTCTAAATTTAGAC

e,

CSFIR-201 >

CSF1R-201

TGAATGACTGTTTTGTCCCTAGAGTTTCTGAAGTATTAGTAATTAGCCTGATCCTAAAAGCTCCCGAAGTGATTTTAATGTGAAG

ACTTACTGACAAAACAGGGATCTCAAAGACTTCATAATCATTAATCGGACTAGGATTTTCGAGGGCTTCACTAAAATTACACTTC

I

CSFIR-201 >

CSF1R-201

3655

3740

3825

3910

3995

4080

4165



CCAGGGGTGTGAGGCACTGTCCAGAGAAGAGAGGGCACAAGGGGCCCTAGAATATGCCCCAATTCTAGTAGGGCTGTTATGGGGA

GGTCCCCACACTCCGTGACAGGTCTCTTCTCTCCCGTGTTCCCCGGGATCTTATACGGGGTTAAGATCATCCCGACAATACCCCT

g

CSF1R-201 >

CSF1R-201

AGAGGACTCCAACTTCTCTGTGGCCCTTGAGGGTAGAGCAGGGGCTAGGAGGAAAATCTCAGGGGTAGATTGGCATTAGGAACAG

TCTCCTGAGGTTGAAGAGACACCGGGAACTCCCATCTCGTCCCCGATCCTCCTTTTAGAGTCCCCATCTAACCGTAATCCTTGTC

P

CSFIR-201 >

CSF1R-201

TGAAGAACTTTCTCACAGGCAGAGCTGCCCAAAACCAGAATGGGTTGTAAGCTCCCTCACCGGGGACAGCCGAGCAGAGACCAAT

ACTTCTTGAAAGAGTGTCCGTCTCGACGGGTTTTGGTCTTACCCAACATTCGAGGGAGTGGCCCCTGTCGGCTCGTCTCTGGTTA

I

CSFIR-201 >

CSF1R-201

GCTCACTCAGATGGAGTGTGGCAGGAGGGTTTCTTATCAGAAAGGGAGGTTCCAGTTGACCATGGGGTGGTGGGTGGTCAAGGCC

CGAGTGAGTCTACCTCACACCGTCCTCCCAAAGAATAGTCTTTCCCTCCAAGGTCAACTGGTACCCCACCACCCACCAGTTCCGG

= 3

CSF1R-201 >

CSF1R-201

TGAGCTGAGCAGTGCAGTGATGATGAGTGACCTCTGCCCCCCAACCCTCTCTCCTATGTAGGGACAGTGGCTTCTCCAGCCAGGG

ACTCGACTCGTCACGTCACTACTACTCACTGGAGACGGGGGGTTGGGAGAGAGGATACATCCCTGTCACCGAAGAGGTCGGTCCC

g

CSF1R-201 >

L L L 715 L L L
D S G F S S Q G

------------------------------------------------- ENSE00003582642 >

CSF1R-201

TGTGGACACCTATGTGGAGATGAGGCCTGTCTCCACTTCTTCAAATGACTCCTTCTCTGAGCAAGGTGAGGAGGTCCCAGGGCCA

ACACCTGTGGATACACCTCTACTCCGGACAGAGGTGAAGAAGTTTACTGAGGAAGAGACTCGTTCCACTCCTCCAGGGTCCCGGT

ISSSSSS——S—SS—S—S—S——————————— >

CSFIR-201 >
720 . 725 ., 730 ., ., ., ., 735 ., ., ., ., 740
V D T Y V E M R P \ S T S S N D S F S E Q
ENSE00003582642 e L >
CSF1R-201

GGCCCCATTTGCTTGATAACAAGGGAAAAGGAGAAGGGGCTGCTGGGGTGAGGGGTGGGGAGTGTGGCAGGGCTGCCCTGACGCC

CCGGGGTAAACGAACTATTGTTCCCTTTTCCTCTTCCCCGACGACCCCACTCCCCACCCCTCACACCGTCCCGACGGGACTGCGG

e,

CSFIR-201 >

CSF1R-201

4250

4335

4420

4505

4590

4675

4760



TCTTCCCACCCTAGACCTGGACAAGGAGGATGGACGGCCCCTGGAGCTCCGGGACCTGCTTCACTTCTCCAGCCAAGTAGCCCAG

AGAAGGGTGGGATCTGGACCTGTTCCTCCTACCTGCCGGGGACCTCGAGGCCCTGGACGAAGTGAAGAGGTCGGTTCATCGGGTC

g

CSFIR-201 >
. 745 750, ., ., ., 755 ., ., ., ., 760 . ., .,
b L b K E DO G R P L E L R D L L H F S s Q V A Q
............ ENSE00003499486 >
CSF1R-201

GGCATGGCCTTCCTCGCTTCCAAGAATGTGAGTAGGAACCTGGCCCTGGCTCATAGCCACCCAGGTCTGTGCTCCGGGGAGGCTG

CCGTACCGGAAGGAGCGAAGGTTCTTACACTCATCCTTGGACCGGGACCGAGTATCGGTGGGTCCAGACACGAGGCCCCTCCGAC

ISSSSSS——S—SS—S—S—S——————————— >

CSFIR-201 >
765 . 770, .,
G M A F L A S K N
ENSE00003499486 oI T I I >
CSF1R-201

GATGAGTGACGATGGGGAGGAGGAAACGGGAGCCTGTGAGGGGGTAGGGGAGGAGACAGAGTATGAGAGAGTCATTTGGGCAGCA

CTACTCACTGCTACCCCTCCTCCTTTGCCCTCGGACACTCCCCCATCCCCTCCTCTGTCTCATACTCTCTCAGTAAACCCGTCGT

P

CSFIR-201 >

CSF1R-201

GCTGCAAGGATGAGTGGGAGAAAGCTGTGCCCAGGGCTGGAGCTCTGGGGCTGGGCACCTGTGTCCCCAGCGTGAAGATGAGGAA

CGACGTTCCTACTCACCCTCTTTCGACACGGGTCCCGACCTCGAGACCCCGACCCGTGGACACAGGGGTCGCACTTCTACTCCTT

I

CSFIR-201 >

CSF1R-201

GGGTACCAGGCTTTCTTCATTCGTTTTTACTAAATAGTGTATGAGAGACAACAGTTGTCTCTGCTCATAAAGCACGCGGTCTGGT

CCCATGGTCCGAAAGAAGTAAGCAAAAATGATTTATCACATACTCTCTGTTGTCAACAGAGACGAGTATTTCGTGCGCCAGACCA

= 3

CSF1R-201 >

CSF1R-201

GGGGATGATAACGGAAGCTTCCTCAGAATTTTGGGGATATTAGATAACGTATAAAGTGCGCTCGGCCTAGGAAGAAGTGCCAGGG

CCCCTACTATTGCCTTCGAAGGAGTCTTAAAACCCCTATAATCTATTGCATATTTCACGCGAGCCGGATCCTTCTTCACGGTCCC

g

CSF1R-201 >

CSF1R-201

AATGGGAGCTCTTGCCATCTTCCTTAGAACAGATTCGGGAGTCAGTGGTTTGATTGTTGGCTCTGCCACCTGCTCCGTGACTTTA

TTACCCTCGAGAACGGTAGAAGGAATCTTGTCTAAGCCCTCAGTCACCAAACTAACAACCGAGACGGTGGACGAGGCACTGAAAT

e,

CSFIR-201 >

CSF1R-201

4845

4930

5015

5100

5185

5270

5355



PCR Forward
[GAAAAAGGGTTCAATGTG

AGCAACTATTTAAATTCTGTGCCTCAGTTTCTACACCTATAAAAATGGGCATAACGATTGTTGAAAAGAAAAAGGGTTCAATGTG
5440
TCGTTGATAAATTTAAGACACGGAGTCAAAGATGTGGATATTTTTACCCGTATTGCTAACAACTTTTCTTTTTCCCAAGTTACAC

CSF1R-201 >

CSF1R-201

PCR Forward
TGCAGAG

TGCAGAGTTTAGGGAAGGGCCTGGCAGATAGCAGCTGCTATGATCAGAAGTAACGGTAGGGTTTGGAGACTGCTCTCTGCACGGA
5525
ACGTCTCAAATCCCTTCCCGGACCGTCTATCGTCGACGATACTAGTCTTCATTGCCATCCCAAACCTCTGACGAGAGACGTGCCT

CSFIR-201 >

CSF1R-201

AGCCCTTCGCTTCTGGGGCCTGAGCAGACCAGTCAGAGGACAAAGGGTGAGAAGGGCCATGGCTGCTCAGGGTAATGGGGGTTTC
5610
TCGGGAAGCGAAGACCCCGGACTCGTCTGGTCAGTCTCCTGTTTCCCACTCTTCCCGGTACCGACGAGTCCCATTACCCCCAAAG

CSFIR-201 >

CSF1R-201

TAAGCATTAAATGATCAGATCACGATACACATTCTCAGATCCTGGGCCCTGGTAGAAGGTATAGACAAGGGTTTGTGGTAAAGGA
5695
ATTCGTAATTTACTAGTCTAGTGCTATGTGTAAGAGTCTAGGACCCGGGACCATCTTCCATATCTGTTCCCAAACACCATTTCCT

CSF1R-201 >

CSF1R-201

Sanger Sequencing Donor Template WT -> SNV
[GTTCACTCCAGCAGGGACTC IAGGCTCAGGTAGGA

CCAAAACTGTTGTTCACTCCAGCAGGGACTCCAAAGCCATGTGGGGCCCTCCCTGCCATCCTCCTCACCTCAGGCTCAGGTAGGA

5780
GGTTTTGACAACAAGTGAGGTCGTCCCTGAGGTTTCGGTACACCCCGGGAGGGACGGTAGGAGGAGTGGAGTCCGAGTCCATCCT

CSF1R-201 >

CSF1R-201

Donor Template WT -> SNV



= Donor Template WT -> SNV
GAAGGCCCAAGACTAACCCTGCAGTGCTTTCCCTCAGTGCATCCACCGGGACGTGGCAGf-‘.GCGTAACGTGCTGTTGACCAATGGT

GAAGGCCCAAGACTAACCCTGCAGTGCTTTCCCTCAGTGCATCCACCGGGACGTGGCAGCGCGTAACGTGCTGTTGACCAATGGT

5865
CTTCCGGGTTCTGATTGGGACGTCACGAAAGGGAGTCACGTAGGTGGCCCTGCACCGTCGCGCATTGCACGACAACTGGTTACCA
CSF1R-201 >
1 775 I I I I 780 I I I L 785 I I 1 I
C I H R D V A A R N V L L i N G
------------------------------ ENSE00003511616 >
CSF1R-201
] Protospacer Sequence
PAM
SNV
CCTGCACCGTCGCGCATTGC'
gRNA Protospacer
Donor Template WT -> SNV
N
CATGTGGCCAAGATTGGGGACTTCGGGCTGGCTAGGGACATCATGAATGACTCCAACTACATTGTCAAGGGCAATGTAAGTGCTG
5950
GTACACCGGTTCTAACCCCTGAAGCCCGACCGATCCCTGTAGTACTTACTGAGGTTGATGTAACAGTTCCCGTTACATTCACGAC
CSF1R-201 >
790 1 1 1 1 795 1 1 1 1 800 1 1 1 I 805 I L I I 810 I I 1 I
H V A K I G D F G L A R D 1 M N D S N Y I V K G N
ENSEOOO03511616 ORI >
CSF1R-201
Donor Template WT -> SNV
GGAGGGCTTGGGCCAGGCTGGGGAGGGGGTGAAGAGTCGGGGCCCAAAATAACTGGGGACTGTCATCCCAGGCCCGCCTGCCTGT
6035

CCTCCCGAACCCGGTCCGACCCCTCCCCCACTTCTCAGCCCCGGGTTTTATTGACCCCTGACAGTAGGGTCCGGGCGGACGGACA

I . >

CSF1R-201 >

815 L L L
A R L P Vv

--------------------------------------------------------- ENSE00003625490 [

CSF1R-201

GAAGTGGATGGCCCCAGAGAGCATCTTTGACTGTGTCTACACGGTTCAGAGCGACGTCTGGTCCTATGGCATCCTCCTCTGGGAG

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII””“”'I””“'*I"""""*W" 6120

CTTCACCTACCGGGGTCTCTCGTAGAAACTGACACAGATGTGCCAAGTCTCGCTGCAGACCAGGATACCGTAGGAGGAGACCCTC

IESSS—_————————————————————_————.

CSE1R 241 >
820 1 1 1 1 825 1 1 1 1 830 1 1 1 1 835 1 1 1 1 840 1 1 1 1 845 1 1
K W M A P E S 1 F D @ \ Y i Vv Q S D vV W S Y G I L L W E
ENSE00003625490 >
CSF1R-201

ATCTTCTCACTTGGTGAGCCACTGGGCCCACTCCAGGCAGAGCCTGGGGCTGGCTCCTCTGGTTGCCCCACTGGTGGACAAAGCT
6205
TAGAAGAGTGAACCACTCGGTGACCCGGGTGAGGTCCGTCTCGGACCCCGACCGAGGAGACCAACGGGGTGACCACCTGTTTCGA

IS II__m——-—————O——————_—_—————————, >>

CSFIR-201 >
1 1 850 1
I F S [
ENSE00003625490 | >

CSF1R-201



GTTTGGTGCCCAGGACACAGCGAGGGTTGGTGAGAGTGCAGGAATGGGCAAGGGCTCTCGAAACCCAGCATCGTGGCTCCTGCGG

CAAACCACGGGTCCTGTGTCGCTCCCAACCACTCTCACGTCCTTACCCGTTCCCGAGAGCTTTGGGTCGTAGCACCGAGGACGCC

CSF1R-201 >

CSF1R-201

GACTCGGCAGACCCTCTGCCCCTGACAGGCGCTCCTTTCTGGCTCTTCCCTCGTTTGTCTCTGCTCAGTTGCTGTTACCTGTTAC

CTGAGCCGTCTGGGAGACGGGGACTGTCCGCGAGGAAAGACCGAGAAGGGAGCAAACAGAGACGAGTCAACGACAATGGACAATG

CSFIR-201 >

CSF1R-201

GGGAGCAAACAGAGACGAGTCAACG]
PCR Reverse

CCTCCTTTGTCACTGTTTCCCTCCTTTGTCTGAAATCTACAGACCCTTGAAGATGCAGCTCTCTACTACTAGGCTCTAGTAGAAA

GGAGGAAACAGTGACAAAGGGAGGAAACAGACTTTAGATGTCTGGGAACTTCTACGTCGAGAGATGATGATCCGAGATCATCTTT

CSFIR-201 >

CSF1R-201

GAACTGCTATTTCCCGAGGACTAGGCACAAGGACTTGTACTCAGTTCTTAAATACGCTGCTCCTATACCCTCATAACCACCTGAC

CTTGACGATAAAGGGCTCCTGATCCGTGTTCCTGAACATGAGTCAAGAATTTATGCGACGAGGATATGGGAGTATTGGTGGACTG

CSF1R-201 >

CSF1R-201

TGTCCACACTTTAACGATACACAGCTGAAGCTTTGGTCTGATTCCAAAGCCTGTGCAAGAATGTTTGGTGTGATAAGGCCTGGAT

ACAGGTGTGAAATTGCTATGTGTCGACTTCGAAACCAGACTAAGGTTTCGGACACGTTCTTACAAACCACACTATTCCGGACCTA

g

CSF1R-201 >

CSF1R-201

AGAGGCTCACACCTTCCTAAAGCCTAAGCCTGCCACACACTGGCTGGCACACAGGAAGCACCGGGTAAGAGTAGCTGCTGTTGCA

TCTCCGAGTGTGGAAGGATTTCGGATTCGGACGGTGTGTGACCGACCGTGTGTCCTTCGTGGCCCATTCTCATCGACGACAACGT

e,

CSFIR-201 >

CSF1R-201

GTGTTGTCAAGTGGGACCCTTTAAACCCAGTCTAAGATGTGTGTGGGTGTGCGGGAATGGGGAGAAGACAATGGGCATGGCCTCT

CACAACAGTTCACCCTGGGAAATTTGGGTCAGATTCTACACACACCCACACGCCCTTACCCCTCTTCTGTTACCCGTACCGGAGA

I

CSFIR-201 >

CSF1R-201

6290

6375

6460

6545

6630

6715

6800



TACCTGATCTTGGCCTTTGCAGGGCTGAATCCCTACCCTGGCATCCTGGTGAACAGCAAGTTCTATAAACTGGTGAAGGATGGAT

ATGGACTAGAACCGGAAACGTCCCGACTTAGGGATGGGACCGTAGGACCACTTGTCGTTCAAGATATTTGACCACTTCCTACCTA

g

CSF1R-201 >
. ., 85 ., ., ., ., 80 , ., ., ., 85 ., ., ., ., 80 .,
G L N P Y P G I L V N S K F Y K L V K D G
------------------ ENSE00003691987 >
CSF1R-201

ACCAAATGGCCCAGCCTGCATTTGCCCCAAAGAATATGTAAGCGAAGGGATCCCAGGGAGGGAAAAGGACACCCCAGGCTTTCGC

TGGTTTACCGGGTCGGACGTAAACGGGGTTTCTTATACATTCGCTTCCCTAGGGTCCCTCCCTTTTCCTGTGGGGTCCGAAAGCG

ISSSSSS——S—SS—S—S—S——————————— >

CSFIR-201 >
. . 85 ., ., ., ., 80 ., ., ., _, 885
Y Q M A Q P A F A P K N i
ENSE00003691987 [ L L L L T >
CSF1R-201

TGGAAAGGGATGGAAGGCCGTGTGGCCCTGATCTTTCCCTGTCCAAAATGTTCCAGGGTCAGACTTTATCTCTCCCATAGTGGAC

ACCTTTCCCTACCTTCCGGCACACCGGGACTAGAAAGGGACAGGTTTTACAAGGTCCCAGTCTGAAATAGAGAGGGTATCACCTG

P

CSFIR-201 >

CSF1R-201

ACAACAAGCCCCTTTTGAGTTCAAGCTATGGGGGATGTTCTCAGAGAAGCAGCTGTTCACTAGGGCTGGTCCTAACCGACCACTT

TGTTGTTCGGGGAAAACTCAAGTTCGATACCCCCTACAAGAGTCTCTTCGTCGACAAGTGATCCCGACCAGGATTGGCTGGTGAA

I

CSFIR-201 >

CSF1R-201

TTCCTTTTTTTTTTTTTTTTTTTTTGAGACAGCATCTTGCTCTGTAGCCCGGGCTGGAGCGCAGTGATGTGTGCAATCATAGCTC

AAGGAAAAAAAAAAAAAAAAAAAAACTCTGTCGTAGAACGAGACATCGGGCCCGACCTCGCGTCACTACACACGTTAGTATCGAG

= 3

CSF1R-201 >

CSF1R-201

ACTGCAGCCTCAATCTTCAGGGCTCAAGCAATCCTTTGGCCTCAGCCTCCCAAACAGCTGGGACTACAGGTGTGCACCACCAAGC

TGACGTCGGAGTTAGAAGTCCCGAGTTCGTTAGGAAACCGGAGTCGGAGGGTTTGTCGACCCTGATGTCCACACGTGGTGGTTCG

g

CSF1R-201 >

CSF1R-201

CCAGCTATTTTTAAAAAATTTTTTAGTAGAGATGGGATCTCACTATGTTGTCCAGGCTGGTCTGGAACTCCTGGCCTTATGCAAT

GGTCGATAAAAATTTTTTAAAAAATCATCTCTACCCTAGAGTGATACAACAGGTCCGACCAGACCTTGAGGACCGGAATACGTTA

e,

CSFIR-201 >

CSF1R-201

6885

6970

7055

7140

7225

7310

7395



CCTCCTGCATCAACCTCCCAAAGTGTTGGGATTACAGGAATGAGCCACTGCACCTGTCCCTAAACAGACTTTTAAGAGATCGTTA

GGAGGACGTAGTTGGAGGGTTTCACAACCCTAATGTCCTTACTCGGTGACGTGGACAGGGATTTGTCTGAAAATTCTCTAGCAAT

g

CSF1R-201 >

CSF1R-201

TTACAGTTACCCTGAGGATACCAAAATGGCCTCATCTGTCAGAATGAGGGTGATGAGAGTACCCTTCTGCAAGGGTTACTGTGAG

AATGTCAATGGGACTCCTATGGTTTTACCGGAGTAGACAGTCTTACTCCCACTACTCTCATGGGAAGACGTTCCCAATGACACTC

P

CSFIR-201 >

CSF1R-201

GATTAAATGGTAAAGCATGCCAAGGACTTGGCATAGGTTTTATACTAAACTTACTTTGACTGGGTTTGGGGACCTCTGCTGGGTA

CTAATTTACCATTTCGTACGGTTCCTGAACCGTATCCAAAATATGATTTGAATGAAACTGACCCAAACCCCTGGAGACGACCCAT

I

CSFIR-201 >

CSF1R-201

GGTCTCTCTAGGGGTGTGTGTTAATGGCCCCTGGACCCTAGGGAGCTGCCCATGGGCATCCTCTGTCCTATCTCCCAGATACAGC

CCAGAGAGATCCCCACACACAATTACCGGGGACCTGGGATCCCTCGACGGGTACCCGTAGGAGACAGGATAGAGGGTCTATGTCG

= 3

CSF1R-201 >
———
Y S
--------------------------------------------------------------- >
CSF1R-201

ATCATGCAGGCCTGCTGGGCCTTGGAGCCCACCCACAGACCCACCTTCCAGCAGATCTGCTCCTTCCTTCAGGAGCAGGCCCAAG

TAGTACGTCCGGACGACCCGGAACCTCGGGTGGGTGTCTGGGTGGAAGGTCGTCTAGACGAGGAAGGAAGTCCTCGTCCGGGTTC

P

CSFIR-201 >

L . 890 L L . 895 L L 900 L L L 905 L L L 910 L L 915
1 M Q A C W A L E P T H R P T F Q Q 1 C S F L Q E Q A Q
ENSE00003647852

_________________________________ENsEoooosed7ss2 [

CSF1R-201

AGGACAGGAGAGAGCGGGTGAGTGGGGTGAGGCTTGGGGTGGGTGGCCGGTAAAGCACGTTGGGCTGGGCCTGATGGATCTGGAC

TCCTGTCCTCTCTCGCCCACTCACCCCACTCCGAACCCCACCCACCGGCCATTTCGTGCAACCCGACCCGGACTACCTAGACCTG

g

CSFIR-201 >
L 920
E D R R E R
ENSE00003647852 | e T L >
CSF1R-201

TGACAGTTTCTGGTCCCTCCCACCCTCAGGACTATACCAATCTGCCGAGCAGCAGCAGAAGCGGTGGCAGCGGCAGCAGCAGCAG

ACTGTCAAAGACCAGGGAGGGTGGGAGTCCTGATATGGTTAGACGGCTCGTCGTCGTCTTCGCCACCGTCGCCGTCGTCGTCGTC

ISSSSSS——S—SS—S—S—S——————————— >

CSFIR-201 >
. ., 925 ., ., ., ., 930 , ., ., ., 935 _, ., ., ., 940
b vy T N L P S S s R S G G S G S S S5 S
------------------------ ENSE00003627546 >

CSF1R-201

7480

7565

7650

7735

7820

7905

7990



TGAGCTGGAGGAGGAGAGCTCTAGTGAGCACCTGACCTGCTGCGAGCAAGGGGATATCGCCCAGCCCTTGCTGCAGCCCAACAAC

ACTCGACCTCCTCCTCTCGAGATCACTCGTGGACTGGACGACGCTCGTTCCCCTATAGCGGGTCGGGAACGACGTCGGGTTGTTG

g

CSF1R-201 >
L L L L 945 L L 950 L L . 955 L L 960 L L . 965 L L
E L E E E S S S E H L T C C E Q G D 1 A Q P L L Q P N N
ENSE00003627546 >
CSF1R-201

TATCAGTTCTGCTGAGGAGTTGACGACAGGGAGTACCACTCTCCCCTCCCACAAACTTCAACTCCTCCATGGATGGGGCGACACG

ATAGTCAAGACGACTCCTCAACTGCTGTCCCTCATGGTGAGAGGGGAGGGTGTTTGAAGTTGAGGAGGTACCTACCCCGCTGTGC

ISSSSSS——S—SS—S—S—S——————————— >

CSF1R-201 >

L o970
Y Q F C @

ENSE00003627546

CSF1R-201

GGGAGAACATACAAACTCTGCCTTCGGTCATTTCACTCAACAGCTCGGCCCAGCTCTGAAACTTGGGAAGGTGAGGGATTCAGGG

CCCTCTTGTATGTTTGAGACGGAAGCCAGTAAAGTGAGTTGTCGAGCCGGGTCGAGACTTTGAACCCTTCCACTCCCTAAGTCCC

P

CSFIR-201 >

GAGGTCAGAGGATCCCACTTCCTGAGCATGGGCCATCACTGCCAGTCAGGGGCTGGGGGCTGAGCCCTCACCCCCCCCTCCCCTA

CTCCAGTCTCCTAGGGTGAAGGACTCGTACCCGGTAGTGACGGTCAGTCCCCGACCCCCGACTCGGGAGTGGGGGGGGAGGGGAT

I

CSFIR-201 >

CTGTTCTCATGGTGTTGGCCTCGTGTTTGCTATGCCAACTAGTAGAACCTTCTTTCCTAATCCCCTTATCTTCATGGAAATGGAC

GACAAGAGTACCACAACCGGAGCACAAACGATACGGTTGATCATCTTGGAAGAAAGGATTAGGGGAATAGAAGTACCTTTACCTG

= 3

CSF1R-201 >

TGACTTTATGCCTATGAAGTCCCCAGGAGCTACACTGATACTGAGAAAACCAGGCTCTTTGGGGCTAGACAGACTGGCAGAGAGT

ACTGAAATACGGATACTTCAGGGGTCCTCGATGTGACTATGACTCTTTTGGTCCGAGAAACCCCGATCTGTCTGACCGTCTCTCA

g

CSF1R-201 >

GAGATCTCCCTCTCTGAGAGGAGCAGCAGATGCTCACAGACCACACTCAGCTCAGGCCCCTTGGAGCAGGATGGCTCCTCTAAGA

CTCTAGAGGGAGAGACTCTCCTCGTCGTCTACGAGTGTCTGGTGTGAGTCGAGTCCGGGGAACCTCGTCCTACCGAGGAGATTCT

e,

CSFIR-201 >

ATCTCACAGGACCTCTTAGTCTCTGCCCTATACGCCGCCTTCACTCCACAGCCTCACCCCTCCCACCCCCATACTGGTACTGCTG

TAGAGTGTCCTGGAGAATCAGAGACGGGATATGCGGCGGAAGTGAGGTGTCGGAGTGGGGAGGGTGGGGGTATGACCATGACGAC

I

CSFIR-201 >

TAATGAGCCAAGTGGCAGCTAAAAGTTGGGGGTGTTCTGCCCAGTCCCGTCATTCTGGGCTAGAAGGCAGGGGACCTTGGCATGT

ATTACTCGGTTCACCGTCGATTTTCAACCCCCACAAGACGGGTCAGGGCAGTAAGACCCGATCTTCCGTCCCCTGGAACCGTACA

= 3

CSF1R-201 >

8075

8160

8245

8330

8415

8500

8585

8670

8755



GGCTGGCCACACCAAGCAGGAAGCACAAACTCCCCCAAGCTGACTCATCCTAACTAACAGTCACGCCGTGGGATGTCTCTGTCCA
8840

CCGACCGGTGTGGTTCGTCCTTCGTGTTTGAGGGGGTTCGACTGAGTAGGATTGATTGTCAGTGCGGCACCCTACAGAGACAGGT

g

CSF1R-201 >

CATTAAACTAACAGCATTAATGCAGTCA 3’

GTAATTTGATTGTCGTAATTACGTCAGT 5’

CSFIR-201 >




NN NS

Feature

CSF1R

/note

CSF1R-201

/note =
CSF1R-203

/note =

CSF1R-210

/note =
CSF1R-206

/note =

CSF1R-208

/note

CSF1R-201

F 11 segments

/note

/translation

CSF1R-210

F 11 segments

/note

/translation

Location Size 0 = Type
1 .. 8868 8868 bp [m]

1

gene

gene ENSG00000182578
Protein coding

1 .. 8868 8868 bp [m] —+ prim_transcript

primary transcript ENST00000286301
1 .. 8868 8868 bp [m] = prim_transcript

primary transcript ENST00000504875
Nonsense mediated decay

1 .. 8864 8864 bp [m] —+ prim_transcript

primary transcript ENST00000675795
1 .. 2381 2381 bp [m] —+ prim_transcript

primary transcript ENST00000513609
Retained intron

1 .. 2381 2381 bp [m] —+ prim_transcript

primary transcript ENST00000515239
protein_coding_CDS_not_defined

310 .. 8090 7781 bp 5] —* CDS
= 1293 bp

coding sequence ENSP00000286301

KPKYQVRWKIIESYEGNSYTFIDPTQLPYNEKWEFPRNNLQF, GKTLGAGAFGKVVEATAFGLGKEDAVLKVAVKMLK, STAHADEKEALMSELKI
MSHLGQHENIVNLLGACTHG, GPVLVITEYCCYGDLLNFLRRKAEAMLGPSLSPGQDPEGGVDYKNIHLEKKYVRR, DSGFSSQGVDTYVEMRP
VSTSSNDSFSEQ, DLDKEDGRPLELRDLLHFSSQVAQGMAFLASKN, CIHRDVAARNVLLTNGHVAKIGDFGLARDIMNDSNYIVKGN, ARLPVK
WMAPESIFDCVYTVQSDVWSYGILLWEIFSL, GLNPYPGILVNSKFYKLVKDGYQMAQPAFAPKNI,YSIMQACWALEPTHRPTFQQICSFLQEQ
AQEPRRBRDYTNLRSSSREGGSGSSSSELEEESSSEHLTCCEQGDIAQPLLQPNNYQFC*

310 .. 8090 7781bp B —+  CDS
= 1293 bp

coding sequence ENSP00000501699

KPKYQVRWKIIESYEGNSYTFIDPTQLPYNEKWEFPRNNLQF, GKTLGAGAFGKYVVEATAFGLGKEDAVLKVAVKMLK, STAHADEKEALMSELKI
MSHLGQHENIVNLLGACTHG,,GPVLVITEYCCYGDLLNFLRRKAEAMLGPSLSPGQDPEGGVDYKNIHLEKKYVRR, DSGFSSQGVDTYVEMRP
VSTSSNDSFSEQ, DLDKEDGRPLELRDLLHFSSQVAQGMAFLASKN, CIHRDVAARNVLLTNGHVAKIGDFGLARDIMNDSNYIVKGN,ARLPVK
WMAPESIFDCVYTVQSDVWSYGILLWEIFSL, GLNPYPGILVNSKFYKLVKDGYQMAQPAFAPKNI,YSIMQACWALEPTHRPTFQQICSFLQEQ
AQF BRRBRDYT LA SSSRE§GSGSSSSELEEESSSEHLTCCEQGDIAQPLLQPNNYQFC*

CSF1R-207 491 .. 6133 5643 bp [m] —+ prim_transcript
/note = primary transcript ENST00000515068

Nonsense mediated decay
Donor Template WT -> SNV 5767 .. 5866 100 bp [m] H misc_feature
PAM 5826 .. 5828 3 bp O H misc_feature
Protospacer Sequence 5829 .. 5848 20 bp -] H misc_feature
SNV 5840 .. 5840 1 bp m] H misc_feature
/note = WT =C

SNV =A
CSF1R-204 7339 .. 8321 983 bp [m] -+ prim_transcript
/note = primary transcript ENST00000509861

Retained intron



Primer Length (=] Binding Sites o= Tm Date Added

PCR Forward 25-mer 5423 .. 5447 s 59°C Jan 18, 2023
/sequence = GAAAAAGGGTTCAATGTGTGCAGAG
44% GC / 7819.2 Da
Sanger Sequencing 20-mer 5707 .. 5726 - 60°C Jan 18, 2023
/sequence = GTTCACTCCAGCAGGGACTC
60% GC / 6078.0 Da
Donor Template WT -> SNV 100-mer 5767 .. 5866 - 81°C Jan 18, 2023
/sequence = AGGCTCAGGTAGGAGAAGGCCCAAGACTAACCCTGCAGTGCTTTCCCTCAGTGCATCCACCGGGACGTGGCAGAGCGTAACGTGCTGT
P BHCHAATEEGEE5.0 Da
gRNA Protospacer 20-mer 5829 .. 5848 — 65°C Jan 18, 2023
/sequence = CGTTACGCGCTGCCACGTCC
70% GC / 6029.9 Da
PCR Reverse 25-mer 6338 .. 6362 -— 63°C Jan 18, 2023
/sequence = GCAACTGAGCAGAGACAAACGAGGG

56% GC / 7783.1 Da



