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TGGCAGCGTTTTCCCCAGAACATCCCCAAGGTAGGGTAAGTATTGAAGGAAGGTCACTAGTACTTCTTGAAAGGCGAGAAGATTTGGTGAGAGTATCTATTTTATGACCCAACCCAAGAAAGAAATGTGAAGAGA

ACCGTCGCAAAAGGGGTCTTGTAGGGGTTCCATCCCATTCATAACTTCCTTCCAGTGATCATGAAGAACTTTCCGCTCTTCTAAACCACTCTCATAGATAAAATACTGGGTTGGGTTCTTTCTTTACACTTCTCT

N ——~>

GGAAGATAACAACTTTCTCCACATTTATCACTGAGGATTTCTAGATGTGCATTTATGTGTGCCAAAAAAAAAAAGAAACACTAAGGCTTTATAAATTTAGAAAGGCTAGTTATCACAACCAGTAAACTAGTAAAA
1 M 1 M 1 . 1 M 1 M 1 " 1 . 1 M 1 " 1 M 1 " 1 M 1 M 1

T T T T T T T 4 T T T T T 4 T T T T T T T T T T T T T
CCTTCTATTGTTGAAAGAGGTGTAAATAGTGACTCCTAAAGATCTACACGTAAATACACACGGTTTTTTTTTTTCTTTGTGATTCCGAAATATTTAAATCTTTCCGATCAATAGTGTTGGTCATTTGATCATTTT

T ——————S————. >

AAAGTTAAAATATACTATATTATGCCCTAAAGGGGATATATCAGAATGGTCTGTGGGTCAGGAATGGAAGATACCTAGTCTGAAAAAATTATTCTAGTAATTCTGAAAGGGCCCTTCAATTCCCCTCTGCCCTCT
M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTTCAATTTTATATGATATAATACGGGATTTCCCCTATATAGTCTTACCAGACACCCAGTCCTTACCTTCTATGGATCAGACTTTTTTAATAAGATCATTAAGACTTTCCCGGGAAGTTAAGGGGAGACGGGAGA

- _____________________pg

TTCCCAACACACATTAATTAAGAATCATTGATCTCAAGCAAGAAGGGAAAAGTGTCAAAAATAAACCCTTGGGAAATATCAATATTTGGGATTTAAGGAAATGAAGATAAAATTATGAAATAGACCAATAATTTT

AAGGGTTGTGTGTAATTAATTCTTAGTAACTAGAGTTCGTTCTTCCCTTTTCACAGTTTTTATTTGGGAACCCTTTATAGTTATAAACCCTAAATTCCTTTACTTCTATTTTAATACTTTATCTGGTTATTAAAA

T ———— T ——————

CTAGAAAATTAGGAGAATGCCAGAGCAAAGTAGATTCCTAAAAGCCAAAGGTGCAGATGGTTTCAAGAAAGGAGGAGTAGTTAATATTAAATGTTGCTTAAAGGTCAATTATCATTAGTATTATTATGATTTCAA
" 1 M 1 M 1 " 1 M 1 . 1 M 1 M 1 M 1 " 1 " 1 M 1 " 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GATCTTTTAATCCTCTTACGGTCTCGTTTCATCTAAGGATTTTCGGTTTCCACGTCTACCAAAGTTCTTTCCTCCTCATCAATTATAATTTACAACGAATTTCCAGTTAATAGTAATCATAATAATACTAAAGTT

T ——————S————. >

ATGAAAATGTACCAGTTGTTTCACATCTGTTATCTCATTTGATCTCTCAACAATTGCATGAGGTGAAACTGAAGATTAGAGATGTTAAATAACTTGCTGGGATATAAATTCAGGCCTGTAGGATTCCAAAGACCA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
TACTTTTACATGGTCAACAAAGTGTAGACAATAGAGTAAACTAGAGAGTTGTTAACGTACTCCACTTTGACTTCTAATCTCTACAATTTATTGAACGACCCTATATTTAAGTCCGGACATCCTAAGGTTTCTGGT

- _____________________pg

CCCTATTTCCACACTGTTCTGTGAAGTCATTGGTGGTCTTGGTGGGAGTGGTTTTGGTAGATATTGGGCACAGAAGCCAGAAAGCTTTGAATTGACACAGTTAATAAAATTTAAGAGCGGATAGGCTATGAGGAC

GGGATAAAGGTGTGACAAGACACTTCAGTAACCACCAGAACCACCCTCACCAAAACCATCTATAACCCGTGTCTTCGGTCTTTCGAAACTTAACTGTGTCAATTATTTTAAATTCTCGCCTATCCGATACTCCTG

T ———— T ——————

ACCCGAAGTTTAACTGACTTCGGTTTAAATTTTAAACTTTTAAACTTTAAAGTTTAAAAGTTTAAACTTTAAACTTCAGTTAAAGTTTAAAATGAGAGAGATGGAACCAAAGAAGGGAAATGAGTTCATCCTGTG

TGGGCTTCAAATTGACTGAAGCCAAATTTAAAATTTGAAAATTTGAAATTTCAAATTTTCAAATTTGAAATTTGAAGTCAATTTCAAATTTTACTCTCTCTACCTTGGTTTCTTCCCTTTACTCAAGTAGGACAC

T ——————S————. >

TTTTGCTTTGTTTATATGATGCAGTTTCATACAGTGATTTAGATCACATGCTCTTCATCCATACTGCATCTGCTGGAATCCCGGGCTGCCCATCAGCCATGTGTTATTTAATCTTTGAGTTACTAAATGATATTG
M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AAAACGAAACAAATATACTACGTCAAAGTATGTCACTAAATCTAGTGTACGAGAAGTAGGTATGACGTAGACGACCTTAGGGCCCGACGGGTAGTCGGTACACAATAAATTAGAAACTCAATGATTTACTATAAC

- _____________________pg

AGTTATTTTAAAATTTAGTTTCCAAGAATATTTATTGTTTGTTTCTTTGTTGTATTTTGTTTGGAGACAGGGTCTTGCTTTGTCACACAGGTTGGAGTACAGTGACATGATCATAGCTCACCATAATAAATACTA

TCAATAAAATTTTAAATCAAAGGTTCTTATAAATAACAAACAAAGAAACAACATAAAACAAACCTCTGTCCCAGAACGAAACAGTGTGTCCAACCTCATGTCACTGTACTAGTATCGAGTGGTATTATTTATGAT

T ———— T ——————

CATTCACACTGTCTTTTACTTTGCTACTGAGTTAGTATCCAGAGACACAATATTGTGTAGGATACTTAAGAGCTTTTATGTATATGATAACACTTTTTGTTGTTGTTCCTAGTCTTAGAAATAATTGCAGTGAAC
M 1 " 1 M 1 " 1 . 1 M 1 M 1 " 1 M 1 " 1 M 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTAAGTGTGACAGAAAATGAAACGATGACTCAATCATAGGTCTCTGTGTTATAACACATCCTATGAATTCTCGAAAATACATATACTATTGTGAAAAACAACAACAAGGATCAGAATCTTTATTAACGTCACTTG

T ——————S————. >

AATACAGGTTTGAGCTGCACAGGTTCACTTCTATGCAAAGTTTCTTCCACTGCTGCCACCCCTGAGACAGCAAGTCCTACTCCACCTCTTCCTCCTTCTCCTTTGCCTACTCAACATGGAGACACTAAGGATAAA
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TTATGTCCAAACTCGACGTGTCCAAGTGAAGATACGTTTCAAAGAAGGTGACGACGGTGGGGACTCTGTCGTTCAGGATGAGGTGGAGAAGGAGGAAGAGGAAACGGATGAGTTGTACCTCTGTGATTCCTATTT

- _______________________pg

GACGTTTATGATGATCCACTTCCATGTAAGGAACAGTAAATCAATTTTTTCTACCTTACAATTTTCTTTACATTTTCTTTTCTCTAGTCTACTTTATTGTAAGAATTCAGTATATAATACATATAACTACAAAAT

CTGCAAATACTACTAGGTGAAGGTACATTCCTTGTCATTTAGTTAAAAAAGATGGAATGTTAAAAGAAATGTAAAAGAAAAGAGATCAGATGAAATAACATTCTTAAGTCATATATTATGTATATTGATGTTTTA

T ———— T ——————

ATGTATTAGTCAACTGCTAAATCTTTTTTTTGAGACAGCGTCTTGCTTTGTCTCCCAGGCTGGAATCCAGAATGCAGTGGCACTATCCTAGCTCACTACAGACTTGAACGCGTGGTCTCAAGTGATCCTCTTACC
1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 . 1 X 1 " 1 : 1 M 1

T 4 T T T T T T T T T T T T T T T T T 4 T T T T T T T
TACATAATCAGTTGACGATTTAGAAAAAAAACTCTGTCGCAGAACGAAACAGAGGGTCCGACCTTAGGTCTTACGTCACCGTGATAGGATCGAGTGATGTCTGAACTTGCGCACCAGAGTTCACTAGGAGAATGG

T ——————S————. >

TCAGCCTCCTGAGTAGCTAAGGCTACAGGTGAGTGCCACCATGCCTAGCTAATTTTTCATTTTTTGTAGAGACAGGGTCTCACTATGTTACCCAAGCTGATCTCAAACTCCTGGCTTCAAGGGATCCTCCTGACT
1 1 1 1 1 1 1 1 1 1 1 1 1

AGTCGGAGGACTCATCGATTCCGATGTCCACTCACGGTGGTACGGATCGATTAAAAAGTAAAAAACATCTCTGTCCCAGAGTGATACAATGGGTTCGACTAGAGTTTGAGGACCGAAGTTCCCTAGGAGGACTGA

- _______________________pg

CAGCCTCCCAAAGTGCTGGGATTGCAGGCATGAGTCACCATGCCCAGACAACTGTTTATGTTATCAGTAACATAAACAGTTGCTGTCAACTGTAGGCTATTAGCAGTTAAATTTGGGGCGAGTCGAAAGTTATAT

GTCGGAGGGTTTCACGACCCTAACGTCCGTACTCAGTGGTACGGGTCTGTTGACAAATACAATAGTCATTGTATTTGTCAACGACAGTTGACATCCGATAATCGTCAATTTAAACCCCGCTCAGCTTTCAATATA

T ———— T ——————

GCAGATTTTTGACTGCATAGGGAGGTCAGTGCCACTAACCCCTCCTACCTGGGTGAAAAAGCAAGACCCTATCTCAAAACAAAACACAACAAAGAAACAAAAAAGAAATATTTTGGGAAATTAAATTTTAAACTA

CGTCTAAAAACTGACGTATCCCTCCAGTCACGGTGATTGGGGAGGATGGACCCACTTTTTCGTTCTGGGATAGAGTTTTGTTTTGTGTTGTTTCTTTGTTTTTTCTTTATAAAACCCTTTAATTTAAAATTTGAT

T ——————S————. >

ACTCAATATCATTTAGCAACTCAAACTCATCATGTAAACCAAACAAAAATATTATTCAAGGGTCAACTGTACTCAATATAGGTATAAGTCTCCTCTTTTTATCTTTCCAAATAAATCTTTAATACTGGTAAACTC
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TGAGTTATAGTAAATCGTTGAGTTTGAGTAGTACATTTGGTTTGTTTTTATAATAAGTTCCCAGTTGACATGAGTTATATCCATATTCAGAGGAGAAAAATAGAAAGGTTTATTTAGAAATTATGACCATTTGAG

- _______________________pg

TAGGACCACTTATTTTGGATAATTTTTCAATTATATTTTATGTATGCTTTTCGAGCATTTACTACAGGAAAAATGTCATGCTAGATGCTAATGCCACATTTCATGTTTCATATTTAAAACTGGTTCAAAGTGCTT

ATCCTGGTGAATAAAACCTATTAAAAAGTTAATATAAAATACATACGAAAAGCTCGTAAATGATGTCCTTTTTACAGTACGATCTACGATTACGGTGTAAAGTACAAAGTATAAATTTTGACCAAGTTTCACGAA

T ———— T ——————

135

270

405

540

675

810

945

1080

1215

1350

1485

1620

1755

1890

2025

2160

2295

2430

2565



TTGGTTTTGGGTTCCTTGCTTCAGTTCCAGAGATATAAAAAGAAATATACAGATGTTATTTGAAAATATTTCTTTGACAACAAAGCAGTAAATCTTAAACTGTTGTTGAAGAACAATCAGGAATCAGCGACAAAT

AACCAAAACCCAAGGAACGAAGTCAAGGTCTCTATATTTTTCTTTATATGTCTACAATAAACTTTTATAAAGAAACTGTTGTTTCGTCATTTAGAATTTGACAACAACTTCTTGTTAGTCCTTAGTCGCTGTTTA

T ———— T ——————

TTAGTTTTTTCCTTAGATGCTGCTGAATCATAAAAGCCTATTTTAAAATGTTGCAGTGCTCATACTTTACATTTCTTTTCTTCCAAAGATACTAAAATAAGACATCAACACCCCAGCAATTTTCATACATCTGGA
" 1 . 1 M 1 " 1 . 1 . 1 M 1 M 1 . 1 M 1 " 1 . 1 M 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATCAAAAAAGGAATCTACGACGACTTAGTATTTTCGGATAAAATTTTACAACGTCACGAGTATGAAATGTAAAGAAAAGAAGGTTTCTATGATTTTATTCTGTAGTTGTGGGGTCGTTAAAAGTATGTAGACCT

T ——————S————. >

AGGGTCTCCTGGCAATGGGATGCTGATGCTGTAGGGAGAATAATGGTCAGCATTTGAGACATACGCAGCTCATCAGTGGATGAGCTCAGGGTGGATTCCAGCCAGTAGAAACCAAAGGGTTCCCAACTCCCCAAG
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TCCCAGAGGACCGTTACCCTACGACTACGACATCCCTCTTATTACCAGTCGTAAACTCTGTATGCGTCGAGTAGTCACCTACTCGAGTCCCACCTAAGGTCGGTCATCTTTGGTTTCCCAAGGGTTGAGGGGTTC

- _____________________pg

GACCAATGTAACTCCCAGTAAATGCTCTCCACAGAAAGTGTTATATTCTCAAAGTAAGTCTCAAGCATAAAATATGGTAGTTTCAAAAGAAATACTGGCCAGGCATGGTGGCTTGCACTTGCCCAGCACTTGAGG

CTGGTTACATTGAGGGTCATTTACGAGAGGTGTCTTTCACAATATAAGAGTTTCATTCAGAGTTCGTATTTTATACCATCAAAGTTTTCTTTATGACCGGTCCGTACCACCGAACGTGAACGGGTCGTGAACTCC

T ———— T ——————

CTGAGGCAGAAGGATTGCTTGAGTCTAGGAGTTCAAGACCAGCCTTGGCCAAACAGCAAGACCCTATCTCTACAAAAAATAAGAAAACGAATTAGTCAGGCATTTTAGCATGAGCCTGTAGTCCTAGCTACTTGG
1 3 1 " 1 . 1 M 1 M 1 M 1 M 1 " 1 . 1 M 1 M 1 . 1 X 1

T 4 T T T T T T T T T T T T T T T T T T T T T T T 4 T
GACTCCGTCTTCCTAACGAACTCAGATCCTCAAGTTCTGGTCGGAACCGGTTTGTCGTTCTGGGATAGAGATGTTTTTTATTCTTTTGCTTAATCAGTCCGTAAAATCGTACTCGGACATCAGGATCGATGAACC

T ——————S————. >

GAGGGTGAAATGGGAGGATTGCTTGAGCTCTGGAGTTTGAGGCTGCAGTGAGCTATGATCATGTCACTGTACTTCAACCTGGGTGACAGAGCAAGACCCTGTCTTAAAACAAAATACAATAAAGAAACAAAAACG
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

CTCCCACTTTACCCTCCTAACGAACTCGAGACCTCAAACTCCGACGTCACTCGATACTAGTACAGTGACATGAAGTTGGACCCACTGTCTCGTTCTGGGACAGAATTTTGTTTTATGTTATTTCTTTGTTTTTGC

- _____________________pg

AAATATTTTGGGAAATTAAATTTTAAAATAACCAATATCATTTAGCAACTTTTTATTAGAATTATAGAAATTTCTAAAATAGAGGAGGTAACATCTTTATTACTATAAAAAATAAATATTCATTGAGTGTTCATC

TTTATAAAACCCTTTAATTTAAAATTTTATTGGTTATAGTAAATCGTTGAAAAATAATCTTAATATCTTTAAAGATTTTATCTCCTCCATTGTAGAAATAATGATATTTTTTATTTATAAGTAACTCACAAGTAG

T ———— T ——————

TTGTTTCATATATATATTGCTCATCAAGTATTAGCATTTGTTACTGAAATTTTAGAGTGGACGAACTTAAAGAAAGGTTAAATAAACTGCCTGATGTTAAAAACAAAAAAAAAAAAAGAGAGAGGGTTAGGTGTG

AACAAAGTATATATATAACGAGTAGTTCATAATCGTAAACAATGACTTTAAAATCTCACCTGCTTGAATTTCTTTCCAATTTATTTGACGGACTACAATTTTTGTTTTTTTTTTTTTCTCTCTCCCAATCCACAC

T ——————S————. >

GTAGCTCATGCCTATAATCCTAGCACTTTAGGAGGCTGAGGTAGGAAGATTGCCTCAGCAGGAGGCAATACTTAGAGGGGGAACAAACTGAGCTCAAAGTTAGTAGAAGAAACGAAATAATAAAGATCAGAGCAG
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CATCGAGTACGGATATTAGGATCGTGAAATCCTCCGACTCCATCCTTCTAACGGAGTCGTCCTCCGTTATGAATCTCCCCCTTGTTTGACTCGAGTTTCAATCATCTTCTTTGCTTTATTATTTCTAGTCTCGTC

- _____________________pg

AAATAAATAAAATAGAGACTAGAATAACAATAGAGAAAATTGACAGTAAAAGATGGGTTTCTGAAAAGACAAACAAAATTCACAAACTTTTAACTAGACTAAGAAAGAAAGAAAGAAGTCTCAAATACATAAAAT

TTTATTTATTTTATCTCTGATCTTATTGTTATCTCTTTTAACTGTCATTTTCTACCCAAAGACTTTTCTGTTTGTTTTAAGTGTTTGAAAATTGATCTGATTCTTTCTTTCTTTCTTCAGAGTTTATGTATTTTA

T ———— T ——————

CAGAAATTAGAGAAGACAGTACAAGAAATACCAGAGAAATACAAAGAATCATTAGAGACTACTATGAACAATTATATGGCAACAAACTGGATAACCTAGAAGAAAGGACCAAATTCTAACAAATATATAATCTAC
1 M 1 " 1 . 1 M 1 M 1 " 1 . 1 M 1 M 1 X 1 M 1 M 1 X 1

T T T T T T T 4 T T T T T 4 T T T T T 4 T T T T T 4 T
GTCTTTAATCTCTTCTGTCATGTTCTTTATGGTCTCTTTATGTTTCTTAGTAATCTCTGATGATACTTGTTAATATACCGTTGTTTGACCTATTGGATCTTCTTTCCTGGTTTAAGATTGTTTATATATTAGATG

T ——————S————. >

CAATACCAAATCATGAAGAAATGGAAAATATGGGCAGATTTATAATAAGTAAGGAGATTTAATTAGTAATCAAAAATCTCTCATCAAAGAAAAGCCCAGGACCTGATGGCTGTACTGGTGAATTCCCCCAAACAT
N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GTTATGGTTTAGTACTTCTTTACCTTTTATACCCGTCTAAATATTATTCATTCCTCTAAATTAATCATTAGTTTTTAGAGAGTAGTTTCTTTTCGGGTCCTGGACTACCGACATGACCACTTAAGGGGGTTTGTA

- _______________________pg

GTAAAGAATAATCGTCAGTTTTTCTCAAACTTTTTCAAAATATTTAAGAGGAGGAAATACATCCAAACTCATTTTATGAGGCCAACATTATGCTGATACCAAAGCCAGACAAGTACCCTGTAAGAAAAGAAAATT

CATTTCTTATTAGCAGTCAAAAAGAGTTTGAAAAAGTTTTATAAATTCTCCTCCTTTATGTAGGTTTGAGTAAAATACTCCGGTTGTAATACGACTATGGTTTCGGTCTGTTCATGGGACATTCTTTTCTTTTAA

T ———— T ——————

ACAGGCCAATATCCATGATGAACATACATGCAAAAATCCTCAATTTCTAGCAAACAGCACATTAAAAGGATCATACACCATGATCAAGTGGGATTAATTACTGGGATTAAAAGGTTATTCAACATACACAAATCA
" 1 . 1 M 1 " 1 " 1 M 1 M 1 . 1 M 1 " 1 M 1 M 1 " 1 :

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTCCGGTTATAGGTACTACTTGTATGTACGTTTTTAGGAGTTAAAGATCGTTTGTCGTGTAATTTTCCTAGTATGTGGTACTAGTTCACCCTAATTAATGACCCTAATTTTCCAATAAGTTGTATGTGTTTAGT

T ——————S————. >

ATAAATGTGATATATAACATTAACAGAATGAAGGATAAATATCGTATGATGATCTCAATAGATGCAGAAAAGCACTTGAAAAAATTCAATATCATTTCATAATGAAAAATTTGAACAAATTAGGTATAGAAATAA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
TATTTACACTATATATTGTAATTGTCTTACTTCCTATTTATAGCATACTACTAGAGTTATCTACGTCTTTTCGTGAACTTTTTTAAGTTATAGTAAAGTATTACTTTTTAAACTTGTTTAATCCATATCTTTATT

- _______________________pg

TGTTCCTCAATACAATGCCTTTATTGTACTACACTACAAACCTACAGCTAACATCCTACTCAATGATGAAATGATGTACAAACCTACAGCTAACATCCTACTCAATGATGAAAAGTTGAGAGTTTTTCCTTTAAG

ACAAGGAGTTATGTTACGGAAATAACATGATGTGATGTTTGGATGTCGATTGTAGGATGAGTTACTACTTTACTACATGTTTGGATGTCGATTGTAGGATGAGTTACTACTTTTCAACTCTCAAAAAGGAAATTC

T ———— T ——————

ATCAGAAACAAGACAAGGAAAATTATTTATGTTGTTTTAGGACAATCTTAGGGCCTCTTCTAGCTTGCAAGTAAAAACTTTTTTTTCACATGGCTTACTGATGTTTGGAGTAACAACATAAAATTTAAGCATCTT

TAGTCTTTGTTCTGTTCCTTTTAATAAATACAACAAAATCCTGTTAGAATCCCGGAGAAGATCGAACGTTCATTTTTGAAAAAAAAGTGTACCGAATGACTACAAACCTCATTGTTGTATTTTAAATTCGTAGAA

T ——————S————. >

TAGTATACCTACATTAACTAAGATTCATAAGCTTTCTCTATGCCTCATGTAATTTATTAATCTTTTTCTTTAAATTATATTTATACTCTTTAAAATAAATTTAAAATGTCTTTTCCACTTAAAAGATACTATGTT
N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATCATATGGATGTAATTGATTCTAAGTATTCGAAAGAGATACGGAGTACATTAAATAATTAGAAAAAGAAATTTAATATAAATATGAGAAATTTTATTTAAATTTTACAGAAAAGGTGAATTTTCTATGATACAA

- _______________________pg

ACACAAACTTGCACAACATGTAATAAACCCAAATATATCAATAACCCAGAATAATTATCAGAATTTTGTCACGTATGCTTCATCCATCTATTTTTTCCCTTTCTTTCCTTTCACTGAAGCATTTAAAGCAAATAA

TGTGTTTGAACGTGTTGTACATTATTTGGGTTTATATAGTTATTGGGTCTTATTAATAGTCTTAAAACAGTGCATACGAAGTAGGTAGATAAAAAAGGGAAAGAAAGGAAAGTGACTTCGTAAATTTCGTTTATT

T ———— T ——————

2700

2835

2970

3105

3240

3375

3510

3645

3780

3915

4050

4185

4320

4455

4590

4725

4860

4995

5130



TAGTCATGTTATTCCACCCCTACATATGAATTTCTAAAACTATACGTATTTCTGTACATAACCACAGTATGTTCTTTCCATTTGGACAAGATGAAGATGATTTTAGAAAAGATAGCTTCTAAAGCTGCTTAAACT

ATCAGTACAATAAGGTGGGGATGTATACTTAAAGATTTTGATATGCATAAAGACATGTATTGGTGTCATACAAGAAAGGTAAACCTGTTCTACTTCTACTAAAATCTTTTCTATCGAAGATTTCGACGAATTTGA

T ———— T ——————

CCACACATAGGGAGGAATATCCACTTAAATAATTCTAAATGTTGTATTATAGTTTCAAGAATTCCATTAGTAGTTCTTTACATTGTTGTTCAGTTCTAACTGTATCAGCCCCTTAGAACTCTGTCTCTGACACTT
1 M 1 " 1 " 1 M 1 " 1 . 1 M 1 M 1 " 1 M 1 M 1 " 1 X 1

T T T T T T T 4 T T T T T T T T T T T T T T T T T 4 T
GGTGTGTATCCCTCCTTATAGGTGAATTTATTAAGATTTACAACATAATATCAAAGTTCTTAAGGTAATCATCAAGAAATGTAACAACAAGTCAAGATTGACATAGTCGGGGAATCTTGAGACAGAGACTGTGAA

T ——————S————. >

ATTATGAAGTACCCATTAAATCACTCAGCTGTGTTTTTTCTTTATATGCTCAAATCACAAGAAGAAAGTAGCATTTTTAGAGCTGTATATCATTTGTGAACAGCTTGCTATTTCTTCTGAATGACAAATGTGAGA
M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TAATACTTCATGGGTAATTTAGTGAGTCGACACAAAAAAGAAATATACGAGTTTAGTGTTCTTCTTTCATCGTAAAAATCTCGACATATAGTAAACACTTGTCGAACGATAAAGAAGACTTACTGTTTACACTCT

- _____________________pg

AAAAAAAAGTTTTAAATAGCTGTGGCTCACCACAAGAAGTGTAGGGCATAAAGTTAATTGTGTAAAATATAGTATGCTTTTTTTTAAAAAAAAAGGGGAACAAACAAAAAAGAAACCCAATGAAGTACTACATTT

TTTTTTTTCAAAATTTATCGACACCGAGTGGTGTTCTTCACATCCCGTATTTCAATTAACACATTTTATATCATACGAAAAAAAATTTTTTTTTCCCCTTGTTTGTTTTTTCTTTGGGTTACTTCATGATGTAAA

T ———— T ——————

TAATATTTTATCTTCCAAGATTTATATTCTTCTCCCAGAAGTCTAGTTTTGGGCATTCTTACATTTTTTTTCAAATTTGTTTCCATCTTTTTTCTAATGTGTCATTTCCTTTAATTGTAAAAATAGATGCCTGTG
" 1 M 1 M 1 M 1 . 1 . 1 " 1 . 1 . 1 " 1 " 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTATAAAATAGAAGGTTCTAAATATAAGAAGAGGGTCTTCAGATCAAAACCCGTAAGAATGTAAAAAAAAGTTTAAACAAAGGTAGAAAAAAGATTACACAGTAAAGGAAATTAACATTTTTATCTACGGACAC

T ——————S————. >

CTATGAAACAGGTTTAATGAGCAAAAAATTAAGGAAGAGATAAAAATCACCCACAAATGTCAGCACCCAGAAATAACTAATCTATGTCAATGTGTTATATAGACATAAATAGTACTCTATTTTCATACTTTAACA
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
GATACTTTGTCCAAATTACTCGTTTTTTAATTCCTTCTCTATTTTTAGTGGGTGTTTACAGTCGTGGGTCTTTATTGATTAGATACAGTTACACAATATATCTGTATTTATCATGAGATAAAAGTATGAAATTGT

- _____________________pg

TCATATTATGCAGTGTTTTACACATATTATTCTAATTTATACTTGTATCATGATATTGTCAAACCATTTGTATATTTTTTTGGATATTAGGGTTTTTCTTTATTTTTTGCTATCATACACATTGTTTTTAGACAG

AGTATAATACGTCACAAAATGTGTATAATAAGATTAAATATGAACATAGTACTATAACAGTTTGGTAAACATATAAAAAAACCTATAATCCCAAAAAGAAATAAAAAACGATAGTATGTGTAACAAAAATCTGTC

T ———— T ——————

CTTTATTGAGACATAAGTCACATACTATACAATTCACTCATTCAAAGTGTACTTTTGTTTTTTATCATATGTATAAACGTGTGCAACCACCACCACAAGCAACTTATGAACATTTTCATCATCCCCAAAAGAAAC

GAAATAACTCTGTATTCAGTGTATGATATGTTAAGTGAGTAAGTTTCACATGAAAACAAAAAATAGTATACATATTTGCACACGTTGGTGGTGGTGTTCGTTGAATACTTGTAAAAGTAGTAGGGGTTTTCTTTG

T ——————S————. >

CCTGCACCCTTTAGTCACCATCCCCCTATCCACCCATCCTAGTTTCTCCCTGTCCCTCAATCCCAAGCAACCACTTTTCTATTTGGTCTTTTGTGACTGTCTTCTTTCATTTGGCACAATGTTTTCAAGAATTGT
M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GGACGTGGGAAATCAGTGGTAGGGGGATAGGTGGGTAGGATCAAAGAGGGACAGGGAGTTAGGGTTCGTTGGTGAAAAGATAAACCAGAAAACACTGACAGAAGAAAGTAAACCGTGTTACAAAAGTTCTTAACA

- _____________________pg

CCATGATGTAGCATGCGTCAAAATGTCATTCCTTTTTAAAGACTGATTATCACTCTGTTGCCCAGGCTGAAGTTCAGTGGTGCTGATATGGTTTGACTGTGTTGCCAGCCAAAATCTCACTTTGAATTGTAGTCC

GGTACTACATCGTACGCAGTTTTACAGTAAGGAAAAATTTCTGACTAATAGTGAGACAACGGGTCCGACTTCAAGTCACCACGACTATACCAAACTGACACAACGGTCGGTTTTAGAGTGAAACTTAACATCAGG

T ———— T ——————

CCACAATTTCCATAATCCCCACGTGTCAAGCGAGAGAAGAGGTGGAGATAACTGAATCATGGGAGTGGTTTCCCCCATGCTGTTCTCGTGATAGTGAGTTCATTCTCACGGGATCTGATGGTTTTTTTTTCTTTT
" 1 . 1 M 1 " 1 M 1 X 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTGTTAAAGGTATTAGGGGTGCACAGTTCGCTCTCTTCTCCACCTCTATTGACTTAGTACCCTCACCAAAGGGGGTACGACAAGAGCACTATCACTCAAGTAAGAGTGCCCTAGACTACCAAAAAAAAAGAAAA

T ——————S————. >

CTTTTCTTTTCTTTTCTTTTTTCTTCTCTTCTCTTTTTTCTTTCTTTCTTTTTITTTTTIT I T T T T T I TTTTTTTTTTTTTITTITTTTTAGACAGAGTTTTGCTCTTTAGCCCAGGCTGATGTGCGGTGGAGCGATC
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GAAAAGAAAAGAAAAGAAAAAAGAAGAGAAGAGAAAAAAGAAAGAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTGTCTCAAAACGAGAAATCGGGTCCGACTACACGCCACCTCGCTAG

- _______________________pg

TCCGCTCACCCGCAATCTCCGCCTTCTGGGTTCAAGGATCCTCCTGCCTCAGCATCTCGAGTAGCTGGGACTACAGGCACCTGCCACCACGCGCCAGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACC

AGGCGAGTGGGCGTTAGAGGCGGAAGACCCAAGTTCCTAGGAGGACGGAGTCGTAGAGCTCATCGACCCTGATGTCCGTGGACGGTGGTGCGCGGTCCGATTAAAAACATAAAAATCATCTCTGCCCCAAAGTGG

T ———— T ——————

ATGTTGGCCAGGCTGCTCTCAAACTCCTGACTTCGTAATCCATCCGCCTCGGCCTCACAAAGTGCTGGGATTACAGGCGAATAAACTGTACTGAGCCACAGCGCCCGGCCAGGATCTGATGATTTTATAAGGGGC
1 . 1 M 1 . 1 M 1 M 1 . 1 . 1 M 1 . 1 X 1 M 1 " 1 X 1

T 4 T T T T T T T T T T T 4 T T T T T 4 T T T T T 4 T
TACAACCGGTCCGACGAGAGTTTGAGGACTGAAGCATTAGGTAGGCGGAGCCGGAGTGTTTCACGACCCTAATGTCCGCTTATTTGACATGACTCGGTGTCGCGGGCCGGTCCTAGACTACTAAAATATTCCCCG

T ——————S————. >

TTCCCCCTGCGCTTCGCACTCACTCCGTCCTGCCGCCCTGTGAAGAAAGAGCCTGCTTCTCCTTTGCCTTCTGCCATGATTGTAAGTTTCCCGAAGCCTCCCCAGCAATGGAGAACTGTGAGTCAATCAAACCTC
M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

AAGGGGGACGCGAAGCGTGAGTGAGGCAGGACGGCGGGACACTTCTTTCTCGGACGAAGAGGAAACGGAAGACGGTACTAACATTCAAAGGGCTTCGGAGGGGTCGTTACCTCTTGACACTCAGTTAGTTTGGAG

- _______________________pg

TTTCCTCTATAAATTACCCAGTCTTGGGTATTTCTTCAGAGCAGTGTGAGAATGGACTAATACAGGCGCCCATCATAGCTCACTTTAACCTCAAACTCCTGGGCTCTAGCTATCCTCCCATCTTGGCCTCCCAAA

AAAGGAGATATTTAATGGGTCAGAACCCATAAAGAAGTCTCGTCACACTCTTACCTGATTATGTCCGCGGGTAGTATCGAGTGAAATTGGAGTTTGAGGACCCGAGATCGATAGGAGGGTAGAACCGGAGGGTTT

T ———— T ——————

GGGCTGGGGTTACAGGCAATCTGTGAACCACCATGCCCAGCCTTATTACTTTTTATGGCTGAATAATATTCCATTTTATAAATATGCAACATTTTGTTTATTCATTCTTCAGTGATGGCATCCATGTTTGATCAT

CCCGACCCCAATGTCCGTTAGACACTTGGTGGTACGGGTCGGAATAATGAAAAATACCGACTTATTATAAGGTAAAATATTTATACGTTGTAAAACAAATAAGTAAGAAGTCACTACCGTAGGTACAAACTAGTA

T ——————S————. >

GAATGCTTTTACATTTAATCTTTGCATTTCTATTGTTTTTATTTTATATTAGAGTTTTAAGAAGAATTACTTGAACAAAGGGTATGAGTTCTTTCAAGGCTTTTAACAGATATTATCAAATATTATCAATTTTAT
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CTTACGAAAATGTAAATTAGAAACGTAAAGATAACAAAAATAAAATATAATCTCAAAATTCTTCTTAATGAACTTGTTTCCCATACTCAAGAAAGTTCCGAAAATTGTCTATAATAGTTTATAATAGTTAAAATA

- _______________________pg

AGAAGAAAATTAGTATTGCCATTGCTGTTTCATTTGTATTTTTTGATTACTTGAGAAGATAAATTTTTTTCGTATTTTTAACTTAATATTCTGATAATTTCGGTATATCCTGCCCCATTTTATTTTCTGATGCCA

TCTTCTTTTAATCATAACGGTAACGACAAAGTAAACATAAAAAACTAATGAACTCTTCTATTTAAAAAAAGCATAAAAATTGAATTATAAGACTATTAAAGCCATATAGGACGGGGTAAAATAAAAGACTACGGT

T ———— T ——————

5265

5400

5535

5670

5805

5940

6075

6210

6345

6480

6615

6750

6885

7020

7155

7290

7425

7560

7695



ATTTTTTTATTGGTTGCAAAAGCTCATTATGGAATGAAGATCTCACCTTAGTGCACATGCTGCCCTGTCTCCATGTGCAAATCTTGCGCAATCTTCACTTCTTAATTGCTACTTCTGCCAACTACCCATCCCTGC

TAAAAAAATAACCAACGTTTTCGAGTAATACCTTACTTCTAGAGTGGAATCACGTGTACGACGGGACAGAGGTACACGTTTAGAACGCGTTAGAAGTGAAGAATTAACGATGAAGACGGTTGATGGGTAGGGACG

T ———— T ——————

TCTCTTCAGTTCTGGTTAAGAGCCCCCTACTCTGTATTGCTTTGCATCTTTATATAGTAATTGTTTAATTGACATTTTTTGCCTATTAGGTTGTGAGCAGAACTGGAATGTACCCAAATAGGGCCATGTAAGTTT
" 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 . 1 " 1 M 1 M 1 M 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAGAAGTCAAGACCAATTCTCGGGGGATGAGACATAACGAAACGTAGAAATATATCATTAACAAATTAACTGTAAAAAACGGATAATCCAACACTCGTCTTGACCTTACATGGGTTTATCCCGGTACATTCAAA

T ——————S————. >

ATTGCCCAGGGGTAAAAACTGAGGCTAGCTAGTGGAACCTGAAATCCAGCCCTTCTTAATTCCACAATCTGCAATCAACAGGGGTGCCTTTTTCTCTAGCTCCCTCAGAGGTACCCTGTGGACGGCAGCAGTCCT
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TAACGGGTCCCCATTTTTGACTCCGATCGATCACCTTGGACTTTAGGTCGGGAAGAATTAAGGTGTTAGACGTTAGTTGTCCCCACGGAAAAAGAGATCGAGGGAGTCTCCATGGGACACCTGCCGTCGTCAGGA

- _____________________pg

GGGAACTAAATCTATGTTTGCCATTGAATCTTTAATTCCTACACAGCTTTGGCCAAAACTTAATACATGTTTGTTGAAGAAAAGAAAGAAGGAGAAAAGGAAAAAAGAAAAGATAACTTTTTACTCATAGTCTGT

CCCTTGATTTAGATACAAACGGTAACTTAGAAATTAAGGATGTGTCGAAACCGGTTTTGAATTATGTACAAACAACTTCTTTTCTTTCTTCCTCTTTTCCTTTTTTCTTTTCTATTGAAAAATGAGTATCAGACA

T ———— T ——————

TTTTCAAATATATTCCCTCTGTCCTTTGACAAATAAATTTTAATATATTTTTATGTACTGACTTTAATTAATTAATTAATTTTTCTTTCACGAATCAGGCACCTCCAAACCAGGATAGGTTCAGAACGGCTCCTG
1 3 1 " 1 M 1 M 1 " 1 M 1 . 1 " 1 . 1 M 1 M 1 " 1 M 1

T 4 T T T T T 4 T T T T T 4 T T T T T T T T T T T T T
AAAAGTTTATATAAGGGAGACAGGAAACTGTTTATTTAAAATTATATAAAAATACATGACTGAAATTAATTAATTAATTAAAAAGAAAGTGCTTAGTCCGTGGAGGTTTGGTCCTATCCAAGTCTTGCCGAGGAC

T ——————S————. >

TAATTTAATTTTTAAAAATTCAACTAAATGTAATAAACTTTCTGGTGGGCTTTTAAGACATTTGTGCTCAGAAAGCACTTCCACATTTTTTTTTTTACAAAGTCTCATATCCCTCTGGAATTTAAAAAGATGATG
M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

ATTAAATTAAAAATTTTTAAGTTGATTTACATTATTTGAAAGACCACCCGAAAATTCTGTAAACACGAGTCTTTCGTGAAGGTGTAAAAAAAAAAATGTTTCAGAGTATAGGGAGACCTTAAATTTTTCTACTAC

- _____________________pg

TTTATTTTAATATGGTGAGTAAAGTTGATATCCTTTTCCAATAATTTGTGAGTTTCTTCAGAGCTATTTACATAATAATCAATTTGTTCCCTATTGATTCATGATGTTTACTAAGTTCCCATGTACGCTAAACTG

AAATAAAATTATACCACTCATTTCAACTATAGGAAAAGGTTATTAAACACTCAAAGAAGTCTCGATAAATGTATTATTAGTTAAACAAGGGATAACTAAGTACTACAAATGATTCAAGGGTACATGCGATTTGAC

T ———— T ——————

TTTTAGATCTATCAATTCTGTTTCATTGCCTAACAATATTTGCAAAAATTGCCTATTCTATTATTTTTGTGATATAATATACCTTAATATCTTATAAAGAAAATCTCCTATAATTTTTGTTTCAAAATTTTCTTA

AAAATCTAGATAGTTAAGACAAAGTAACGGATTGTTATAAACGTTTTTAACGGATAAGATAATAAAAACACTATATTATATGGAATTATAGAATATTTCTTTTAGAGGATATTAAAAACAAAGTTTTAAAAGAAT

T ——————S————. >

GCTTCTCTAGATGAATTTTCAAAACATCATGTTTAATTCCAATAATGATAATACAACCAGTGCCACCTTCATTGGAATCATGGTAAATTTGGGATAAATGTTATGGGTCTTTATCATATTAAATTTTTTGGTTTA
1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CGAAGAGATCTACTTAAAAGTTTTGTAGTACAAATTAAGGTTATTACTATTATGTTGGTCACGGTGGAAGTAACCTTAGTACCATTTAAACCCTATTTACAATACCCAGAAATAGTATAATTTAAAAAACCAAAT

- _____________________pg

GAAATGTGGAATAGCCATCTATTTAAAACTCACCATGTATTTGAATAGTTTTATGATGTTTTCTGCATGTGTGGATGTGTATGTATATGTGTTTAATAGACTCTGACATATTTCTTGTTAGGGCAATTCCTAGAG

CTTTACACCTTATCGGTAGATAAATTTTGAGTGGTACATAAACTTATCAAAATACTACAAAAGACGTACACACCTACACATACATATACACAAATTATCTGAGACTGTATAAAGAACAATCCCGTTAAGGATCTC

T ———— T ——————

ATTTGTGTATTGTTTTGCTTTGTATTTTTTTTTTTTTGAGACAGGGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCACGATCACGGCTCACCACAGCCTCAACCTCCCGGGCTGAAGGGATCTTCCCACTT
1 M 1 " 1 " 1 M 1 M 1 M 1 . 1 M 1 M 1 M 1 M 1 : 1 M 1

T 4 T T T T T T T T T T T 4 T T T T T T T T T T T T T
TAAACACATAACAAAACGAAACATAAAAAAAAAAAAACTCTGTCCCAGAGTGAGACAGTGGGTCCGACCTCACGTCACCGTGCTAGTGCCGAGTGGTGTCGGAGTTGGAGGGCCCGACTTCCCTAGAAGGGTGAA

T ——————S————. >

CAGCCTCCTGAGTAGCTGGGATACAGGTGCATGCCACCATGCCTGGCTAATTTTTGTATTTTTTTAGAGACGTGGTTTCACCATGTTGCCCAGGCTGGTCTTGAACTCCTGGGCTCAAATGATCTATCTGCCTTG
M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GTCGGAGGACTCATCGACCCTATGTCCACGTACGGTGGTACGGACCGATTAAAAACATAAAAAAATCTCTGCACCAAAGTGGTACAACGGGTCCGACCAGAACTTGAGGACCCGAGTTTACTAGATAGACGGAAC

- _______________________pg

GCCTCTCAAAGTGCTAGGATTACAGGTGTGAGCCATCATGCTTGGCATTGTTTGGTGTTTATTATTTTGTTGCTATTTATATAAATCACTTCACCCTATTTATTTACACACTATTGTTGTTTTTCTGCAAATATT

CGGAGAGTTTCACGATCCTAATGTCCACACTCGGTAGTACGAACCGTAACAAACCACAAATAATAAAACAACGATAAATATATTTAGTGAAGTGGGATAAATAAATGTGTGATAACAACAAAAAGACGTTTATAA

T ———— T ——————

TTAACAAAAGCTTCTATTCTACCACTTTATTAAGGTCTGTTACTAATTCTAAAATTTTCGTAATCATTCTGTTAGATTTTCTAGAGTCATAAAAATATACGTTGCAAATAATGAAGCTCTTTCAAATAATTACTG
M 1 " 1 M 1 " 1 . 1 M 1 M 1 M 1 . 1 M 1 M 1 X 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATTGTTTTCGAAGATAAGATGGTGAAATAATTCCAGACAATGATTAAGATTTTAAAAGCATTAGTAAGACAATCTAAAAGATCTCAGTATTTTTATATGCAACGTTTATTACTTCGAGAAAGTTTATTAATGAC

T ——————S————. >

CTCTCTGTTAATCTTATGCCCTTACCAGAATTTCCAAAGGAAAGCTAGGTAACAATCTTTGTTTGCCTCATTAGACACTGAAGCATGTTGCTAATGACAAATTATGTGAGTATCTGAGTTCCTTGAGAGCAGAGC
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
GAGAGACAATTAGAATACGGGAATGGTCTTAAAGGTTTCCTTTCGATCCATTGTTAGAAACAAACGGAGTAATCTGTGACTTCGTACAACGATTACTGTTTAATACACTCATAGACTCAAGGAACTCTCGTCTCG

- _______________________pg

TCATGCTTTTTCCTTTTCTGAATCTTCAGCACCTGTCACAATGCCTAGAATAAAGGAGGTGCATGATAAAAGTGTATCTCATCAATAAGCTGGTTCAAGTGAATGTCTCTAAGGTTTTCCCATTAGTTATTATCC

AGTACGAAAAAGGAAAAGACTTAGAAGTCGTGGACAGTGTTACGGATCTTATTTCCTCCACGTACTATTTTCACATAGAGTAGTTATTCGACCAAGTTCACTTACAGAGATTCCAAAAGGGTAATCAATAATAGG

T ———— T ——————

ATGTTAAGGGTATATCTTCTTATTCACAAATTTATGAGTTTGTATTTTAATTAATGCTACCTAATTACAAGAGTGGGAATTACTAATACTGTTTTGTTATATGTTTCTAGAGGATTATTCTCACTAAATATAGAT

TACAATTCCCATATAGAAGAATAAGTGTTTAAATACTCAAACATAAAATTAATTACGATGGATTAATGTTCTCACCCTTAATGATTATGACAAAACAATATACAAAGATCTCCTAATAAGAGTGATTTATATCTA

T ——————S————. >

ACTATGTATGTTCTTTTTTATGGATATGCTTTACAATAAAAAGTTATGCCAATAAAAACAAACCTAGTAAGTGCTATGTTCATGATGTATTCAGTCTTTGAAAGTATCTATAGTTAACATGGAGGTAAAGAATTA
M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TGATACATACAAGAAAAAATACCTATACGAAATGTTATTTTTCAATACGGTTATTTTTGTTTGGATCATTCACGATACAAGTACTACATAAGTCAGAAACTTTCATAGATATCAATTGTACCTCCATTTCTTAAT

- _______________________pg

TATAGCTTAGTCAAGTGACACAGGTGTATAAACATTAGTTTTTCTTGGAATTATACCAGGCATAATAAATAACAAAAAACATTTTAAGCATATTTTTAGACATTGTACTAGATATTTTACCCATATTACTTTTTG

ATATCGAATCAGTTCACTGTGTCCACATATTTGTAATCAAAAAGAACCTTAATATGGTCCGTATTATTTATTGTTTTTTGTAAAATTCGTATAAAAATCTGTAACATGATCTATAAAATGGGTATAATGAAAAAC

T ———— T ——————

7830

7965

8100

8235

8370

8505

8640

8775

8910

9045

9180

9315

9450

9585

9720

9855

9990

10,125

10,260



TTATTGTTGTTAATTTCATCAAAGGACTGGGATAAATAAGTTTTGAGAGTTTAAAAGTATTTTTAAAATGTTACCATTAGACCCACTTTTGTATAATTGCCATCAAAGGAATCATAATTTTTCAGGTGGCTAGTC

AATAACAACAATTAAAGTAGTTTCCTGACCCTATTTATTCAAAACTCTCAAATTTTCATAAAAATTTTACAATGGTAATCTGGGTGAAAACATATTAACGGTAGTTTCCTTAGTATTAAAAAGTCCACCGATCAG

T ———— T ——————

ACGGTGGCTCATGCCTGTAATCCTCATCACTTTGGTAGGCCGAGATGAAAAGACTGCAAGGAGTTAATGACCAGCCTGGACAACATAGCGAGACCCCATCTCAAGAAAATATTCCCAGGTAAATCCAAATCGATT
1 M 1 " 1 M 1 M 1 M 1 M 1 . 1 M 1 M 1 M 1 " 1 " 1 M 1

T T T T T T T T T T T T T 4 T T T T T T T T T T T 4 T
TGCCACCGAGTACGGACATTAGGAGTAGTGAAACCATCCGGCTCTACTTTTCTGACGTTCCTCAATTACTGGTCGGACCTGTTGTATCGCTCTGGGGTAGAGTTCTTTTATAAGGGTCCATTTAGGTTTAGCTAA

T ——————S————. >

TCTTTTAGACAACTGTGGTATAGAATTGTGACTAGTGTATTATTTTATGATCTCTTTTGTTACATCCTTAGTGTCCAATAGGATTTTTGTTGCGTTTGCTTTATATCTGAAATTCTGCATTTTAATTCAGCTACA
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AGAAAATCTGTTGACACCATATCTTAACACTGATCACATAATAAAATACTAGAGAAAACAATGTAGGAATCACAGGTTATCCTAAAAACAACGCAAACGAAATATAGACTTTAAGACGTAAAATTAAGTCGATGT

- _____________________pg

CAAATAATGCATCTTTTCAACAAAACTCAGATACAAATAATGTTCTAATATTGTTATTTATTTCCATACAGCATTAATCTCTAGTAAGTCTAACTTCGCAATCTCTTTTCTCACTTTTCAATACACCTCTAGCTT

GTTTATTACGTAGAAAAGTTGTTTTGAGTCTATGTTTATTACAAGATTATAACAATAAATAAAGGTATGTCGTAATTAGAGATCATTCAGATTGAAGCGTTAGAGAAAAGAGTGAAAAGTTATGTGGAGATCGAA

T ———— T ——————

CCAATTGTTTTGCCTAGAGACTTTAAGGCCTATGACTGCCAGAATGAAAGATTGTTACCTCTTTTCCCTTGCTTATTAAGGTAGGAGGCCATGATGACGCACTTTTCTCAATCTCTTGGCTTTAAATGGATCTTA
" 1 " 1 X 1 " 1 " 1 M 1 " 1 . 1 M 1 " 1 " 1 M 1 M 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTTAACAAAACGGATCTCTGAAATTCCGGATACTGACGGTCTTACTTTCTAACAATGGAGAAAAGGGAACGAATAATTCCATCCTCCGGTACTACTGCGTGAAAAGAGTTAGAGAACCGAAATTTACCTAGAAT

T ——————S————. >

CCTTGGGAGAGTTACAGTGAAGGCATGAGTAATTGCGATTTAAAGTTTTGCTTCTGTGTCATACAACAATGCTGCATCATGAAATGTTGAGTCTTGTCTCTTTTCCTGGCAGATGGCCAGAGGGTGTGATGGCTC
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
GGAACCCTCTCAATGTCACTTCCGTACTCATTAACGCTAAATTTCAAAACGAAGACACAGTATGTTGTTACGACGTAGTACTTTACAACTCAGAACAGAGAAAAGGACCGTCTACCGGTCTCCCACACTACCGAG

- _____________________pg

CTACCTGACTGATACAATTGAAATCAAAGACTTGCCAAGTTATACCAGCAACTCCAGCAAAACTGTGAACTTACTGGCCTTGGAGGACTATGGATTGAAACACACAAAACATCTTTGGCTGTGCATGCCCTTCAC

GATGGACTGACTATGTTAACTTTAGTTTCTGAACGGTTCAATATGGTCGTTGAGGTCGTTTTGACACTTGAATGACCGGAACCTCCTGATACCTAACTTTGTGTGTTTTGTAGAAACCGACACGTACGGGAAGTG

T ———— T ——————

ACTGGCTGCCTAGTCCCCTCACAGAAGATTGTACCATGTGGTAGTTGGCGTAAGAAACCATTGTGTATATGAATTTTGTCATGAGGACCTAGTGGTCAGCACTCTTGCACATTACAGAACAAGGAAAATATAGTA

TGACCGACGGATCAGGGGAGTGTCTTCTAACATGGTACACCATCAACCGCATTCTTTGGTAACACATATACTTAAAACAGTACTCCTGGATCACCAGTCGTGAGAACGTGTAATGTCTTGTTCCTTTTATATCAT

T ——————S————. >

TTTATAAACTCTTCAGCAGTCCCTATTAGGGAGCCCAAATTCAATTCACCTAAACGGGAAAAGTGCAAATATAACAAAGGATTAGATCAGTTATCAAGCTAAATGAATCCTAAAGCATATTGCCTTCTAAACTAA
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AAATATTTGAGAAGTCGTCAGGGATAATCCCTCGGGTTTAAGTTAAGTGGATTTGCCCTTTTCACGTTTATATTGTTTCCTAATCTAGTCAATAGTTCGATTTACTTAGGATTTCGTATAACGGAAGATTTGATT

- _____________________pg

TTTTATTCAATACATAGCTTTAAGATTACTATGTAGATGGACTTTATTTTTTTCAATTAGCTTTGTGCCACTCAGGAATACAAAAAATGTTTCAGATATCTTTTTTAATCCATTGTTTGTTCCCAAATATATATA

AAAATAAGTTATGTATCGAAATTCTAATGATACATCTACCTGAAATAAAAAAAGTTAATCGAAACACGGTGAGTCCTTATGTTTTTTACAAAGTCTATAGAAAAAATTAGGTAACAAACAAGGGTTTATATATAT

T ———— T ——————

AACTTCTTTCAATTTTAAGCTATAATTCTGTTGCACACTGTGAATATAAAGTCAGCTGAATCATAATGTCTTGTTCATCCAGCTTCTGTGAACAGGTAGACATTGACTGGAATCTTTCCAAGCCCTTGGAAATGG
" 1 " 1 . 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGAAGAAAGTTAAAATTCGATATTAAGACAACGTGTGACACTTATATTTCAGTCGACTTAGTATTACAGAACAAGTAGGTCGAAGACACTTGTCCATCTGTAACTGACCTTAGAAAGGTTCGGGAACCTTTACC

T ——————S————. >

AAATTTTTAGCTATTGGTTAAGGCAACACTCTTTGCATCTGAAGCAGTGAATACGATGTTAATGCTTAAGCTATCTTAATTTTCCAAATGCTAATGGCATAGTTGAAAGTGTTAATAATATGACTATATCAGATC
1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TTTAAAAATCGATAACCAATTCCGTTGTGAGAAACGTAGACTTCGTCACTTATGCTACAATTACGAATTCGATAGAATTAAAAGGTTTACGATTACCGTATCAACTTTCACAATTATTATACTGATATAGTCTAG

- _______________________pg

TTGACTTTAGGGGGGCTTAATTTATCCTATCCTTGAGCAAACCATCTGGCATTGCTAAGCCCAAAGTTGCCTGGGCCTGTGTAACACTGGGTGGGTTTTAATTCTTTTGTCTAGCCTAGTAAATCATTCAATATG

AACTGAAATCCCCCCGAATTAAATAGGATAGGAACTCGTTTGGTAGACCGTAACGATTCGGGTTTCAACGGACCCGGACACATTGTGACCCACCCAAAATTAAGAAAACAGATCGGATCATTTAGTAAGTTATAC

T ———— T ——————

GTTAGTTTTTGAATGCCAGCTTGTTTTCAAAACTGAAATATTAAGAGCTGATGATATAAACCAAAATTGAAACTAGAAGAAATTTCTCCTTCCTTATTTTACACAGAAGTGGGCTGGAGCTGCTGCAATCACGGG
1 M 1 M 1 . 1 . 1 " 1 . 1 . 1 M 1 " 1 M 1 " 1 M 1 M 1

T 4 T T T T T 4 T T T T T 4 T T T T T 4 T T T T T T T
CAATCAAAAACTTACGGTCGAACAAAAGTTTTGACTTTATAATTCTCGACTACTATATTTGGTTTTAACTTTGATCTTCTTTAAAGAGGAAGGAATAAAATGTGTCTTCACCCGACCTCGACGACGTTAGTGCCC

T ——————S————. >

GATGTCTGATATTGCAACAAAGGAAGCAAAACAGAGCTAAATGAATCCTGTGCAATGAGGAGGCATTTTCAGGTAGTGGCCAGAAACTAGAAACTGCTCTTTTCTGGTTAAAAACGTTTGTGACCCATAAAACCT
M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

CTACAGACTATAACGTTGTTTCCTTCGTTTTGTCTCGATTTACTTAGGACACGTTACTCCTCCGTAAAAGTCCATCACCGGTCTTTGATCTTTGACGAGAAAAGACCAATTTTTGCAAACACTGGGTATTTTGGA

- _______________________pg

TCTCACTGCTTACTAAATAGCACAGTTCTGAGATACAAACCAGCAAATTTACAAATCACAATGCTTTTCCTGCTGAATCAATAGCTGTAGCAAATATATATATGTAAAATGCAATGGAAAAATGAAGACCTCTTT

AGAGTGACGAATGATTTATCGTGTCAAGACTCTATGTTTGGTCGTTTAAATGTTTAGTGTTACGAAAAGGACGACTTAGTTATCGACATCGTTTATATATATACATTTTACGTTACCTTTTTACTTCTGGAGAAA

T ———— T ——————

AGAAGCCTGCAGAAAATTTATACTAGATATGAAAGTTTGAGCAATCACGTAAAAGCCCTAGTCCCTTAACATTGCTTTTAAGGTCATCAGTGTCCTGGACGTTGGTGACTTCCCTGCACCCATTTCTTCACTCCC

TCTTCGGACGTCTTTTAAATATGATCTATACTTTCAAACTCGTTAGTGCATTTTCGGGATCAGGGAATTGTAACGAAAATTCCAGTAGTCACAGGACCTGCAACCACTGAAGGGACGTGGGTAAAGAAGTGAGGG

T ——————S————. >

CACCTTGAACTTCATGTTTAACTCTTATTTCTTCCAGTACTTAGTGAACACTGTCTTCTCTCTAAGCCTTTTCCTGGAGGAACATTCTCTTGTCTGACTTCCTAAGTCTGAGTTAAGTGGTCTCCTATGTCTCCT
1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GTGGAACTTGAAGTACAAATTGAGAATAAAGAAGGTCATGAATCACTTGTGACAGAAGAGAGATTCGGAAAAGGACCTCCTTGTAAGAGAACAGACTGAAGGATTCAGACTCAATTCACCAGAGGATACAGAGGA

- _______________________pg

CTAATAAACTTATTTTACCCTGTCATTATTCTTAGTGCACTTATTTAATTCCCTGTTTACTAGCTTATCCTGCTTCTAGGTTACAAGCTCTGGCATATCTGTTCTGTTCACCATTGTATCCTGAATGCCTGGCAC

GATTATTTGAATAAAATGGGACAGTAATAAGAATCACGTGAATAAATTAAGGGACAAATGATCGAATAGGACGAAGATCCAATGTTCGAGACCGTATAGACAAGACAAGTGGTAACATAGGACTTACGGACCGTG

T ———— T ——————

10,395

10,530

10,665

10,800

10,935

11,070

11,205

11,340

11,475

11,610

11,745

11,880

12,015

12,150

12,285

12,420

12,555

12,690

12,825



TTAGAAAGCCTTCAATAAATACTTGTTGAATGGCGTTCATTGCAGAAGCACTAAAGAATTTTTGCATGTTTTTACATTAAGAAAAATCTTAGTAGCAGGATCAGATCTCAGTCATATAGTACACTCAGTTGTGCA

AATCTTTCGGAAGTTATTTATGAACAACTTACCGCAAGTAACGTCTTCGTGATTTCTTAAAAACGTACAAAAATGTAATTCTTTTTAGAATCATCGTCCTAGTCTAGAGTCAGTATATCATGTGAGTCAACACGT

T ———— T ——————

AACATGATTCCGGTAATTTATATTCTTTAAATAAACTGAATTTTAATTCCAAACTACTATTTCACTAGGATGTCAAGAAATTTCATCTCAGTCATTTAGGGGCCAGATCCTTCCCTGGGATCTCACAGAACCAGG
" 1 . 1 M 1 " 1 . 1 M 1 M 1 . 1 . 1 " 1 . 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGTACTAAGGCCATTAAATATAAGAAATTTATTTGACTTAAAATTAAGGTTTGATGATAAAGTGATCCTACAGTTCTTTAAAGTAGAGTCAGTAAATCCCCGGTCTAGGAAGGGACCCTAGAGTGTCTTGGTCC

T ——————S————. >

GAGGTTTATATGAGATCCACGAAATGGCTGAAAGGGCTCCACTGTCTTTCTGGTACTGCTCCTAGTCCACGCATGAGGAAAGAAGCCCTGTCAATCTCTGCTCCTAAGCTACACAGGGTTTCAATAATCTGAGCT
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CTCCAAATATACTCTAGGTGCTTTACCGACTTTCCCGAGGTGACAGAAAGACCATGACGAGGATCAGGTGCGTACTCCTTTCTTCGGGACAGTTAGAGACGAGGATTCGATGTGTCCCAAAGTTATTAGACTCGA

- _____________________pg

GCTTCTGGGAAGCCCCTGCCCAGAGCCCTGTCTTCCTAGTTATTCCTGCAAGGAATTTGCTCTGAAGCCTGGTCACTGCCACGCCTTCTCCAGTTCACCCTACCTTCATCAATTCTGACCTCTTTTTTGATCTTA

CGAAGACCCTTCGGGGACGGGTCTCGGGACAGAAGGATCAATAAGGACGTTCCTTAAACGAGACTTCGGACCAGTGACGGTGCGGAAGAGGTCAAGTGGGATGGAAGTAGTTAAGACTGGAGAAAAAACTAGAAT

T ———— T ——————

GAAAAATTTTACCTCCTCCACTTCCTTCTCATTTCTCCCCTGAATGTACCCTCCCCCTTTCATTGGCACTTAACCTTTCAAAATAGGACAGGCCTTAGAATAACAAATGCCAGGAAGGCATCTTGTTCTCAAGCC
1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 M 1 . 1 . 1 M 1 . 1 M 1

T 4 T T T T T T T T T T T 4 T T T T T 4 T T T T T T T
CTTTTTAAAATGGAGGAGGTGAAGGAAGAGTAAAGAGGGGACTTACATGGGAGGGGGAAAGTAACCGTGAATTGGAAAGTTTTATCCTGTCCGGAATCTTATTGTTTACGGTCCTTCCGTAGAACAAGAGTTCGG

T ——————S————. >

CCATAAATCTCGGGCAAGAAACATAAACGTCATGGATAATCAGTTACAAATAGGAAGTGGAAGGAAATATACAGAGAACAAATATCCAAAATAATTTTTCAACAGAGAAGACAACTACAAAATCCTGCTACTTCT
N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

GGTATTTAGAGCCCGTTCTTTGTATTTGCAGTACCTATTAGTCAATGTTTATCCTTCACCTTCCTTTATATGTCTCTTGTTTATAGGTTTTATTAAAAAGTTGTCTCTTCTGTTGATGTTTTAGGACGATGAAGA

- _____________________pg

CGATTTCCTTATGTAAAGATTTGGCCAGATGGCCCAAGATGTTAATAATGTTAGATACAGGATTGGAGATACTGCAGATGGGCAAAGATCACAACCACTTCCCTCAGGCACAAGCTAAAATGGGTACCAGCTTCT

GCTAAAGGAATACATTTCTAAACCGGTCTACCGGGTTCTACAATTATTACAATCTATGTCCTAACCTCTATGACGTCTACCCGTTTCTAGTGTTGGTGAAGGGAGTCCGTGTTCGATTTTACCCATGGTCGAAGA

T ———— T ——————

AGAAGCATTTGGAAATTAACATCTAAAACACACTGTTTTATTTAAAGTTTACTTTTCCTCTTTTTCTTTCTCTTTTGTATTTATATATACACACATATATATCAATCATATGTGTATGTGTGATGTTTGCATACA

TCTTCGTAAACCTTTAATTGTAGATTTTGTGTGACAAAATAAATTTCAAATGAAAAGGAGAAAAAGAAAGAGAAAACATAAATATATATGTGTGTATATATAGTTAGTATACACATACACACTACAAACGTATGT

T ——————S————. >

ATAAACTTACATATATACATGCATACATATATAATACATGTTATATGTAAGTATATAGTATAACATATTTATTTTGTATTTGTTTATTGTATATTAAATTATATATTATATTTATATAATATATATGTTAATAAT
1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TATTTGAATGTATATATGTACGTATGTATATATTATGTACAATATACATTCATATATCATATTGTATAAATAAAACATAAACAAATAACATATAATTTAATATATAATATAAATATATTATATATACAATTATTA

- _____________________pg

ATTAGATAGAATTTGTATATTACATAATATTGTATGTTATATAATGTGAAAGGAAAATATCTTGTGCCCCCAAAATCACTAAGGTAAGGGGAAAATTCAAGCTAAGAACTGCTTAGGGCAAACCTGCCTCCCATG

TAATCTATCTTAAACATATAATGTATTATAACATACAATATATTACACTTTCCTTTTATAGAACACGGGGGTTTTAGTGATTCCATTCCCCTTTTAAGTTCGATTCTTGACGAATCCCGTTTGGACGGAGGGTAC

T ———— T ——————

CTATTCAAAGTATTCCCTTTGCTCACTGAGATAAATGCATAACTGATTGCCTCCTTTGGAAAGACTAATCAGAAACTCAAAAGAATGCAACCATTTTTGTCTCTCACCCACCTGTGACCTGGAAGCCCCCTCCCT
1 M 1 " 1 M 1 M 1 M 1 . 1 M 1 M 1 . 1 M 1 M 1 " 1 M 1

T T T T T T T 4 T T T T T T T T T T T 4 T T T T T T T
GATAAGTTTCATAAGGGAAACGAGTGACTCTATTTACGTATTGACTAACGGAGGAAACCTTTCTGATTAGTCTTTGAGTTTTCTTACGTTGGTAAAAACAGAGAGTGGGTGGACACTGGACCTTCGGGGGAGGGA

T ——————S————. >

GCTCCAAGTTGCTTAGGGAAAAAAAATAAAAATTAAAAAAAAAATTAAAATTCAGATTATTACATCTGTGTATCTCTTTGTATGCACTTTCAAAGTACTTATGACATTGAGTTACAGGGCTTTGACTCTTGGGTC
M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CGAGGTTCAACGAATCCCTTTTTTTTATTTTTAATTTTTTTTTTAATTTTAAGTCTAATAATGTAGACACATAGAGAAACATACGTGAAAGTTTCATGAATACTGTAACTCAATGTCCCGAAACTGAGAACCCAG

- _______________________pg

CACAAAGGGACACCAAGTCCTGCTAAATTTTAAACACTGACAGCAATTAAAGCCCCATCTTCAGGCCCAGTACAAGATGTCAATCAAAATAAACTGCATTCCTGAAACATAGAGCCAGAAATTAAAGCTATTCAA

GTGTTTCCCTGTGGTTCAGGACGATTTAAAATTTGTGACTGTCGTTAATTTCGGGGTAGAAGTCCGGGTCATGTTCTACAGTTAGTTTTATTTGACGTAAGGACTTTGTATCTCGGTCTTTAATTTCGATAAGTT

T ———— T ——————

CTCCTCAAGGCCCAGGGACTATCATGGAAAAGGTGGGTGTGTGAGAATGTAAGAGTCAATCCTGAGTTCAGTTTCTCTATAAATTAATCATTAATGTCAAAGGCACACTGATGCAAGACCAGCATATGGGCCCGT
" 1 M 1 M 1 " 1 . 1 M 1 M 1 M 1 M 1 " 1 . 1 X 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAGGAGTTCCGGGTCCCTGATAGTACCTTTTCCACCCACACACTCTTACATTCTCAGTTAGGACTCAAGTCAAAGAGATATTTAATTAGTAATTACAGTTTCCGTGTGACTACGTTCTGGTCGTATACCCGGGCA

T ——————S————. >

GTCAGATTAACAAGGTTTTCTTGAAGCATTAGCTGACTCTTAAATAAAGTTTATAAAAGGTTTATGAAAGTTATATCTCATGGTCAAGATTAAAATTTTGTAGATTGTTTATAAAATTTTGAAAAACAAATTTAA
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
CAGTCTAATTGTTCCAAAAGAACTTCGTAATCGACTGAGAATTTATTTCAAATATTTTCCAAATACTTTCAATATAGAGTACCAGTTCTAATTTTAAAACATCTAACAAATATTTTAAAACTTTTTGTTTAAATT

- _______________________pg

TTGGCTTCATGCTGTTTTTATTAGGGCTTATTATTTGGAAAATTCAGTCTCCTCTCAAAGAATGAAAGTCTTTGTCTCTCTTTTTGAAATTTTTGAGTTATCACTTTTGTCAAATGAATGACTTATTTTACAATG

AACCGAAGTACGACAAAAATAATCCCGAATAATAAACCTTTTAAGTCAGAGGAGAGTTTCTTACTTTCAGAAACAGAGAGAAAAACTTTAAAAACTCAATAGTGAAAACAGTTTACTTACTGAATAAAATGTTAC

T ———— T ——————

ACCTGTGATATCAAGCATTTTAATCCTTTGATATTTCATAAACTGTCCAAAATCAAACTATAAATTATGTCTTCTGATCTAATTAATCCTTTAAGATATTAGGTCCCCTAAAGTCCAATAATGACATAATTTGCC

TGGACACTATAGTTCGTAAAATTAGGAAACTATAAAGTATTTGACAGGTTTTAGTTTGATATTTAATACAGAAGACTAGATTAATTAGGAAATTCTATAATCCAGGGGATTTCAGGTTATTACTGTATTAAACGG

T ——————S————. >

TTATTTGATATAAAAATTGTACAGGAAACACTGTCAAATATGAATGGTTTTTTGTTGTTGTTGTTTTTGAGACAGAGCCTGGCCTGCTGTCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAGCCTCT
M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AATAAACTATATTTTTAACATGTCCTTTGTGACAGTTTATACTTACCAAAAAACAACAACAACAAAAACTCTGTCTCGGACCGGACGACAGGTCCGACCTCACGTCACCACACTAGAGCCGAGTGACGTCGGAGA

- _______________________pg

GCCTCCTGGGTTCAAGTGATTCTCCTGCTTCAGCCTCCTGAGTAGCTGGGACTACAGGCGCCCACCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGTTTCACCACGTTGGCCAGGTTGGTCTCAA

CGGAGGACCCAAGTTCACTAAGAGGACGAAGTCGGAGGACTCATCGACCCTGATGTCCGCGGGTGGTGGTGCGGACCGATTAAAAACATAAAAATCATCTCTGCCCAAAGTGGTGCAACCGGTCCAACCAGAGTT

T ———— T ——————

12,960

13,095

13,230

13,365

13,500

13,635

13,770

13,905

14,040

14,175

14,310

14,445

14,580

14,715

14,850

14,985

15,120

15,255

15,390



TCTCCTGACCTCATGATCCACCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACCGGGCACGGCCTGTGTTTGATTTCTTTAGGCTGTATTTGTATAAATGTGTTATTGGTATGCATCCCCAAA

AGAGGACTGGAGTACTAGGTGGACGGAGTCGGAGGGTTTCACGACCCTAATGTCCGAACTCGGTGGCCCGTGCCGGACACAAACTAAAGAAATCCGACATAAACATATTTACACAATAACCATACGTAGGGGTTT

T ———— T ——————

TCATGGGAAACTCCTATAATTCTGATATAACTTGGTGTACATTATCAGTCATAATTTTTATTGTTATGTTAAATTGTTGTGTGGCACAGAGGTAACAAATTTGCTTGTCAATTGTGTCTTTAGCTATGGCTGCCA
1 3 1 " 1 . 1 M 1 M 1 . 1 M 1 " 1 . 1 M 1 M 1 " 1 M 1

T 4 T T T T T T T T T T T 4 T T T T T 4 T T T T T T T
AGTACCCTTTGAGGATATTAAGACTATATTGAACCACATGTAATAGTCAGTATTAAAAATAACAATACAATTTAACAACACACCGTGTCTCCATTGTTTAAACGAACAGTTAACACAGAAATCGATACCGACGGT

T ——————S————. >

TAAAACCTTTTGTCATCTATGGACAATTGTTGTCTTATTTTGGTCCTCGTTAAAAGGTGACTTTATAATCAGCTATAGAACTCTAACAGGTGTTCTTAAGTGCAGATTTCTGTTAACTTGGGAGATTGTGACATT
N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATTTTGGAAAACAGTAGATACCTGTTAACAACAGAATAAAACCAGGAGCAATTTTCCACTGAAATATTAGTCGATATCTTGAGATTGTCCACAAGAATTCACGTCTAAAGACAATTGAACCCTCTAACACTGTAA

- _____________________pg

AGAATAGAGGAAAAACTTTCAAGACTCTCATGGACAACCGAAATTGTTCATGAATATCAAGCAGAATGGGAGTAAACTGCATGAACTGAACTAATAGAAGACTAAAGTAATCTTTTTAACTTTTTGGTTAAAAAG

TCTTATCTCCTTTTTGAAAGTTCTGAGAGTACCTGTTGGCTTTAACAAGTACTTATAGTTCGTCTTACCCTCATTTGACGTACTTGACTTGATTATCTTCTGATTTCATTAGAAAAATTGAAAAACCAATTTTTC

T ———— T ——————

TTGCTGATCCTTTGTTTTGTTTTTCAGAGTCAAGAAAAATTTTCTTTTAAGCTCTTTACAGCTTTTAACAAGTAAAGTATACTCCTATAAACAAAATTTGAAGTATATTTGTTTCTCTCTACCTGATTTCTCCAG
" 1 " 1 M 1 " 1 " 1 M 1 " 1 . 1 M 1 M 1 . 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACGACTAGGAAACAAAACAAAAAGTCTCAGTTCTTTTTAAAAGAAAATTCGAGAAATGTCGAAAATTGTTCATTTCATATGAGGATATTTGTTTTAAACTTCATATAAACAAAGAGAGATGGACTAAAGAGGTC

T ——————S————. >

AATTTGGAAACTATTTGTGAGTGTTCTTAACTTACAATAACACAGTTATTTGTATAAGTGCAGTGAAAATCTGTTTTCATTTATAACAGGACGCAATTGAAGAAAGTGGTTATTTTACCAAGGCTTTAACTGGAA
1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
TTAAACCTTTGATAAACACTCACAAGAATTGAATGTTATTGTGTCAATAAACATATTCACGTCACTTTTAGACAAAAGTAAATATTGTCCTGCGTTAACTTCTTTCACCAATAAAATGGTTCCGAAATTGACCTT

- _____________________pg

TGGTGTGATTTCCTTTAAGGAATCAAACTTGACTTATAGAGCCAATAAAAGCCCCTTGGAAAAACTAGCCTCATACCTTTTCCTACACAGCTGCTGCACAGGGTTCCTGACCTGGGGTAGGTAAAGAATGTCACT

ACCACACTAAAGGAAATTCCTTAGTTTGAACTGAATATCTCGGTTATTTTCGGGGAACCTTTTTGATCGGAGTATGGAAAAGGATGTGTCGACGACGTGTCCCAAGGACTGGACCCCATCCATTTCTTACAGTGA

T ———— T ——————

TTCTATCAGGCCCAGGAGCCCTGGTTTATCATGGAACTTCAAAAGGAGAGAATCATCCATCTCATGGGTATTTAATGGCACAAATCCATGGGTGGGCTCAACTTTAAAAAAGTCTTATCTGAGATTCCTCCTGAG

AAGATAGTCCGGGTCCTCGGGACCAAATAGTACCTTGAAGTTTTCCTCTCTTAGTAGGTAGAGTACCCATAAATTACCGTGTTTAGGTACCCACCCGAGTTGAAATTTTTTCAGAATAGACTCTAAGGAGGACTC

T ——————S————. >

GAACGCAGTTCCCTCAAAGCCAATTTAAAAGCATATGTAATAAATAATTATTTTGCTGCACTGTATGCAAATAATTAGGCCAGGTATAACAAAGCAAACCAGCTCTACCATGATTCATCTTTAGTAAAAATGGGA
M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CTTGCGTCAAGGGAGTTTCGGTTAAATTTTCGTATACATTATTTATTAATAAAACGACGTGACATACGTTTATTAATCCGGTCCATATTGTTTCGTTTGGTCGAGATGGTACTAAGTAGAAATCATTTTTACCCT

- _____________________pg

AACTGGAGAGAGAAATATTATGTTTCAAAACTATAGTACACCTGTTGTTAAATTCTAGTCTTGCCTAACATTTTTAAATTTTTATTATTTTCTACAGTTTGGACAGAATTCTAAGTTTTCTTAGCTATTAGTGTG

TTGACCTCTCTCTTTATAATACAAAGTTTTGATATCATGTGGACAACAATTTAAGATCAGAACGGATTGTAAAAATTTAAAAATAATAAAAGATGTCAAACCTGTCTTAAGATTCAAAAGAATCGATAATCACAC

T ———— T ——————

CAAAATAATGTTTTCAATTTTTTTCTTTTTTCCATTTTTCCTTATTTGAAATTACTAAAAACTAAGATGTTCTTTCATAAAGCCCTGCAAACTGAAGCTAAACAACTTAAACTTCAGAAGAAAATAACAGCAATC
" 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1 . 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTTTTATTACAAAAGTTAAAAAAAGAAAAAAGGTAAAAAGGAATAAACTTTAATGATTTTTGATTCTACAAGAAAGTATTTCGGGACGTTTGACTTCGATTTGTTGAATTTGAAGTCTTCTTTTATTGTCGTTAG

T ——————S————. >

TGTTTACATACATAAGCCACTTTCATACCTGCCTATCAACGTATGGACTTCAGAGTAATGTGGCCTACATTTATCTCTCACCTCTCTGTGACCTGGAAGCCATCTGCCTGCTTAAAGTTGTTTCACTTTTACTTC
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ACAAATGTATGTATTCGGTGAAAGTATGGACGGATAGTTGCATACCTGAAGTCTCATTACACCGGATGTAAATAGAGAGTGGAGAGACACTGGACCTTCGGTAGACGGACGAATTTCAACAAAGTGAAAATGAAG

- _______________________pg

AAGTTGTCCCGCCTTTCTGGTCCAAATCAATGTTCATTTTACATATGTTGATTATGTTTCATGTTTTCCTAAAATGTATAAAACCAAGCTGCGCTCTGACTACCTTTGGCACATGTCATCAGGACCTGACTGTCT

TTCAACAGGGCGGAAAGACCAGGTTTAGTTACAAGTAAAATGTATACAACTAATACAAAGTACAAAAGGATTTTACATATTTTGGTTCGACGCGAGACTGATGGAAACCGTGTACAGTAGTCCTGGACTGACAGA

T ———— T ——————

TAGTCCATTTTTGCTGCTATATCAAAATTCCTTAGACTGGGTAATTTATTGACAAAAGAAATTTATTTCTCATAGTTTTGGAGAAATCTATGTACCTTGTACATAGCAACAAGATCAATGTACCTTGTTGCTGTG
1 M 1 " 1 M 1 M 1 " 1 . 1 M 1 " 1 . 1 M 1 M 1 M 1 M 1

T 4 T T T T T T T T T T T 4 T T T T T 4 T T T T T T T
ATCAGGTAAAAACGACGATATAGTTTTAAGGAATCTGACCCATTAAATAACTGTTTTCTTTAAATAAAGAGTATCAAAACCTCTTTAGATACATGGAACATGTATCGTTGTTCTAGTTACATGGAACAACGACAC

T ——————S————. >

TTCTAAAATGGTAGAAGGGCAAGAAGGGCCTTGTTAGTTCCCTTGAGCCCTTTTATAAGCCTACTATTCCCATTCATGAGGACGGAATCCTCATGGCTTAATTACCTCTTAAAGGCCCCATCTGTTAATACTGTC
N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

AAGATTTTACCATCTTCCCGTTCTTCCCGGAACAATCAAGGGAACTCGGGAAAATATTCGGATGATAAGGGTAAGTACTCCTGCCTTAGGAGTACCGAATTAATGGAGAATTTCCGGGGTAGACAATTATGACAG

- _______________________pg

ACATTGGGTCTTAGAGTCCAAATGTATGAATTTTGGGGAGACACATACATTCAAATCATAGCATAGGCCCTGACTTTCTACTCACTGATTCATGAACCCTGTGGGCTGGCTTCAGCCCACACCACCCTTCTGTAA

TGTAACCCAGAATCTCAGGTTTACATACTTAAAACCCCTCTGTGTATGTAAGTTTAGTATCGTATCCGGGACTGAAAGATGAGTGACTAAGTACTTGGGACACCCGACCGAAGTCGGGTGTGGTGGGAAGACATT

T ———— T ——————

TAGCTCTTGGCAAGAAAACCACTATGTCCCTGCCACTAACACTAAGAGACATGGTGGCACATTAGCTCCTGGAGCTTATTTGTCCTTACAAATGTCCTTTTCTTTCCATTCCTTAAATGTTGGTATCTGCTATGG

ATCGAGAACCGTTCTTTTGGTGATACAGGGACGGTGATTGTGATTCTCTGTACCACCGTGTAATCGAGGACCTCGAATAAACAGGAATGTTTACAGGAAAAGAAAGGTAAGGAATTTACAACCATAGACGATACC

T ——————S————. >

TCTGAATGTTGATGCCCCCTAAATTCATATGTTGGAACTTGATACCCACTGTGATACACCACTAATAAGTGAGGATTTGGGGAAGTGATTCATGAGGGTAGAGAATGGTATTAGTGCCATTATAAATGAGATTGA
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AGACTTACAACTACGGGGGATTTAAGTATACAACCTTGAACTATGGGTGACACTATGTGGTGATTATTCACTCCTAAACCCCTTCACTAAGTACTCCCATCTCTTACCATAATCACGGTAATATTTACTCTAACT

- _______________________pg

AAGGAATGCACTAGTTTCTTATACCCTTTCTGCCATGTGAGGACATAGCATTAGTCCCTTCTACCATGTGAAGACACAACGTTCACCCCTTTTGCCATGTGTGGATGCAGCAAGAAGGCACCATCTGGAAGAACA

TTCCTTACGTGATCAAAGAATATGGGAAAGACGGTACACTCCTGTATCGTAATCAGGGAAGATGGTACACTTCTGTGTTGCAAGTGGGGAAAACGGTACACACCTACGTCGTTCTTCCGTGGTAGACCTTCTTGT

T ———— T ——————

15,525

15,660

15,795

15,930

16,065

16,200

16,335

16,470

16,605

16,740

16,875

17,010

17,145

17,280

17,415

17,550

17,685

17,820

17,955



GGTCTTGACCAGACAAAAGATCTGATGGTGCCTTAATAGTGGACTTCCCAGCCTCCAAAACTGTGAGTAATAAATTCTGTTGTTTATAAATTACCTGTTCTAATATAATTTGTTATAGCAGCCCAAACAGACAAA

CCAGAACTGGTCTGTTTTCTAGACTACCACGGAATTATCACCTGAAGGGTCGGAGGTTTTGACACTCATTATTTAAGACAACAAATATTTAATGGACAAGATTATATTAAACAATATCGTCGGGTTTGTCTGTTT

T ———— T ——————

GACAGTATTTTTTAGAGCTCTGTCCTAGGTGTTCTTTTCCTATTCTATAGCTTTCTCTGAGATATTAAATTTTTTCCTAAGAATAATTTATTATTTTTAAATTGGAGGCAAATCTACTGGAAGCTACATTTTTTT
" 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 . 1 " 1 M 1 M 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTGTCATAAAAAATCTCGAGACAGGATCCACAAGAAAAGGATAAGATATCGAAAGAGACTCTATAATTTAAAAAAGGATTCTTATTAAATAATAAAAATTTAACCTCCGTTTAGATGACCTTCGATGTAAAAAAA

T ——————S————. >

TCCTCTTAACTCCTGACCAGAAGGTATAGCCACATACCACTTGGATATGCTACTCACATGTAACATCTAGGATTCTAAAATTGAACTAGTTACTCCTATCTCCACCCCTCCCCCACTGAGCCTTGTTCCATCTCT
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AGGAGAATTGAGGACTGGTCTTCCATATCGGTGTATGGTGAACCTATACGATGAGTGTACATTGTAGATCCTAAGATTTTAACTTGATCAATGAGGATAGAGGTGGGGAGGGGGTGACTCGGAACAAGGTAGAGA

- _____________________pg

GGTGGTACTTGGCTTGGTGAATACCACCACTATCACTTATTTTGTAAGCATTCATATTACTTCCTTTGCACCCTCACATAAAATCAGAAAACCAATTTAACCCATTCTGTGACTGAAATTTGTCTTAATCCATTA

CCACCATGAACCGAACCACTTATGGTGGTGATAGTGAATAAAACATTCGTAAGTATAATGAAGGAAACGTGGGAGTGTATTTTAGTCTTTTGGTTAAATTGGGTAAGACACTGACTTTAAACAGAATTAGGTAAT

T ———— T ——————

ACTGTTTTCCAATTCTATTGCCATGGCCCCATTCAGGCTGCCATCATCTCTCTCCTGGATCCCTTCAATAGCCTCCTAAAATACCTTCTTTTCCTCTTCCTCCAATCTTGTCATTTTTGTCTCTTTTCCCACCCT
1 M 1 " 1 M 1 M 1 M 1 " 1 . 1 M 1 " 1 M 1 " 1 " 1 M 1

T T T T T T T T T T T T T 4 T T T T T T T T T T T T T
TGACAAAAGGTTAAGATAACGGTACCGGGGTAAGTCCGACGGTAGTAGAGAGAGGACCTAGGGAAGTTATCGGAGGATTTTATGGAAGAAAAGGAGAAGGAGGTTAGAACAGTAAAAACAGAGAAAAGGGTGGGA

T ——————S————. >

AAAAGAATAAACACTGGCATAATGATCACTTAAAAGTACGAATATTTGCAACTCACTATCTTAAGGAAGACTTTGCAGTGGCCACCTTGTTTTGTTTAGATAAAGTCCAAAGCCCCTAACATGACTTACAAGACC
M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

TTTTCTTATTTGTGACCGTATTACTAGTGAATTTTCATGCTTATAAACGTTGAGTGATAGAATTCCTTCTGAAACGTCACCGGTGGAACAAAACAAATCTATTTCAGGTTTCGGGGATTGTACTGAATGTTCTGG

- _____________________pg

CTTCATGGTATGGCCTTGGCTACTTTCTCAGCTTTATCTCCCCTCTCACTTACTATCATGCTGTCATCCAGCTACCAGATCTGCCTTCCAGACTGAAAGGTTTATTCTGACAGCTACTGGCACTGCTGTTGGTAG

GAAGTACCATACCGGAACCGATGAAAGAGTCGAAATAGAGGGGAGAGTGAATGATAGTACGACAGTAGGTCGATGGTCTAGACGGAAGGTCTGACTTTCCAAATAAGACTGTCGATGACCGTGACGACAACCATC

T ———— T ——————

TCAGCCCTCAGCTGTCATCTGTTTTCGGAGTTCCATATATCAAATGGCTGATATACATGAAGTTATTGTAGAGATCTGGTCCTGTCATTTCAATTCAGGACAGCTCTGAAGGGCCATCTCAGCTTCAGAGCTCCC

AGTCGGGAGTCGACAGTAGACAAAAGCCTCAAGGTATATAGTTTACCGACTATATGTACTTCAATAACATCTCTAGACCAGGACAGTAAAGTTAAGTCCTGTCGAGACTTCCCGGTAGAGTCGAAGTCTCGAGGG

T ——————S————. >

GGTAGGGTTGGCTGAGGCCTCTGTTAAGACTATCACAGCCCGACTTTTCTCTCCTCTCAATCTCATTTCCTTCCTTCCCTTCTCTTCCATATTACCTGGTAAAGATAAACCTTCTGCACACTAATCTCTGTTTCT
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CCATCCCAACCGACTCCGGAGACAATTCTGATAGTGTCGGGCTGAAAAGAGAGGAGAGTTAGAGTAAAGGAAGGAAGGGAAGAGAAGGTATAATGGACCATTTCTATTTGGAAGACGTGTGATTAGAGACAAAGA

- _____________________pg

GAGAATCTGCTTCCAGGGGAAAACAACTTATAACAACTCTCTGGTTTGCATTCCTGGCTCTAGCCGTACTGAATATCATTGAGTTTCTAGAATGCCTGTCTTGCTCTCTTTTGCCTTCAGGTTTGTGCCAGGAAC

CTCTTAGACGAAGGTCCCCTTTTGTTGAATATTGTTGAGAGACCAAACGTAAGGACCGAGATCGGCATGACTTATAGTAACTCAAAGATCTTACGGACAGAACGAGAGAAAACGGAAGTCCAAACACGGTCCTTG

T ———— T ——————

ACAGGCTAGAAGAAAGCCTTCTCTCATCTTATGTCTTATTCTAAAAAGGTCTCCTTTTAAATGTATTCTCATAGTAACCTCATTTTAATGTATTCTCATCCCCTCATTGCGACACCTGTATTACTCAGCACTATA
1 . 1 " 1 " 1 M 1 " 1 . 1 M 1 " 1 M 1 M 1 M 1 : 1 X 1

T 4 T T T T T 4 T T T T T T T T T T T T T T T T T 4 T
TGTCCGATCTTCTTTCGGAAGAGAGTAGAATACAGAATAAGATTTTTCCAGAGGAAAATTTACATAAGAGTATCATTGGAGTAAAATTACATAAGAGTAGGGGAGTAACGCTGTGGACATAATGAGTCGTGATAT

T ——————S————. >

ACATCCCTAGATCATAAACTCTGTCTATTTTTGTATCCCCAGTGCCTGGTGAATAACAGATTCTCAGTAAACAATTGCTGAATTCATTTGTTCATTAATTTTGGTAATAGGGAAGCTTCACCCAAGTGTCCAAAA
M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TGTAGGGATCTAGTATTTGAGACAGATAAAAACATAGGGGTCACGGACCACTTATTGTCTAAGAGTCATTTGTTAACGACTTAAGTAAACAAGTAATTAAAACCATTATCCCTTCGAAGTGGGTTCACAGGTTTT

- _______________________pg

TCCACTAGTGAAGACATGCTCTCCAACAGTTCAGTCTCCTTTTCCTCCACTTTTCTCCCAAAATTTATGTTAATAGGACTTTTCCTAGATGGCAATTACTGAAGTTTACTGCTTGTTTTTTTCTGTGTGTTCGTG

AGGTGATCACTTCTGTACGAGAGGTTGTCAAGTCAGAGGAAAAGGAGGTGAAAAGAGGGTTTTAAATACAATTATCCTGAAAAGGATCTACCGTTAATGACTTCAAATGACGAACAAAAAAAGACACACAAGCAC

T ———— T ——————

GTCAATCCCTTTCAGATAATACACTTGTTCTTTAGATATGTTAATACATTTAATCAGTTAAATATACTGTTGCCTGCCTGGGTACAGTTGTCTTTCTTCAAAGTGATTTTAATATATTAGTTTTAATCTGATCTG
M 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAGTTAGGGAAAGTCTATTATGTGAACAAGAAATCTATACAATTATGTAAATTAGTCAATTTATATGACAACGGACGGACCCATGTCAACAGAAAGAAGTTTCACTAAAATTATATAATCAAAATTAGACTAGAC

T ——————S————. >

CTTTTGTTGATTTTATCCTTCAATTTTTCCCCAAGATCTTATGGGGGTGAGGAGTTTCTCTCTATAGTTGCCATGTTCTGGCTGCTAATTACAACATACCCCTGTGGTGGAGGGGACTGTGTCAACATTCTTATT
1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
GAAAACAACTAAAATAGGAAGTTAAAAAGGGGTTCTAGAATACCCCCACTCCTCAAAGAGAGATATCAACGGTACAAGACCGACGATTAATGTTGTATGGGGACACCACCTCCCCTGACACAGTTGTAAGAATAA

- _______________________pg

GGTTTAATGTTCCTTTTGTTGTGTACAGTTAAACAAGTATGTTTTCAATTGTTTATAGCAACTTAAATTGTGTTTTAGCAGGGTTATTGCTTTTACTTGGAGAGAAACACTAATTTTATGGAAAAGGTGACAATG

CCAAATTACAAGGAAAACAACACATGTCAATTTGTTCATACAAAAGTTAACAAATATCGTTGAATTTAACACAAAATCGTCCCAATAACGAAAATGAACCTCTCTTTGTGATTAAAATACCTTTTCCACTGTTAC

T ———— T ——————

GTAATGTAGAGATAATAAAAAGAGGCAAGAAGTAGATTCAGAAATACTCTTCTTAAAGATACTTACAATGGGAAAAAAGTGACCTCATTAATATAAAAAAAAACCTGAAGATTAACTTTACCTGTAAAACAGTCA

CATTACATCTCTATTATTTTTCTCCGTTCTTCATCTAAGTCTTTATGAGAAGAATTTCTATGAATGTTACCCTTTTTTCACTGGAGTAATTATATTTTTTTTTGGACTTCTAATTGAAATGGACATTTTGTCAGT

T ——————S————. >

TCCATTCCCATTCACAGCCCAGTGAGCATGCTACATTTGGATTTCAGAGCTCACCACTGTGCAGAACTGTTCTCAGTAAGGTTGTCACTGTTACCCAATCTCAAGGGCACTTTTCAGTTCTTCCTGCTTTTGACC
M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AGGTAAGGGTAAGTGTCGGGTCACTCGTACGATGTAAACCTAAAGTCTCGAGTGGTGACACGTCTTGACAAGAGTCATTCCAACAGTGACAATGGGTTAGAGTTCCCGTGAAAAGTCAAGAAGGACGAAAACTGG

- _______________________pg

TTACTGGTAAACACTTCTCTGTTTAAGTAGCTGCTTGTACTCCTTTTTTCTCCTCTCACCCTCTCCCTGTACCTCCTGAGCCTCCTTTTACTCTTTCACTTCTTAACATTCCTGAGTCTGCTCTCTTTCTTCCTT

AATGACCATTTGTGAAGAGACAAATTCATCGACGAACATGAGGAAAAAAGAGGAGAGTGGGAGAGGGACATGGAGGACTCGGAGGAAAATGAGAAAGTGAAGAATTGTAAGGACTCAGACGAGAGAAAGAAGGAA

T ———— T ——————

18,090

18,225

18,360

18,495

18,630

18,765

18,900

19,035

19,170

19,305

19,440

19,575

19,710

19,845

19,980

20,115

20,250

20,385

20,520



TCTAAGCATGGTGAGTCCATCAAACTCAGGACTTTCTAGGCAGTCTTAGGAAACTTTCCCTTTCTCCCCTTATAGCAATTACTATTGTATATTATAATGTAACAGTGTTGTATTGCTTCTTAATTGTTTGAGTAT

AGATTCGTACCACTCAGGTAGTTTGAGTCCTGAAAGATCCGTCAGAATCCTTTGAAAGGGAAAGAGGGGAATATCGTTAATGATAACATATAATATTACATTGTCACAACATAACGAAGAATTAACAAACTCATA

T ———— T ——————

TTGTCTCACTAGATTGTGAGCCGCTTCAGGGTAGAGATTGGGTCTTTTGCATTCCCAACCCAGCAGAGTCCACAAACAATAGGTACACAACAGTTGTTGACTTAATAAATACCCTGGGAGATACTTGTTTCTATA
1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 " 1 . 1 . 1 " 1 M 1 M 1

T 4 T T T T T T T T T T T T T T T T T 4 T T T T T 4 T
AACAGAGTGATCTAACACTCGGCGAAGTCCCATCTCTAACCCAGAAAACGTAAGGGTTGGGTCGTCTCAGGTGTTTGTTATCCATGTGTTGTCAACAACTGAATTATTTATGGGACCCTCTATGAACAAAGATAT

T ——————S————. >

TATAAATATACTTCTTTCTACATAAATTCTTGTCAGAATTTGCCTTCTTATTAATTTCACACAGAACTCTAAACAAAGTAAAAAAACCATATTTAATATACTCTAAAAAGATGTGTGCTCCTAATAGCAGGTTTA
N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATATTTATATGAAGAAAGATGTATTTAAGAACAGTCTTAAACGGAAGAATAATTAAAGTGTGTCTTGAGATTTGTTTCATTTTTTTGGTATAAATTATATGAGATTTTTCTACACACGAGGATTATCGTCCAAAT

- _____________________pg

ATTAAAATCATCCATGTGATAGTAAAAAAAAAATCTGGATTTTTCCGAAACTCTAGTACCAGTGGTGAAGGATATAATCCAAACATATTTTTTTCATTTGGAAAATAAGCATATTTGTGTCTTTATTTTATAATT

TAATTTTAGTAGGTACACTATCATTTTTTTTTTAGACCTAAAAAGGCTTTGAGATCATGGTCACCACTTCCTATATTAGGTTTGTATAAAAAAAGTAAACCTTTTATTCGTATAAACACAGAAATAAAATATTAA

T ———— T ——————

ACCTTTGGTAAGGTCATAAAATTATATTCTAAGGATATTTTAAAGTTATTGACTTGAAAAAACAATGTCTCTGCAAAAAGAAATTTCAAGTTACTTTTTTCCTATAAAGAAAGGTGATGAAAAGATTCATCATTT
" 1 M 1 M 1 " 1 M 1 M 1 M 1 . 1 M 1 " 1 " 1 M 1 M 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGGAAACCATTCCAGTATTTTAATATAAGATTCCTATAAAATTTCAATAACTGAACTTTTTTGTTACAGAGACGTTTTTCTTTAAAGTTCAATGAAAAAAGGATATTTCTTTCCACTACTTTTCTAAGTAGTAAA

T ——————S————. >

TATTCTTGTTCTTCATATAATAGAGATTAAATACCATGCAGAGATTAAATATCATGACTAATAATTTAATTTAATCCAATAAATATTTCTTTACCTATAATATAGCCAGCAACATAAAGGCAATGATCTGTTTTG
1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
ATAAGAACAAGAAGTATATTATCTCTAATTTATGGTACGTCTCTAATTTATAGTACTGATTATTAAATTAAATTAGGTTATTTATAAAGAAATGGATATTATATCGGTCGTTGTATTTCCGTTACTAGACAAAAC

- _____________________pg

GGTGAAATAGACAATGGCTTGGTTTCAGCACCATTCGAGTTGTCTCTGATACACTTACTATACACATGCACTTTTAAAACTTTTAAACTAGAATATAATATTGCCATATAATTTTGGAAGACTGCTTTTCTGAGG

CCACTTTATCTGTTACCGAACCAAAGTCGTGGTAAGCTCAACAGAGACTATGTGAATGATATGTGTACGTGAAAATTTTGAAAATTTGATCTTATATTATAACGGTATATTAAAACCTTCTGACGAAAAGACTCC

T ———— T ——————

GAACCAAGCGTGAAGACTGTGAATACTCTGCTGTTATAATCTCAGAGTGACTCGGATTTGACTTTAATGAGTGATTATTTCAACTGATATGAGAATATCATACCACAGCACAGTTGTAATTTTTATCTCTAGTTC

CTTGGTTCGCACTTCTGACACTTATGAGACGACAATATTAGAGTCTCACTGAGCCTAAACTGAAATTACTCACTAATAAAGTTGACTATACTCTTATAGTATGGTGTCGTGTCAACATTAAAAATAGAGATCAAG

T ——————S————. >

AGAAACCAGAAAAAATGTTTTTTTTTTCAGTATACATAAGGCACAGATGATAAAGGATAAGTGCAGTTTCAGCGATTAGATGGCTTATTTCTGGTTTAATGAAACTCACCTAAAAACAATAAAGTGATGGAAAAA
N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TCTTTGGTCTTTTTTACAAAAAAAAAAGTCATATGTATTCCGTGTCTACTATTTCCTATTCACGTCAAAGTCGCTAATCTACCGAATAAAGACCAAATTACTTTGAGTGGATTTTTGTTATTTCACTACCTTTTT

- _____________________pg

GTTTGGACTGGGAACCTGGCATCACACAGTCCAGTTCTGCCTCTTAGTGATGCCTTTGGGAAGATCATTTTATTCTTCTGGCCTTCCATTTCCATTCATTCAGTTATTCATCTAAGTAACAAATATTCCTCTAAT

CAAACCTGACCCTTGGACCGTAGTGTGTCAGGTCAAGACGGAGAATCACTACGGAAACCCTTCTAGTAAAATAAGAAGACCGGAAGGTAAAGGTAAGTAAGTCAATAAGTAGATTCATTGTTTATAAGGAGATTA

T ———— T ——————

GGCTCCTGTGTGCCAGGAACTGTTTTGAAGAGTTGGTATAGAACAAAATCCAGGATGTCCTCCTGGAATTTTCAGTTATCAATGAAGTACAGTTGACCCTTGAACGATACGAGATTGAACTGTGTAGCTCCACAT
M 1 . 1 M 1 " 1 . 1 X 1 " 1 M 1 X 1 " 1 M 1 M 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGAGGACACACGGTCCTTGACAAAACTTCTCAACCATATCTTGTTTTAGGTCCTACAGGAGGACCTTAAAAGTCAATAGTTACTTCATGTCAACTGGGAACTTGCTATGCTCTAACTTGACACATCGAGGTGTA

T ——————S————. >

ATAAGTCTTAGATGCCTTCACTTTGTGGCTTCTCTTCCACCTTCTCTACCTCTTCTTCCACCTCTGTCACCCCTGAGAGAGCAAGACCAAGTTCTTCTCCTCCTCCTCCTCTTCTCAGCCAACTCAATGTGAAGA
1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TATTCAGAATCTACGGAAGTGAAACACCGAAGAGAAGGTGGAAGAGATGGAGAAGAAGGTGGAGACAGTGGGGACTCTCTCGTTCTGGTTCAAGAAGAGGAGGAGGAGGAGAAGAGTCGGTTGAGTTACACTTCT

- _______________________pg

TGATGATGATGAAGACCTTATGATGATCCCCTTTCACTTAATAAACAGTAAATGTATTTTTTCTTCCTTATACTTAATAGCATTTTTTACTCTAGCTCATTTTATTGTAACAATACAGTATATAACACATATACA

ACTACTACTACTTCTGGAATACTACTAGGGGAAAGTGAATTATTTGTCATTTACATAAAAAAGAAGGAATATGAATTATCGTAAAAAATGAGATCGAGTAAAATAACATTGTTATGTCATATATTGTGTATATGT

T ———— T ——————

AAACTATGTTAATTGACTGTTTATGTCATCATCTAACATGAAGCATTGTTACATGTGTGTCTTATCTACTTTCAGTAGTTTTATTAGGCATGCACTTTTTTGGGTGTTTTTGGAAAATTTGGATCAAAATTCTGG
1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 . 1 M 1 " 1 " 1 M 1

T 4 T T T T T T T T T T T 4 T T T T T 4 T T T T T 4 T
TTTGATACAATTAACTGACAAATACAGTAGTAGATTGTACTTCGTAACAATGTACACACAGAATAGATGAAAGTCATCAAAATAATCCGTACGTGAAAAAACCCACAAAAACCTTTTAAACCTAGTTTTAAGACC

T ——————S————. >

AATTTCATGACATTGTTTTCTCATATATTGTGAATAATTTATTATTTCCTCATAAGAAACTCCCACACAAATTTCAAAGACTTCTTTAATAATTTGGTGAATGAAAAGTGTTAATGTATTGATTTATTACTTTGA
M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

TTAAAGTACTGTAACAAAAGAGTATATAACACTTATTAAATAATAAAGGAGTATTCTTTGAGGGTGTGTTTAAAGTTTCTGAAGAAATTATTAAACCACTTACTTTTCACAATTACATAACTAAATAATGAAACT

- _______________________pg

GCATCAGTGAAGTTGAAAATATGTTTAATTATTTTTATTATGAAATAAGTTAGAAACAGAATACGGGTAATAATGTAATGAATACCCATGTACCCAATGACAAGCTTAAAGAAGAAGAAAGTTACAGATACACTT

CGTAGTCACTTCAACTTTTATACAAATTAATAAAAATAATACTTTATTCAATCTTTGTCTTATGCCCATTATTACATTACTTATGGGTACATGGGTTACTGTTCGAATTTCTTCTTCTTTCAATGTCTATGTGAA

T ———— T ——————

GTAGCCTGTAAAATATCCTTCCTGGATGCATTTCTACTTTCTTCTCCCCAGAGATAACCACTAGCTAGAATTTGGTAAATATTATTCCCAAGTATAATTTTTATACTTTTATACATACATATATATCCCTAAAGT

CATCGGACATTTTATAGGAAGGACCTACGTAAAGATGAAAGAAGAGGGGTCTCTATTGGTGATCGATCTTAAACCATTTATAATAAGGGTTCATATTAAAAATATGAAAATATGTATGTATATATAGGGATTTCA

T ——————S————. >

ATATGAAACCTTGCATATTTTATAGCATTGGAGCACTGATATCATGCTATAAGTATCCTCTGCAACTTGTAAAAAGTCCAGTATTACAATTTTTTGCTCTTTAGCCACTAATATATGGAGCTCTAGTTTAATAGT
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TATACTTTGGAACGTATAAAATATCGTAACCTCGTGACTATAGTACGATATTCATAGGAGACGTTGAACATTTTTCAGGTCATAATGTTAAAAAACGAGAAATCGGTGATTATATACCTCGAGATCAAATTATCA

- _______________________pg

TTTCACAGATTTATAAAAGTTCATTATATGAATATATTCACTTTAAGTGTTGATAGATATTCATATGGTCTACAGTTTCATTATAAGCAAAAAATGATACACTGAAGATTCTTACATAAATGTCCTTATGTACAT

AAAGTGTCTAAATATTTTCAAGTAATATACTTATATAAGTGAAATTCACAACTATCTATAAGTATACCAGATGTCAAAGTAATATTCGTTTTTTACTATGTGACTTCTAAGAATGTATTTACAGGAATACATGTA

T ———— T ——————

20,655

20,790

20,925

21,060

21,195

21,330

21,465

21,600

21,735

21,870

22,005

22,140

22,275

22,410

22,545

22,680

22,815

22,950

23,085



TTGAGAATTTCTTTAAGAAACAGCCTTAGAGTGAAAATGTCAGGTCATAGGATAGACACATCAGCTTTCCTAGATTTTGCCATGTGCTCTCCAAGGTGCTTGCTCTGATTTACACTCTTACCAGTACTACAAAAA

AACTCTTAAAGAAATTCTTTGTCGGAATCTCACTTTTACAGTCCAGTATCCTATCTGTGTAGTCGAAAGGATCTAAAACGGTACACGAGAGGTTCCACGAACGAGACTAAATGTGAGAATGGTCATGATGTTTTT

T ———— T ——————

GTATTCTAGTTGTTCCACATCCCAGCCAGTAGTTACTGGTATTATCCAACTTTAAGTTTGTGGTTAATGAGATGGTTGTGAAATGGTATCTCATTATGGCTTTAATTTTTATTTCCTTGATTACTTGTGTAATTG
" 1 M 1 M 1 " 1 " 1 . 1 " 1 M 1 M 1 " 1 . 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CATAAGATCAACAAGGTGTAGGGTCGGTCATCAATGACCATAATAGGTTGAAATTCAAACACCAATTACTCTACCAACACTTTACCATAGAGTAATACCGAAATTAAAAATAAAGGAACTAATGAACACATTAAC

T ——————S————. >

AGCATCTTTGGATAGGTTCATGAAGTTTACTGGCCTTTCCTCTTCTACATATTGCCATATATATAATGTACATATATATAATGTACATATATATAATGTACATATATATGTACATATATGTACACATATATATAT
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TCGTAGAAACCTATCCAAGTACTTCAAATGACCGGAAAGGAGAAGATGTATAACGGTATATATATTACATGTATATATATTACATGTATATATATTACATGTATATATACATGTATATACATGTGTATATATATA

- _____________________pg

AATATATATATTTTTAGACATATTCTCGCCCTGTGGCCCAGGTTGGAGTGCAGTGGTGCCATCTTGGCTCACTGCAACCTGTACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAACCTCCCAAGTAGCTGTGATT

TTATATATATAAAAATCTGTATAAGAGCGGGACACCGGGTCCAACCTCACGTCACCACGGTAGAACCGAGTGACGTTGGACATGGAGGACCCAAGTTCGTTAAGAGGACGGAGTTGGAGGGTTCATCGACACTAA

T ———— T ——————

ACAGGCATGCACCACCACAACTGGCTAATTTTTATATTTTTAGTAAGACAGGGTTTCACCATGTTGGTCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCCACCCACCTTGGCCTCCTAAAGTGCTGGTATTA
1 M 1 " 1 " 1 M 1 M 1 M 1 . 1 M 1 M 1 . 1 M 1 " 1 M 1

T T T T T T T 4 T T T T T 4 T T T T T 4 T T T T T T T
TGTCCGTACGTGGTGGTGTTGACCGATTAAAAATATAAAAATCATTCTGTCCCAAAGTGGTACAACCAGTCCGACCAGAGTTTGAGGACCGGAGTTCACTAGGTGGGTGGAACCGGAGGATTTCACGACCATAAT

T ——————S————. >

AGGCATGAGCCACCGTGCCTGGCCATATTTTTTAAACTTATATATATAAAAACTAGGATACTTATCTTTTCATTTATAATTTGTGATAGTACCTTTTATATATTCTTCTTATTAATTTTTAATTGTTACACGCTT
N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

TCCGTACTCGGTGGCACGGACCGGTATAAAAAATTTGAATATATATATTTTTGATCCTATGAATAGAAAAGTAAATATTAAACACTATCATGGAAAATATATAAGAAGAATAATTAAAAATTAACAATGTGCGAA

- _____________________pg

TCCCAAAATCTTCCAGCCTATGGTCATCTTTTAACTTTGTTGATGGAGTCTTTTGTATAGTGTTAGATTTTAATGTCTGTAAATTTAATAATTTTTTCCTATATGAACTGTGATTTTATTTTATTTTTTTTTAGT

AGGGTTTTAGAAGGTCGGATACCAGTAGAAAATTGAAACAACTACCTCAGAAAACATATCACAATCTAAAATTACAGACATTTAAATTATTAAAAAAGGATATACTTGACACTAAAATAAAATAAAAAAAAATCA

T ———— T ——————

TTAGAGACAGGGCCTTGCTCTGTCCCTCAAGCTGGAGTGCAGTGTCACAATTGTAGCTCAGTGTAACCTATAACTCCTGGAATCAAGTGATCCCCTTGCCTCAAGCTTCCTGAGAAGTTAGGACTACTGGCATGC

AATCTCTGTCCCGGAACGAGACAGGGAGTTCGACCTCACGTCACAGTGTTAACATCGAGTCACATTGGATATTGAGGACCTTAGTTCACTAGGGGAACGGAGTTCGAAGGACTCTTCAATCCTGATGACCGTACG

T ——————S————. >

ACTACCATACCTGGCTAATTTTTAAATATTTTGTAGAGACAAGGTCTCTCTATGTTTCCCAGGATCGTCTTAACTCTTGGCCTCAAGTAAGCCTCCCACCTCGGCTTCCCAAAGTGCTTGGATTACAGGTGTGAG
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TGATGGTATGGACCGATTAAAAATTTATAAAACATCTCTGTTCCAGAGAGATACAAAGGGTCCTAGCAGAATTGAGAACCGGAGTTCATTCGGAGGGTGGAGCCGAAGGGTTTCACGAACCTAATGTCCACACTC

- _____________________pg

CCACCATACCTGGCCTTAACTGTAATTTTTGTTTTGTTTCTTTCCCTCTTAATGTCAGATAGTTTTCTATATTTTTTTCAAATTTTTTTTTTTTTTTGAGACAGTCTCACTTCTTCACTCAGGCTGGAGTGCAAT

GGTGGTATGGACCGGAATTGACATTAAAAACAAAACAAAGAAAGGGAGAATTACAGTCTATCAAAAGATATAAAAAAAGTTTAAAAAAAAAAAAAAACTCTGTCAGAGTGAAGAAGTGAGTCCGACCTCACGTTA

T ———— T ——————

GGTGCGATCTTGGCTCACTGCAATCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGGCTCGGTCTCCCCAGTAGCTCGGATTACATGCACGTGCCACCACACCTGGCTAATTTTTGTATTTTTAGTGGAGACGGGG
1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 X 1 " 1 " 1 X 1

T 4 T T T T T 4 T T T T T T T T T T T 4 T T T T T 4 T
CCACGCTAGAACCGAGTGACGTTAGAGACGGAGGACCCAAGTTCGTTAAGAGGACCGAGCCAGAGGGGTCATCGAGCCTAATGTACGTGCACGGTGGTGTGGACCGATTAAAAACATAAAAATCACCTCTGCCCC

T ——————S————. >

TTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCATCCCACCTGGGCCTCCCAAAGTGCTGGGATTACAGTCATGAGCCACTGCACCTGGCCTGTTTTCATTTTTTATACAAAAATGTTC
N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AAAGTGGTACAACCGGTCCGACCAGAGCTTGAGGACTCGAGTTCACTAGTAGGGTGGACCCGGAGGGTTTCACGACCCTAATGTCAGTACTCGGTGACGTGGACCGGACAAAAGTAAAAAATATGTTTTTACAAG

- _______________________pg

AATCCATGTGGAATTTATTTTTGAATATGGTGTGAGGTAGGCATAATCATTTGATGCTTTTTCCACAAACAGTGGTCTCAGATTCATTTATCAAATTGCCCTTTTTTTTTCCACTGATACATAATGCAACATCTC

TTAGGTACACCTTAAATAAAAACTTATACCACACTCCATCCGTATTAGTAAACTACGAAAAAGGTGTTTGTCACCAGAGTCTAAGTAAATAGTTTAACGGGAAAAAAAAAGGTGACTATGTATTACGTTGTAGAG

T ———— T ——————

TCATATATCATTTCCATATATGTGAAGATGTGTTTCTGGGTTTTCTATACTCTCATTGGTCACTTTGTATAGCTGTGTCAATAACATGCCAATTAATTTCTATAGCTTCAAAAAAGTATAATGCTTCCTATACTG
M 1 M 1 . 1 " 1 M 1 . 1 " 1 M 1 M 1 M 1 M 1 X 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGTATATAGTAAAGGTATATACACTTCTACACAAAGACCCAAAAGATATGAGAGTAACCAGTGAAACATATCGACACAGTTATTGTACGGTTAATTAAAGATATCGAAGTTTTTTCATATTACGAAGGATATGAC

T ——————S————. >

TATAAGTTGTGTCCTCCATAAGAACACCAGGGTAGAGACTGAAATCCAAATCCTGCTTGATACACCCAGATATAAGGCTGTGCCTACCTAAAAGGCACTTTTTTCTAATTCATAGAAAGACTGCCTGCTGGGTAA
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
ATATTCAACACAGGAGGTATTCTTGTGGTCCCATCTCTGACTTTAGGTTTAGGACGAACTATGTGGGTCTATATTCCGACACGGATGGATTTTCCGTGAAAAAAGATTAAGTATCTTTCTGACGGACGACCCATT

- _______________________pg

ACTATGTGCTTTCAGGGCTCCCCGCTTTCATCCTAGGGGTACTTTTTCCTTCTTCAGAAATTGATAGAGAAAGGCTACTACATACTCTGAATGGATGTCAATTGGACATCCAAAAGGACAAGATGGCAATTCTCC

TGATACACGAAAGTCCCGAGGGGCGAAAGTAGGATCCCCATGAAAAAGGAAGAAGTCTTTAACTATCTCTTTCCGATGATGTATGAGACTTACCTACAGTTAACCTGTAGGTTTTCCTGTTCTACCGTTAAGAGG

T ———— T ——————

CATCTTGTCCTTCTTCAAAAGTGTCTAGTCTATACTAGGCCTTTTGATCTTGCTGAAATCTATGTAAATCTTGTTGAGAATTTCACTAATCTTGCATTGTTTTTTATTACTTTGTAGAGAATTGACATATTTTTG

GTAGAACAGGAAGAAGTTTTCACAGATCAGATATGATCCGGAAAACTAGAACGACTTTAGATACATTTAGAACAACTCTTAAAGTGATTAGAACGTAACAAAAAATAATGAAACATCTCTTAACTGTATAAAAAC

T ——————S————. >

AATTTAGTTTTCCCATTAATTAATGTGATATTAATATTTATTCATGCCTTTTTAATGCCTTTTAACAGAGTTCAATAATTTATTCATAAAGGTTTTGTAAATATTTGTTAATTTATTTTCAAGGTTTCCCTTTCA
M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTAAATCAAAAGGGTAATTAATTACACTATAATTATAAATAAGTACGGAAAAATTACGGAAAATTGTCTCAAGTTATTAAATAAGTATTTCCAAAACATTTATAAACAATTAAATAAAAGTTCCAAAGGGAAAGT

- _______________________pg

TTGTCATCATACACACACACACACACAATTGCACTTTATGCTTGTGCATCACTCATGTTTAGGAACACATTTTTTTTATAATGATGACATTAAAAAATACTTATTGGTCATTCAAAATGAATTTCCTTTTCAAAA

AACAGTAGTATGTGTGTGTGTGTGTGTTAACGTGAAATACGAACACGTAGTGAGTACAAATCCTTGTGTAAAAAAAATATTACTACTGTAATTTTTTATGAATAACCAGTAAGTTTTACTTAAAGGAAAAGTTTT

T ———— T ——————

23,220

23,355

23,490

23,625

23,760

23,895

24,030

24,165

24,300

24,435

24,570

24,705

24,840

24,975

25,110

25,245

25,380

25,515

25,650



CCTTAGTTTATTATTTTTTTTCCTGGTCTATCTGTGGCGTAATACCCTCCTCCCAGTGATTTGTAAGAACTTTTGAAAGTTGAAGGCAAATTGTATTTCATCATATGTATTTCAAATTTTTTCTTCCTGTTTGCC

GGAATCAAATAATAAAAAAAAGGACCAGATAGACACCGCATTATGGGAGGAGGGTCACTAAACATTCTTGAAAACTTTCAACTTCCGTTTAACATAAAGTAGTATACATAAAGTTTAAAAAAGAAGGACAAACGG

T ———— T ——————

GTTTGACTTCTAGTTTCATTATTGGGTATTTTTTCTTTGACTGCAGAAAATTTAAATTTGATGGAGTCACATATACTACCCTTATGTGATTTCTTTTTTGTTTTTATGTTTCCTTTTTCAAGATTATATAACTAT
1 M 1 " 1 " 1 . 1 M 1 M 1 M 1 M 1 " 1 M 1 " 1 . 1 X 1

T T T T T T T 4 T T T T T T T T T T T T T T T T T 4 T
CAAACTGAAGATCAAAGTAATAACCCATAAAAAAGAAACTGACGTCTTTTAAATTTAAACTACCTCAGTGTATATGATGGGAATACACTAAAGAAAAAACAAAAATACAAAGGAAAAAGTTCTAATATATTGATA

T ——————S————. >

TAATTTATATTTTATTTTTGAAGTTATTTTTATTTAACTTTTTAATCTATTTGATGTTTGCTGTAATTAGTAATGTCAGTTTTATTTTTTTTCTTTTCAGGAAATTAGCCAAATGTTCTAGCACCATTTTATTCT
M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATTAAATATAAAATAAAAACTTCAATAAAAATAAATTGAAAAATTAGATAAACTACAAACGACATTAATCATTACAGTCAAAATAAAAAAAAGAAAAGTCCTTTAATCGGTTTACAAGATCGTGGTAAAATAAGA

- _____________________pg

CCACTGAACCCTGCTTCCATCATAAATTCATGCCTTAATCTTCATTTTCAGTCTTGTTAACTACTTGAAGAGTTGATAAATCTTGGAATTTCAGTCAATCAATTAAACATTTTTGAAAACTAAGAGAATACTTTA

GGTGACTTGGGACGAAGGTAGTATTTAAGTACGGAATTAGAAGTAAAAGTCAGAACAATTGATGAACTTCTCAACTATTTAGAACCTTAAAGTCAGTTAGTTAATTTGTAAAAACTTTTGATTCTCTTATGAAAT

T ———— T ——————

CCTTAACACTGCAGTAGTTCATGGGAGAATGCTCCCAACAAATAATTCATATTTTCACACTGTCTACTCACAGTCTGGCCAATATAGAGTAGATAATAAATAGGCAATAGATGGATGAATGAATTGTGGAAATTA
" 1 " 1 M 1 M 1 . 1 M 1 " 1 M 1 M 1 M 1 M 1 . 1 " 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGAATTGTGACGTCATCAAGTACCCTCTTACGAGGGTTGTTTATTAAGTATAAAAGTGTGACAGATGAGTGTCAGACCGGTTATATCTCATCTATTATTTATCCGTTATCTACCTACTTACTTAACACCTTTAAT

T ——————S————. >

GGAGACATCTTTTAATTTAGATTTATTTTTCTTTGGAAGGGAGGTAGGTTTTAATTTCTTGCAAGGTTGTAATTCAGTAGAACAGGAAGGGAGAAACTAATGCAGAGGAACAGAAGGAATGCATGAGATGGAGAA
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1
t T + T t T t T + T t T t T + T t T t T + T t T t

T T
CCTCTGTAGAAAATTAAATCTAAATAAAAAGAAACCTTCCCTCCATCCAAAATTAAAGAACGTTCCAACATTAAGTCATCTTGTCCTTCCCTCTTTGATTACGTCTCCTTGTCTTCCTTACGTACTCTACCTCTT

- _____________________pg

TGCCTAGAAATGTTTGAGACATTGATTAAGTCATCAGAAATGGAAACAAGTTTAGAAACAACTTAGAAAATAATACACTGTAGGTCTGATAAATATTGTAAGATTGGGAGTTTTTTGTTAAATTATGGAAAATTT

ACGGATCTTTACAAACTCTGTAACTAATTCAGTAGTCTTTACCTTTGTTCAAATCTTTGTTGAATCTTTTATTATGTGACATCCAGACTATTTATAACATTCTAACCCTCAAAAAACAATTTAATACCTTTTAAA

T ———— T ——————

TATATAGATACAATAGTAGAACAGACCACATGAACCCATCTCATATTATCTTCAACAATTATCAATTCAAAAGTTGTTATCGTTATCTCTATCTCCACACATTTCATCTTTTCCTCCACCACTGGATGACTTTGA

ATATATCTATGTTATCATCTTGTCTGGTGTACTTGGGTAGAGTATAATAGAAGTTGTTAATAGTTAAGTTTTCAACAATAGCAATAGAGATAGAGGTGTGTAAAGTAGAAAAGGAGGTGGTGACCTACTGAAACT

T ——————S————. >

AAGAAATCCTAACCATTTCAACTATAAATATTTTAGCATGTCTCTGTAAAAGTTAAAGACTCTATAACAACAAGACATAGACCCAATATCCAGGTTGAGTAGGAGTTTGCTATCTTACTAATCTAATGTATTAAC
N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTCTTTAGGATTGGTAAAGTTGATATTTATAAAATCGTACAGAGACATTTTCAATTTCTGAGATATTGTTGTTCTGTATCTGGGTTATAGGTCCAACTCATCCTCAAACGATAGAATGATTAGATTACATAATTG

- _____________________pg

AAAGTCTAGAGCATTCTTATTAAAGTGGTAGAGCATGAAGAACCTTCTACCTGGAGTTAGGAGATTTGCTGGGTTGAAGTCCTGGCTCTCAACTTCCCACCTGTGTGACTCCAGCAAAGCTCTTCACTTCTCAAT

TTTCAGATCTCGTAAGAATAATTTCACCATCTCGTACTTCTTGGAAGATGGACCTCAATCCTCTAAACGACCCAACTTCAGGACCGAGAGTTGAAGGGTGGACACACTGAGGTCGTTTCGAGAAGTGAAGAGTTA

T ———— T ——————

TCCAAATCTCAATTTCCTCACTAGTGAAAGAAGGATACATAGTAGTAGTTGTATCCATTTCAGAATTGTCATCAGGATTGAAGTAACAGATGTGAAAACAAAACTAAAATTGTGAAGTAGTAACTTCCAGTCCAA
" 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 X 1 M 1 " 1 X 1 " 1 :

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGTTTAGAGTTAAAGGAGTGATCACTTTCTTCCTATGTATCATCATCAACATAGGTAAAGTCTTAACAGTAGTCCTAACTTCATTGTCTACACTTTTGTTTTGATTTTAACACTTCATCATTGAAGGTCAGGTT

T ——————S————. >

TCCTCTTCTTTGTAAGTGATCTTGAGGACAGACACATCACCTGAAGGATAGATCATCTTTGCCTAGCCTTGTCTACAATGTTCTTGCTAGGTTTCTTTTCCTAAAAACACATTACTTAGGTACTTAACAGAACAA
1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AGGAGAAGAAACATTCACTAGAACTCCTGTCTGTGTAGTGGACTTCCTATCTAGTAGAAACGGATCGGAACAGATGTTACAAGAACGATCCAAAGAAAAGGATTTTTGTGTAATGAATCCATGAATTGTCTTGTT

- _______________________pg

ACAAACAAACAATCAAAAGACAAAACCAAAAAACTTTGGGGTTATAGACACCCATACTCATAAGTATTTCTGAATACCAAGAGAAGAGTATTTAGGTTTGCTTCTCTCAACTTTTCACCTTTCATTTCATGTACC

TGTTTGTTTGTTAGTTTTCTGTTTTGGTTTTTTGAAACCCCAATATCTGTGGGTATGAGTATTCATAAAGACTTATGGTTCTCTTCTCATAAATCCAAACGAAGAGAGTTGAAAAGTGGAAAGTAAAGTACATGG

T ———— T ——————

CTGTCCTTTGTCTCAGCTCTAATAGCTCTGAGAGCTGATTACTTTTCGGGTGTCCCAAGTATCAGGATCCTGCCTAGTGCAACTCAAATTTCCAAAAGTTAATTTAGTGGCCTTTTGGTGACCAGAGCTTCAGAT
1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 " 1 M 1 M 1

T T T T T T T 4 T T T T T T T T T T T 4 T T T T T 4 T
GACAGGAAACAGAGTCGAGATTATCGAGACTCTCGACTAATGAAAAGCCCACAGGGTTCATAGTCCTAGGACGGATCACGTTGAGTTTAAAGGTTTTCAATTAAATCACCGGAAAACCACTGGTCTCGAAGTCTA

T ——————S————. >

AACTCACAGGGAAACAATGTTTATTTCCTCTCCCACTAACAGTCACAAAAAATCATAAAAAAGAGTAGCGGGGGCAGTTTTGATGGCTAACCCCTCTTTCCATCCTTTGGGGGAAAATTGCTCATCTCCCTATAG
M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

TTGAGTGTCCCTTTGTTACAAATAAAGGAGAGGGTGATTGTCAGTGTTTTTTAGTATTTTTTCTCATCGCCCCCGTCAAAACTACCGATTGGGGAGAAAGGTAGGAAACCCCCTTTTAACGAGTAGAGGGATATC

- _______________________pg

GTGGAACTCTAAAGACAATGTATTCCTAAAAGGGGCCATCTGGGCGGTGTCCTCTTTTCCCAGCGCCCTGATTTCTATTCTTAGATCTGGAGATAGGCGGCTTTCATTTTTCCTGCTCCCAGTTCCCAGACCTTC

CACCTTGAGATTTCTGTTACATAAGGATTTTCCCCGGTAGACCCGCCACAGGAGAAAAGGGTCGCGGGACTAAAGATAAGAATCTAGACCTCTATCCGCCGAAAGTAAAAAGGACGAGGGTCAAGGGTCTGGAAG

T ———— T ——————

CGTGGGGCCGCAGGATCCCCGGCTGGCGGGTCGCGGAGGGTGGCCGGCCGGGCTGCGCACTGCGCGCCTCCGCTGCGGGGCTCCGGGCCTGTGGACTCAGCGGAGTCCGCTGAGTCAGTTTCTTCCCGCGCGACT

GCACCCCGGCGTCCTAGGGGCCGACCGCCCAGCGCCTCCCACCGGCCGGCCCGACGCGTGACGCGCGGAGGCGACGCCCCGAGGCCCGGACACCTGAGTCGCCTCAGGCGACTCAGTCAAAGAAGGGCGCGCTGA

T ——————S————. >

CCCGGCCGCGCCGCCGCTGCGGTGGAATCTGGTCCCAGGAGGCGGCGTCCGCCCGGGGTCCGGTCTAGGCGTGCGTGGGGGCCACGGTCACGGTCATCCCAGCCAGGCCCGGCTCCAGCAGCCCCACGGCCGCCG
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GGGCCGGCGCGGCGGCGACGCCACCTTAGACCAGGGTCCTCCGCCGCAGGCGGGCCCCAGGCCAGATCCGCACGCACCCCCGGTGCCAGTGCCAGTAGGGTCGGTCCGGGCCGAGGTCGTCGGGGTGCCGGCGGC

- _______________________pg

CCAGAGTTCTGCGCGGCCCGTCGCCTCGGCGGAGCCTCTGGCAGGCCCCTGAGCTCGTTTTTGGGGCCTGAGTGGGGGAGGAGGAAGCCGAGCAGGAGGGCTCCGGAGAGGGAGGGCAACGCGGGGCGGGGAGCT

GGTCTCAAGACGCGCCGGGCAGCGGAGCCGCCTCGGAGACCGTCCGGGGACTCGAGCAAAAACCCCGGACTCACCCCCTCCTCCTTCGGCTCGTCCTCCCGAGGCCTCTCCCTCCCGTTGCGCCCCGCCCCTCGA

T ———— T ——————

25,785

25,920

26,055

26,190

26,325

26,460

26,595

26,730

26,865

27,000

27,135

27,270

27,405

27,540

27,675

27,810

27,945

28,080

28,215



GCCTCCTTCCTCATAAACAGGCGGGCGTGGGCGCCGATGGGGCCCGCGGGGAGCGCTGGCTGCGGGCGGTGAGCTGAGCTCGCCCCCGGGGAGCTGTGGCCGGCGCCCCTGCCGGTTCCCTGAGCAGCGGACGTT
1 M 1 M 1 M 1 M 1 M 1 M I M 1 " 1 M 1 M 1 " 1 M I M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CGGAGGAAGGAGTATTTGTCCGCCCGCACCCGCGGCTACCCCGGGCGCCCCTCGCGACCGACGCCCGCCACTCGACTCGAGCGGGGGCCCCTCGACACCGGCCGCGGGGACGGCCAAGGGACTCGTCGCCTGCAA

T ———— T ——————

[ LRRK2-201 >

CATGCTGGGAGGGCGGCGGGTTGGAAGCAGGTGCCACCATGGCTAGTGGCAGCTGTCAGGGGTGCGAAGAGGACGAGGAAACTCTGAAGAAGTTGATAGTCAGGCTGAACAATGTCCAGGAAGGAAAACAGATAG
+ t + t + } + t + t + } + t + t + } + t + t + } + t +
GTACGACCCTCCCGCCGCCCAACCTTCGTCCACGGTGGTACCGATCACCGTCGACAGTCCCCACGCTTCTCCTGCTCCTTTGAGACTTCTTCAACTATCAGTCCGACTTGTTACAGGTCCTTCCTTTTGTCTATC

- ___________________________________pg

LRRK2-201 >

1 L L L 5 s s L s 10 s L s s 15 L L L L 20 L L L L 25 L s s L 30 s L
M A S G S C Q G C E E D E E 1 \ R L N N \ Q E G K Q 1

T L K K L
ENSE00001860962

LRRK2-201

AAACGCTGGTCCAAATCCTGGAGGATCTGCTGGTGTTCACGTACTCCGAGCGCGGTAATCACTTGAAAATAAACTGTGCTTTTATTTTTGCAAACTTTCTCCCCCTCCTTACATTTGCAAATTTTGTCCTCCTCC
1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
TTTGCGACCAGGTTTAGGACCTCCTAGACGACCACAAGTGCATGAGGCTCGCGCCATTAGTGAACTTTTATTTGACACGAAAATAAAAACGTTTGAAAGAGGGGGAGGAATGTAAACGTTTAAAACAGGAGGAGG

- ___________________________________pg

LRRK2-201 >
L L 35 L L L L 40 L L L L 45 L L L L 50
E T L \% Q 1 L E D L L v F T Y S E R
----------------------------------------------------------------- >
LRRK2-201

CCTTGACCCTGCTCAAACCCGGACTCTTAAGGAGCCGCAAACTCCCATATCCTTTCCTTAGGGCAGAAAGCAGCTGAGAATTTCAGGAAGGTCTTCACCTTTTTGACTTTTCTCCCCGTTTCAGACTAAAAAGGA
M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GGAACTGGGACGAGTTTGGGCCTGAGAATTCCTCGGCGTTTGAGGGTATAGGAAAGGAATCCCGTCTTTCGTCGACTCTTAAAGTCCTTCCAGAAGTGGAAAAACTGAAAAGAGGGGCAAAGTCTGATTTTTCCT

- _____________________pg

LRRK2-201 >

LRRK2-201

GAGGGGGTGCTGTGGATTGTGACTTTGCTTCTTTTCCCCACCCACTTGTTTTCCAGCCTCCAAGTTATTTCAAGGCAAAAATATCCATGTGCCTCTGTTGATCGTCTTGGACTCCTATATGAGAGTCGCGAGTGT
1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 + 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTCCCCCACGACACCTAACACTGAAACGAAGAAAAGGGGTGGGTGAACAAAAGGTCGGAGGTTCAATAAAGTTCCGTTTTTATAGGTACACGGAGACAACTAGCAGAACCTGAGGATATACTCTCAGCGCTCACA

- ___________________________________pg

[RRK2-201 >

L 55 4, 60 4, 65 4 70 75,

A s K L F Q G K N I H VvV P L L I V L D S Y M R V A S V
--------------------------------------------- ENSE00003635610 >

LRRK2-201

GCAGCAGGTAAAGGCATTGTTTTCACTTCAACTCATTCTCCCTTCTGTTTGGAAGGAGACGTTTTACTGGCAATGTTAATATAGCCGAGAGTTCTTGGTTATTCCCAAAATTTGGCTTGAGGAACCTCTGACTGT
M 1 M 1 N 1 + 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M
+ T + T t T + T + T t T + T + T t T + T + T t T + T +
CGTCGTCCATTTCCGTAACAAAAGTGAAGTTGAGTAAGAGGGAAGACAAACCTTCCTCTGCAAAATGACCGTTACAATTATATCGGCTCTCAAGAACCAATAAGGGTTTTAAACCGAACTCCTTGGAGACTGACA

- ___________________________________pg

LRRK2-201 >

—_

ENSEO000.

LRRK2-201

GATTTTAAGATGGGAATATTGTTAAATCATTACGCAATGTAAACGGGATGAAGAGCCCCAGTATGTGTTCCCTGAGTGTCTTTAAGAAGTAACTTTATAAAACCAACAGTATGGATGGTGGTAGAAGGAGGATAA
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CTAAAATTCTACCCTTATAACAATTTAGTAATGCGTTACATTTGCCCTACTTCTCGGGGTCATACACAAGGGACTCACAGAAATTCTTCATTGAAATATTTTGGTTGTCATACCTACCACCATCTTCCTCCTATT

- _______________________pg

LRRK2-201 >

LRRK2-201

AAATGGGTTCGGTTTTAGTCTCGTTATTGGCAAGATGAATTCATTAGTGTTTAGACTTGACTATTCCAAGTATCTTCCCAATACAGAGCATGTCCTAGATGAGAAGATTATGAATAGTTTGGAAAAGGGGAATAA
+ t + t + } + t + t + } + t + t + } + t + t + } + t +
TTTACCCAAGCCAAAATCAGAGCAATAACCGTTCTACTTAAGTAATCACAAATCTGAACTGATAAGGTTCATAGAAGGGTTATGTCTCGTACAGGATCTACTCTTCTAATACTTATCAAACCTTTTCCCCTTATT

- ___________________________________pg

LRRK2-201 >

LRRK2-201

TTAATAGTGATAAAATGCAACTTTGTCACTAGCAAACTCTTGTAGAGTTCAGCACTTTTTAAAATTCAAAGATTTCTAGCCTTTAGTTGTAGTATACCTTGTAGTATCTAAAGAAAGTGATGTCTTATGAGACCC
1 N 1 + 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 + 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AATTATCACTATTTTACGTTGAAACAGTGATCGTTTGAGAACATCTCAAGTCGTGAAAAATTTTAAGTTTCTAAAGATCGGAAATCAACATCATATGGAACATCATAGATTTCTTTCACTACAGAATACTCTGGG

T ——————S————. >

LRRK2-201 >

LRRK2-201

TCATAGTTTGCAACTGTTGTCATATAAAATGCATGTAGAAGTGAAACTTTTACAATCTGTACCATAGGAAACCCAGAAATTTGCTATGTATCTTGGATTTTTTTTTAAAGGGGGCCTTAAAAATGGTAATTAAGA
+ 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AGTATCAAACGTTGACAACAGTATATTTTACGTACATCTTCACTTTGAAAATGTTAGACATGGTATCCTTTGGGTCTTTAAACGATACATAGAACCTAAAAAAAAATTTCCCCCGGAATTTTTACCATTAATTCT

T —————————————T N ————

LRRK2-201 >

LRRK2-201

ATGATTTACAGTCAAAACAAAATTATAGGCCAAGGTGATAACTTCCTTCGGAGCACTTAGAGATTTGGGGAACTGAAATCAGTTTTGTCATCTGCATGTTAACTCATGCAGAGAAAGAGAATTGGACTTTGAACT
1 1 1 M 1 M 1 N 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TACTAAATGTCAGTTTTGTTTTAATATCCGGTTCCACTATTGAAGGAAGCCTCGTGAATCTCTAAACCCCTTGACTTTAGTCAAAACAGTAGACGTACAATTGAGTACGTCTCTTTCTCTTAACCTGAAACTTGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

28,350

28,485

28,620

28,755

28,890

29,025

29,160

29,295

29,430

29,565

29,700



CCTTGGAGGTGCAGTCAGAAAGCCAATGTTTCTTAATGGTTGAGAGGCTTGACAGACATGAGGCATCTCAATCTTTAAAGTGGTGTGGGTCTATCTTTATCTTGATGTTTATCTCTGTATCTAGCTGTATCTAGT
" 1 M 1 i 1 M 1 M 1 M 1 3 1 M 1 M 1 M 1 M 1 M 1 M 1 M

+ T T t T + T t
GGAACCTCCACGTCAGTCTTTCGGTTACAAAGAATTACCAACTCTCCGAACTGTCTGTACTCCGTAGAGTTAGAAATTTCACCACACCCAGATAGAAATAGAACTACAAATAGAGACATAGATCGACATAGATCA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CTGGGTGAACCATCTAGCTTCTTTGATATGAGGACATTTACATCTGGAAGAAATATTTTAATTTGTTTTCAACTGTGAAATATTTTCCATCTGACTATTATAGATTTTCACGCTGCTATCAAACCAAACCAAGAA

GACCCACTTGGTAGATCGAAGAAACTATACTCCTGTAAATGTAGACCTTCTTTATAAAATTAAACAAAAGTTGACACTTTATAAAAGGTAGACTGATAATATCTAAAAGTGCGACGATAGTTTGGTTTGGTTCTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AAGATGGAGGCATAATAAAGATGCTGTTCTTTTAAGACTCAAAGTCGGAATTTTGCCTGTGGAATATGAGTCACTTTTTGGGCACTGGCCTATTGTGCTTCCTGCTCTGCACCCACGTCATCCCTTCTTACTTGT
M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTCTACCTCCGTATTATTTCTACGACAAGAAAATTCTGAGTTTCAGCCTTAAAACGGACACCTTATACTCAGTGAAAAACCCGTGACCGGATAACACGAAGGACGAGACGTGGGTGCAGTAGGGAAGAATGAACA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTCTGCTTTGGTGTTCAGAAGTGCCTGATTCTGGCCACCTTCATTCCCTAGACTCTGTACTTGATAGAGTCACTCCTGCTTGATACTGCTCAGGACAGTCAGATCCTGGGTAGGCGTTTTGGTCTGCAGGGTCTA
1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAGACGAAACCACAAGTCTTCACGGACTAAGACCGGTGGAAGTAAGGGATCTGAGACATGAACTATCTCAGTGAGGACGAACTATGACGAGTCCTGTCAGTCTAGGACCCATCCGCAAAACCAGACGTCCCAGAT

I . >

LRRK2-201 >

LRRK2-201

GATAAGGCAGTGCTATACTTGACAACCCAGGGGAGCCTGGAACATACTTCCTAATTCTTAATTTTAGAAATTGCCCAAGCCTGAGCATACTTGTCCGGAGTAGTTATGAGTGTCACTTAGTATTTCTGCCTAGAG
L 1 L 1 N 1 N 1 M 1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 M 1 L

t T t T t T t T t T t T T T
CTATTCCGTCACGATATGAACTGTTGGGTCCCCTCGGACCTTGTATGAAGGATTAAGAATTAAAATCTTTAACGGGTTCGGACTCGTATGAACAGGCCTCATCAATACTCACAGTGAATCATAAAGACGGATCTC

[RRK2-201 >

LRRK2-201

AGTACCAGAGGCAAAGTATGCTGGAAAATAAGGAAGAGTTTTTTTAAAAGTAATTAATTACTTTTTTGGATATATCATAGTTGTATATATTTTGGGGATACATATGCTATTTGATACATGTATACAATGTGTAAT

TCATGGTCTCCGTTTCATACGACCTTTTATTCCTTCTCAAAAAAATTTTCATTAATTAATGAAAAAACCTATATAGTATCAACATATATAAAACCCCTATGTATACGATAAACTATGTACATATGTTACACATTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GTTCAAATCAGGGTAACTGGAATATCCGTCACCTCGAACATTTTTCTTTGTGTTGGCAACGTTGCAATTTCTTTCTTCTAGCTATTTTAAAATATGCAATGAATTATTAACCATAATTTCCCTGCTATACTATTA

CAAGTTTAGTCCCATTGACCTTATAGGCAGTGGAGCTTGTAAAAAGAAACACAACCGTTGCAACGTTAAAGAAAGAAGATCGATAAAATTTTATACGTTACTTAATAATTGGTATTAAAGGGACGATATGATAAT

I . >

LRRK2-201 >

LRRK2-201

AATATTAACTTAATTGCTTGTATCTAATTATATTTTTGTACACATTAACCACCTTCTCTTTATCCCTCCCCATCCTTTCATTTCCAGTCTCTGGTAACCACCATTCTACTCTCTTCCTCCATGAGATCCACCTTT
1 M 1 N 1 . 1 N 1 N 1 M 1 M 1 L 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TTATAATTGAATTAACGAACATAGATTAATATAAAAACATGTGTAATTGGTGGAAGAGAAATAGGGAGGGGTAGGAAAGTAAAGGTCAGAGACCATTGGTGGTAAGATGAGAGAAGGAGGTACTCTAGGTGGAAA

I . >

TRRKZ-201 >

LRRK2-201

TCCGCTCCTACATATGAGTGAGATTATGCAATATTTTATTTCTGTACCTGGCTTATTTAATTTAACCTAATGACCTCCAGTCCCACCCATGCTGTTGCAAATGACAGGATTTCATTTTTTATGACTGAATAATAT
N 1 M 1 M 1 M 1 M 1 N 1 . 1 N 1 N 1 M 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGCGAGGATGTATACTCACTCTAATACGTTATAAAATAAAGACATGGACCGAATAAATTAAATTGGATTACTGGAGGTCAGGGTGGGTACGACAACGTTTACTGTCCTAAAGTAAAAAATACTGACTTATTATA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TCCATTGTGTATGTATACCACATTTTCTTTTATTTTTAGTTAAGTAATTAATTTAGAGACAGGGTCTCACTCTGTTGCCCAGACTGGAGAGCAGTGGTGTGATCAAAGCTCACTGCAGGCCTGCAATCCTGGGCT
1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGGTAACACATACATATGGTGTAAAAGAAAATAAAAATCAATTCATTAATTAAATCTCTGTCCCAGAGTGAGACAACGGGTCTGACCTCTCGTCACCACACTAGTTTCGAGTGACGTCCGGACGTTAGGACCCGA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GAAGTAGTCCTCCTGCCTCAGCCTCCCAGGTAGCTAGGACTATAAGCATGTGCCACCATGCTCAGCTAATTTTTTTTTCTTTTTTTACTTTTTGTAGAGATGGAGTCTTGCTATGTTGCCCAGGTTAGTTTCAAA
M 1 L 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 M 1 L 1 L 1 M 1 L

t T t T t T t T t T t T T T
CTTCATCAGGAGGACGGAGTCGGAGGGTCCATCGATCCTGATATTCGTACACGGTGGTACGAGTCGATTAAAAAAAAAGAAAAAAATGAAAAACATCTCTACCTCAGAACGATACAACGGGTCCAATCAAAGTTT

LRRK2-201 >

LRRK2-201

29,835

29,970

30,105

30,240

30,375

30,510

30,645

30,780

30,915

31,050

31,185



CTCCTGACCTCAAGTAATCCTCCTGCCTCGGCCTCCATATTTTCTTTGTTAATCTGTTGATAGACATATAAGGTGATTCTGTATTTTAACTATTGTGAACAGGGCTGCAATAAACATGGGAGTTCAGATATATCT
1 " 1 M 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 M 1 " 1 M 1 1 1

T T T T
GAGGACTGGAGTTCATTAGGAGGACGGAGCCGGAGGTATAAAAGAAACAATTAGACAACTATCTGTATATTCCACTAAGACATAAAATTGATAACACTTGTCCCGACGTTATTTGTACCCTCAAGTCTATATAGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTGATATACTGATGTTCTTTTTTTGGATATATACCCAGCGATGAGATTACTGGATCATATGAAAATTCTCTTTTTAGTTTTTTAAGATACCTCCATACTGTGTTTCATCATGGCTGTGCTACTTTATATTCCCAT

AACTATATGACTACAAGAAAAAAACCTATATATGGGTCGCTACTCTAATGACCTAGTATACTTTTAAGAGAAAAATCAAAAAATTCTATGGAGGTATGACACAAAGTAGTACCGACACGATGAAATATAAGGGTA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CAGCAGTGTACCACCATTCCCCTTTTTCTGCATCCTTACCAGCATTTGTTATTTTTTGTCTTTTTGATAATAGCCATTCTGCCTGTGGTGAGATAATATCTCATTATGGTTTTGATTTGCCTCTCCCTAATGATT
1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
GTCGTCACATGGTGGTAAGGGGAAAAAGACGTAGGAATGGTCGTAAACAATAAAAAACAGAAAAACTATTATCGGTAAGACGGACACCACTCTATTATAGAGTAATACCAAAACTAAACGGAGAGGGATTACTAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AGTGAAGTTTAGGATTTTTTTTTCATGTACCTGTTAGCCATTTGTCTGTCTTCTTTTGAGAAATGTCTATTTGGATCTTTTGTCCATTTAAAAATAAGACTTTTTTTITTTTTTTTTTTITTITTGCTAATTGAGTTT
N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCACTTCAAATCCTAAAAAAAAAGTACATGGACAATCGGTAAACAGACAGAAGAAAACTCTTTACAGATAAACCTAGAAAACAGGTAAATTTTTATTCTGAAAAAAAAAAAAAAAAAAAAAACGATTAACTCAAA

I . >

LRRK2-201 >

LRRK2-201

TTTTAGTTCCTTATGTATTCTGGTTGTTAATCTTTTGTTGAATGGATATTTTGCAAATATTTTCTCCCTTTCTTTATGTTGTCTCTTCACTTTGTTAATTATTTTCTTTGTTGTGCAGAAGCTTTTTAGCTTGAT
1 N 1 N 1 N 1 L 1 M 1 M 1 M 1 M 1 L 1 M 1 L 1 N 1 M 1

T T T T t T y T t T y T t T
AAAATCAAGGAATACATAAGACCAACAATTAGAAAACAACTTACCTATAAAACGTTTATAAAAGAGGGAAAGAAATACAACAGAGAAGTGAAACAATTAATAAAAGAAACAACACGTCTTCGAAAAATCGAACTA

[RRK2-201 >

LRRK2-201

ATAATCCCATTTGCCTATTTTTGTTGTAATTGCCTGTGCTTTTGAGGTCCTACCCCAAAAATCATTGCACAGACCAATGTCCTGTAGCATTTCCCCAGTGTTTTCTTCTAGTAGTTGCATATTTTCAGGTCTGAG

TATTAGGGTAAACGGATAAAAACAACATTAACGGACACGAAAACTCCAGGATGGGGTTTTTAGTAACGTGTCTGGTTACAGGACATCGTAAAGGGGTCACAAAAGAAGATCATCAACGTATAAAAGTCCAGACTC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATGTAAGTCTTTAATCCATTTTGAAATGATTTGTGTATATGGTGAAAGCTGTGGATCTAGTTTCCTTCTTTTGCACAGCCAATATTTGATTCTCACTGAAATCTCACTGCCCTCCTGGAAATATTACCGGATGTT

TACATTCAGAAATTAGGTAAAACTTTACTAAACACATATACCACTTTCGACACCTAGATCAAAGGAAGAAAACGTGTCGGTTATAAACTAAGAGTGACTTTAGAGTGACGGGAGGACCTTTATAATGGCCTACAA

I . >

LRRK2-201 >

LRRK2-201

TTACTGTCATAGCGAAGTGAGAGTAAGCTGCTCACTGAGGATCAAAGAGCTTGTGACAGACCTAAGACTCAAGTCTTCTCACACCTTCAAAATCTCTTTCCATCATACAATCTACTAGCTGCTGAATTCGCAAGC
M 1 N 1 N 1 N 1 . 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATGACAGTATCGCTTCACTCTCATTCGACGAGTGACTCCTAGTTTCTCGAACACTGTCTGGATTCTGAGTTCAGAAGAGTGTGGAAGTTTTAGAGAAAGGTAGTATGTTAGATGATCGACGACTTAAGCGTTCG

I . >

TRRKZ-201 >

LRRK2-201

TTTTTGTGCAAGCTAGTAAAAAGCAAAATGGTTTGATACAAATACTGTGGCCATGCTAGGTACAATGACATCAATTTAAATTATCATTGGTCTTAACAAGGGGATGTAGAAAGGGGTCTCCTACTGACATTTTAA
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 i 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAACACGTTCGATCATTTTTCGTTTTACCAAACTATGTTTATGACACCGGTACGATCCATGTTACTGTAGTTAAATTTAATAGTAACCAGAATTGTTCCCCTACATCTTTCCCCAGAGGATGACTGTAAAATT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TACTCACTTAAAAGTAGTATTTTTCCTTCAGATTTCTTTATATTATTAGTATAATTACTGTAAGTATCCTTTACTGCTTTATATGTTGAATTAGCTGGAAGTGCCAAAAGAAAAACTCTTAATGATAAATTTAAG
M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATGAGTGAATTTTCATCATAAAAAGGAAGTCTAAAGAAATATAATAATCATATTAATGACATTCATAGGAAATGACGAAATATACAACTTAATCGACCTTCACGGTTTTCTTTTTGAGAATTACTATTTAAATTC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GTATTAAGGTAAATTTCTCCTTCATTTAATTTAATAGTAATTCTTAATTACTATTTAAAATAAAGATTAAGGTTTGTTTCTAGATGCCATTTAACATGATATTCCAGACTGCCAGTTTTATTTTCAAAGTTTGTT
1 M 1 L 1 M 1 N 1 L 1 L 1 N 1 N 1 L 1 M 1 M 1 L 1 M 1

T T T T t T y T t T y T ¥ T
CATAATTCCATTTAAAGAGGAAGTAAATTAAATTATCATTAAGAATTAATGATAAATTTTATTTCTAATTCCAAACAAAGATCTACGGTAAATTGTACTATAAGGTCTGACGGTCAAAATAAAAGTTTCAAACAA

LRRK2-201 >

LRRK2-201

31,320

31,455

31,590

31,725

31,860

31,995

32,130

32,265

32,400

32,535

32,670



TCATATTTTATTAATGTTTCTTCATAAATGACAGTCTTTAGAAAATTGACGGTTAAGCTAGGTGCTTTATATTTTTCTTTTCCTGCCTATCTTTTCACTGTGCTCCTAAATTTTACATCTCTTTATTCTCAAGGG
M 1 M 1 " 1 " 1 M 1 i 1 M 1 M 1 M 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
AGTATAAAATAATTACAAAGAAGTATTTACTGTCAGAAATCTTTTAACTGCCAATTCGATCCACGAAATATAAAAAGAAAAGGACGGATAGAAAAGTGACACGAGGATTTAAAATGTAGAGAAATAAGAGTTCCC

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTCAACCTTTGAAGAAGGGGAGCAAAATAAATGAAAGTGGCTAAAATTTTTTCTTTAACCCCTAGACTCTTTCCTGTTGTGCATTAATTACATGCTTGAGTTTTTAGAATAATTATAATAAAGTAAAACTACCAA

AAGTTGGAAACTTCTTCCCCTCGTTTTATTTACTTTCACCGATTTTAAAAAAGAAATTGGGGATCTGAGAAAGGACAACACGTAATTAATGTACGAACTCAAAAATCTTATTAATATTATTTCATTTTGATGGTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTTAATTGTATTGTAACTGTGCAAGATGGGAACCTTCTCTCTTAGAGAGATAAGCTTTTAATTGAATAGATTAATGGATCAATTGTTACCTCTGCTTTGCTGCCAGAGATTCTATTTAATCACAGAAGTTCCATG
N 1 . 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAATTAACATAACATTGACACGTTCTACCCTTGGAAGAGAGAATCTCTCTATTCGAAAATTAACTTATCTAATTACCTAGTTAACAATGGAGACGAAACGACGGTCTCTAAGATAAATTAGTGTCTTCAAGGTAC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TAGTGCTGGAGAGCTCAGTTGCCTGAATCTTTTTGCAAAGCGTTTACTGATACTGTTGCTTCACCAACCAAAACAAACAGGTTTTTTCCTTGAGTCAGCTTTGTAGGTACAGAGATGAGTTTGGCATCCTATGTG
1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATCACGACCTCTCGAGTCAACGGACTTAGAAAAACGTTTCGCAAATGACTATGACAACGAAGTGGTTGGTTTTGTTTGTCCAAAAAAGGAACTCAGTCGAAACATCCATGTCTCTACTCAAACCGTAGGATACAC

I . >

LRRK2-201 >

LRRK2-201

ACTTTTTTTTTTTTTTTTTTITTTTTTTTTTACCACCAGAAGCTGTTCAGAATGTTATTTTCTTAAATAGTTCGGAAAAAAGTCTTGATGTATTCTATGAAAGCACAAAAATAGTCAGTTTCTATGACAGCTGGAT
L 1 M 1 M 1 N 1 M 1 M 1 L 1 N 1 M 1 L 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
TGAAAAAAAAAAAAAAAAAAAAAAAAAAAATGGTGGTCTTCGACAAGTCTTACAATAAAAGAATTTATCAAGCCTTTTTTCAGAACTACATAAGATACTTTCGTGTTTTTATCAGTCAAAGATACTGTCGACCTA

[RRK2-201 >

LRRK2-201

TGTCAACGTCTGTTCAGCTTACGTGGAGGAGGATGTCCTACTTGAGTAGTATAGGTAGAAATAGCTATCAGAAATTGCCGCCTTTGAAAGCAATTTGAAATTATGTAAAAGGAAGTAATGACAAAATAAAGCAAT

ACAGTTGCAGACAAGTCGAATGCACCTCCTCCTACAGGATGAACTCATCATATCCATCTTTATCGATAGTCTTTAACGGCGGAAACTTTCGTTAAACTTTAATACATTTTCCTTCATTACTGTTTTATTTCGTTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTATGTTTAATCTGGAAAAGATCCAAAAGTAATATTGTAAAGAGATCTTGAGTAATCATTTTTATCTTCCTAAAATAGCCGTTGTTTACTCCCGTAAGCGAGTAAGAAACTTGTGCCATTATTCCTTATTGGGTG

AATACAAATTAGACCTTTTCTAGGTTTTCATTATAACATTTCTCTAGAACTCATTAGTAAAAATAGAAGGATTTTATCGGCAACAAATGAGGGCATTCGCTCATTCTTTGAACACGGTAATAAGGAATAACCCAC

I . >

LRRK2-201 >

LRRK2-201

CATATAGATTTCTCACCTTGTCATTCAACTCCTTGCAATATTCAACTTTACTTATGCATCCAGCCTTATCCCAAAATAGCCTCTTCCCTGTAGCAGCTTCCTTATCATGTAGCAGCCTACTCTCCTCACCGCTCA
1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GTATATCTAAAGAGTGGAACAGTAAGTTGAGGAACGTTATAAGTTGAAATGAATACGTAGGTCGGAATAGGGTTTTATCGGAGAAGGGACATCGTCGAAGGAATAGTACATCGTCGGATGAGAGGAGTGGCGAGT

I . >

TRRKZ-201 >

LRRK2-201

TCCGTTCTTATACAATCTGGCTTAAGCTCTACCTCTTCATATTATATTCTTCTCTGAGTAATTTCAACTCACACTGAGTCTTACTTTCAGTATTTCTATTATATTGGTATTTATTACACATCACACTTAGATACT
M 1 X 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 . 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGCAAGAATATGTTAGACCGAATTCGAGATGGAGAAGTATAATATAAGAAGAGACTCATTAAAGTTGAGTGTGACTCAGAATGAAAGTCATAAAGATAATATAACCATAAATAATGTGTAGTGTGAATCTATGA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTCCATTAGTCTCTAGAGGGTACATATATGCACTTTCTCTTTTTTTTTTTTTTTTTGACCATGTCAAGTATAGTTCTATAGTATAATAGAATGAATTGGAGATCCTTTACATTTAGAGAGGGAGGAGTCTACAG
1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAGGTAATCAGAGATCTCCCATGTATATACGTGAAAGAGAAAAAAAAAAAAAAAAACTGGTACAGTTCATATCAAGATATCATATTATCTTACTTAACCTCTAGGAAATGTAAATCTCTCCCTCCTCAGATGTC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TAGGAAGAATAGGTTAATTTTCATCTCCGGTTTGAAATCAGGACTTTCAATTTTTTTTTCAGAGGTAAAGAGCAACTTAGTCAAGTTGGCATCTTGTAAACAGACTGAGTGAAGATATACTTAAAATGCATCTAT
L 1 M 1 M 1 L 1 M 1 M 1 L 1 L 1 L 1 M 1 L 1 N 1 L 1 L

t T t T t T t T t T t T T T
ATCCTTCTTATCCAATTAAAAGTAGAGGCCAAACTTTAGTCCTGAAAGTTAAAAAAAAAGTCTCCATTTCTCGTTGAATCAGTTCAACCGTAGAACATTTGTCTGACTCACTTCTATATGAATTTTACGTAGATA

LRRK2-201 >

LRRK2-201

32,805

32,940

33,075

33,210

33,345

33,480

33,615

33,750

33,885

34,020

34,155



AATTTCATATTTTATTTCGAAATGTGAAAGAGCCTACTAGGGGTGTCTGTGATCTCTAGACCTTATCAATTCATTCTAGAGAAATCTGGAGGGAGCCATTGAGGAGTTCTACCTCCTGTCTATTTTATAGAGCTC
1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1

T T T T
TTAAAGTATAAAATAAAGCTTTACACTTTCTCGGATGATCCCCACAGACACTAGAGATCTGGAATAGTTAAGTAAGATCTCTTTAGACCTCCCTCGGTAACTCCTCAAGATGGAGGACAGATAAAATATCTCGAG

T ———— T ——————

LRRK2-201 >

I e R LY

LRRK2-201

TTTCTCTTTTTCTCCTATCAGATGTAGATTCAATTGCTAAAAATGCCACGTTTCTTGCCTCTATTATTCTAGCTTCATTACTTGGGGAGCAGCCATTCTGATAACTTACATTTTGCTACTAAAATCTCCAACTTC

AAAGAGAAAAAGAGGATAGTCTACATCTAAGTTAACGATTTTTACGGTGCAAAGAACGGAGATAATAAGATCGAAGTAATGAACCCCTCGTCGGTAAGACTATTGAATGTAAAACGATGATTTTAGAGGTTGAAG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACCTAATCCTTCATTATAAGCCACTTCATTTTTTCCTATAATTAAAATTTTAAATATGTGGAGGAAATTCTGTCAGGTAGATATGACTTAAAACCTACTAAGGGCCAGGTGCAGAGGCTCACGCCTGTAATCCCA
1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T 4 T . T ¥ T ¥ T ¥ T . T
TGGATTAGGAAGTAATATTCGGTGAAGTAAAAAAGGATATTAATTTTAAAATTTATACACCTCCTTTAAGACAGTCCATCTATACTGAATTTTGGATGATTCCCGGTCCACGTCTCCGAGTGCGGACATTAGGGT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GCACTTTGAGAGGCCAAGTCAGGAGGATTGCTTGAGCCCAGGAGCTTGAGACCAGCCTGGGCAACAGAGCGAGACCCCTGTCTTCACAAAAAAAAAAAAAAAAAAATTAGCTGGGTGTGGTGGCACATACCTGTA
M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGTGAAACTCTCCGGTTCAGTCCTCCTAACGAACTCGGGTCCTCGAACTCTGGTCGGACCCGTTGTCTCGCTCTGGGGACAGAAGTGTTTTTTTTTTTTTTTTTTTAATCGACCCACACCACCGTGTATGGACAT

I . >

LRRK2-201 >

LRRK2-201

GTCCCAGCTACTTGGGAGGCTGAAGTGGGTGGATCACCTAAGGACAGGAGTTCTAGGCTGCAGTGATCTATGATTGCACCATTGCACTCCAGCCTGGGTGACAGAGTGAGACCCTATCTCAAAAACAAAAACAAA
1 N 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 L 1 N 1 L 1 L 1 L 1

T T T T t T y T t T y T t T
CAGGGTCGATGAACCCTCCGACTTCACCCACCTAGTGGATTCCTGTCCTCAAGATCCGACGTCACTAGATACTAACGTGGTAACGTGAGGTCGGACCCACTGTCTCACTCTGGGATAGAGTTTTTGTTTTTGTTT

LRRK2-201 >

LRRK2-201

ACCAAAAAAAAAAAAAAAACAAGAAAAAAAAAGTACTAAGGATCTGGTATAGCCATTCTTGCACTTAATAATCTTGGTACAACCTCTAAAACTATTTTTTATAGTTTATTTTATTTTGCCTTATTTAGACAATTG

TGGTTTTTTTTTTTTTTTTGTTCTTTTTTTTTCATGATTCCTAGACCATATCGGTAAGAACGTGAATTATTAGAACCATGTTGGAGATTTTGATAAAAAATATCAAATAAAATAAAACGGAATAAATCTGTTAAC

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

GCATGTCTATGTTCTTCATAATTTAGAAATTATATGTATTTATATATATAAATTATATATATTATATATTATGTATAAATTAAATTATATATATATATAATATATATATATTTGAAATGGATTCTTGCTCTGTCA
1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 . 1 N 1 M 1

T ¥ T ¥ T 1 T ¥ T . T d T . T ¥ T . T ¥ T ¥ T ¥ T . T
CGTACAGATACAAGAAGTATTAAATCTTTAATATACATAAATATATATATTTAATATATATAATATATAATACATATTTAATTTAATATATATATATATTATATATATATAAACTTTACCTAAGAACGAGACAGT

I . R >

LRRK2-201 >

LRRK2-201

TCCAGGCTAGAGTGCAGTGGCACAATCTTGGCTCACTGCACCCTCTGCCTCCTGGGTTCAAGCGATTCTCCTTCCTCAGCCTCCCGAGTAGCTGAGATTACAGGCGCCCATCACCATGCCTGGCTAATTTTTGTA
N 1 N 1 N 1 N 1 N 1 M 1 i 1 N 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGTCCGATCTCACGTCACCGTGTTAGAACCGAGTGACGTGGGAGACGGAGGACCCAAGTTCGCTAAGAGGAAGGAGTCGGAGGGCTCATCGACTCTAATGTCCGCGGGTAGTGGTACGGACCGATTAAAAACAT

I . >

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTTTAGTAGAGACTGGGTTTCACCATCTTGGCCACATTGGTCTCAAACTGCCGGCTGAAATGTTGTATTTTTTGTATGTCTTTCTGGTATGATTTTTGGAGAAAGGTGTATCCTAAGAATACGGCTTGCTTTTG
1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAATCATCTCTGACCCAAAGTGGTAGAACCGGTGTAACCAGAGTTTGACGGCCGACTTTACAACATAAAAAACATACAGAAAGACCATACTAAAAACCTCTTTCCACATAGGATTCTTATGCCGAACGAAAAC

I ——————m————————— >

LRRK2-201 >

LRRK2-201

TTTCTGGGTAAGCATTTTAGGGTATCATTTTGTTGTATAACCATTGTTTACAAGTGAGATAAGCATCTATTCCACTAAGATTGAAGAGATTCATGTTTGACTGAGTATGCTCTATTAACATTCTTTAAAACATGT
M 1 M 1 M 1 L 1 M 1 M 1 N 1 L 1 N 1 L 1 L 1 M 1 M 1 M

T T T T T T T T T T T T T T
AAAGACCCATTCGTAAAATCCCATAGTAAAACAACATATTGGTAACAAATGTTCACTCTATTCGTAGATAAGGTGATTCTAACTTCTCTAAGTACAAACTGACTCATACGAGATAATTGTAAGAAATTTTGTACA

< _______Pg

LRRK2-201 >

LRRK2-201

GAATATATGTCTTTCTTGTTTTCAGGTGGGTTGGTCACTTCTGTGCAAATTAATAGAAGTCTGTCCAGGTACAATGCAAAGCTTAATGGGACCCCAGGATGTTGGAAATGATTGGGAAGTCCTTGGTGTTCACCA

CTTATATACAGAAAGAACAAAAGTCCACCCAACCAGTGAAGACACGTTTAATTATCTTCAGACAGGTCCATGTTACGTTTCGAATTACCCTGGGGTCCTACAACCTTTACTAACCCTTCAGGAACCACAAGTGGT

. ____________________Pg

[RRK2-201 >
80 " " " 85 " " 90 " " 95 " " Fi 100 " " Fi L 105 L i L " 110 Fi L " F: 115 L
e mmmmmEmEE e E - ENSE00001649052 >

LRRK2-201

34,290

34,425

34,560

34,695

34,830

34,965

35,100

35,235

35,370

35,505

35,640



GTAAGTATGATAGATATGTAAAACAAATGGCCTTGAGTATTTATTTGTACACATGACAACCTTCCCTTGATACACTGTGTTTGCAATCCAAGGCTACTCCTGTGGAATTCTTTAAAATACAGATATTTTTCCTTG
" 1 M 1 i 1 " 1 M 1 M 1 M 1 M 1 1 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
CATTCATACTATCTATACATTTTGTTTACCGGAACTCATAAATAAACATGTGTACTGTTGGAAGGGAACTATGTGACACAAACGTTAGGTTCCGATGAGGACACCTTAAGAAATTTTATGTCTATAAAAAGGAAC

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGTCAATGATTTACATTTATAGAGAGCTTTAAACTCAGAAGTTTGATTTAGAAAGCAAACATTTAAGGTAACATGTCAGAAGTTATTATTTTAATAATATAATCATATAATTATAAAACTGGTTAAGTTGTAGAT

TCAGTTACTAAATGTAAATATCTCTCGAAATTTGAGTCTTCAAACTAAATCTTTCGTTTGTAAATTCCATTGTACAGTCTTCAATAATAAAATTATTATATTAGTATATTAATATTTTGACCAATTCAACATCTA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTTTGATGAGTACTTTTGAATTCAAACCATGAAGAGATTTTGGCTTTTAATAATAGAATCGATACAAACCACTAGTTCTTAAAAAAATGGGAACTGAGAAAAGTTAGTTCTGTAAGTAGTAATTTGAAAGT T TGAT
N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAACTACTCATGAAAACTTAAGTTTGGTACTTCTCTAAAACCGAAAATTATTATCTTAGCTATGTTTGGTGATCAAGAATTTTTTTACCCTTGACTCTTTTCAATCAAGACATTCATCATTAAACTTTCAACTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTTCTACTGTCTTTAAATAGTACATTTATATATATATTCCTATATATACAGTAAGTTTAAACTATGGCTTTCAGAAAGAGTTAAGAAAGAGGAAATTAACTTTCAGCACATCTGTAGCCAAATCTTGATAGTAAT
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CAAGATGACAGAAATTTATCATGTAAATATATATATAAGGATATATATGTCATTCAAATTTGATACCGAAAGTCTTTCTCAATTCTTTCTCCTTTAATTGAAAGTCGTGTAGACATCGGTTTAGAACTATCATTA

I . >

LRRK2-201 >

LRRK2-201

TTTACCAGCTATGTTTTTGCAGTTTGCAGCATAATGGCTTCTTAGATGAGACTACTTCCTTAGCCATCATTAATTAAGAAAATATTTTCTCAAGAAGAATGTGTTTCCAGGAAAATACATTTTGGATAGCTTTGT
L 1 M 1 M 1 N 1 L 1 M 1 L 1 M 1 M 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
AAATGGTCGATACAAAAACGTCAAACGTCGTATTACCGAAGAATCTACTCTGATGAAGGAATCGGTAGTAATTAATTCTTTTATAAAAGAGTTCTTCTTACACAAAGGTCCTTTTATGTAAAACCTATCGAAACA

[RRK2-201 >

LRRK2-201

TTCTTGACAGTTAAAAAATATCTTCTAAGCTACTGAGGAGGCTGAGGAAGGAGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCGGAGGTTGCAGTGAGCCGAGATTGCACCACTGCACTCCAGCCTGG

AAGAACTGTCAATTTTTTATAGAAGATTCGATGACTCCTCCGACTCCTTCCTCTTAGTGAACTTGGACCCTCCGCCTCCAACGTCACTCGCCTCCAACGTCACTCGGCTCTAACGTGGTGACGTGAGGTCGGACC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GTGACAGAGCGACACTCTGTCTCAAAAACAAACAAACAAACAAACCTTTTGTCATTAACTTTAAATCTTTTTTATACCTAATATGACTTTTCTTTATCACAGAAAAGGAAATTGTGAATATTTTTTGGCTTCCAA

CACTGTCTCGCTGTGAGACAGAGTTTTTGTTTGTTTGTTTGTTTGGAAAACAGTAATTGAAATTTAGAAAAAATATGGATTATACTGAAAAGAAATAGTGTCTTTTCCTTTAACACTTATAAAAAACCGAAGGTT

I . >

LRRK2-201 >

LRRK2-201

TGGTATATGGTTTATGAAAATTTAATTTATGAAAAATTTTCAGGTGTTTGTATTGCTGATCAGTGTCAAGTAGTGCTATAAATTTAGACAAATTAGAGCTATGTGTTTGTCCATAAGTGAACATGTCTGTGCTTA
1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 L 1 . 1 M 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ACCATATACCAAATACTTTTAAATTAAATACTTTTTAAAAGTCCACAAACATAACGACTAGTCACAGTTCATCACGATATTTAAATCTGTTTAATCTCGATACACAAACAGGTATTCACTTGTACAGACACGAAT

I . >

TRRKZ-201 >

LRRK2-201

TACATTTTCCCCTCTTTGACAAATGTGTTGCTCTTCTTGTTTTCAGTACATAAAGGGTGTGTTTTGGAAAGAGCATATTTACAATTAATTGGAGTTCTCGTCTTCAATCTAATCTCTGTAATTCTATGTATCAGT
M 1 M 1 M 1 M 1 . 1 M 1 M 1 N 1 M 1 M 1 N 1 . 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATGTAAAAGGGGAGAAACTGTTTACACAACGAGAAGAACAAAAGTCATGTATTTCCCACACAAAACCTTTCTCGTATAAATGTTAATTAACCTCAAGAGCAGAAGTTAGATTAGAGACATTAAGATACATAGTCA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TCTAAAGTATACAGCATTTGATGAGGAATTACTCAAAATATACCAGTAATTAGGAATTGTAACTTTAAATGTCCCTTGGTTTGGGTGATAATTTCCAGGAAGTCCAAAGATGAGCCAGTCTATAACCTCAGGGAG
1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGATTTCATATGTCGTAAACTACTCCTTAATGAGTTTTATATGGTCATTAATCCTTAACATTGAAATTTACAGGGAACCAAACCCACTATTAAAGGTCCTTCAGGTTTCTACTCGGTCAGATATTGGAGTCCCTC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGTTTGGGAAACTCATCTAGTCATATTCCTGTACAAACCAACTGTTCAAATTAAATTACATAAAAGTTTATGTAGGAAATTTCATTCACTCACTCACTTACTCATTCACTCACTTTGTTCATCCAGTCATTCATC
M 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
ACAAACCCTTTGAGTAGATCAGTATAAGGACATGTTTGGTTGACAAGTTTAATTTAATGTATTTTCAAATACATCCTTTAAAGTAAGTGAGTGAGTGAATGAGTAAGTGAGTGAAACAAGTAGGTCAGTAAGTAG

LRRK2-201 >

LRRK2-201

35,775

35,910

36,045

36,180

36,315

36,450

36,585

36,720

36,855

36,990

37,125



TTCTATTCATTGAATGTTTTTGAAGCCTGTCCTCTGGGTCAGAAACCATGCAGTTGTGAAGAAGATAGACACACTGCTGTCTCCAGTGGAGTGTATTAGATCACTCCCAGCAAAAATTGATTGTAAAACAGATTT
1 " 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 1 1

T T T T
AAGATAAGTAACTTACAAAAACTTCGGACAGGAGACCCAGTCTTTGGTACGTCAACACTTCTTCTATCTGTGTGACGACAGAGGTCACCTCACATAATCTAGTGAGGGTCGTTTTTAACTAACATTTTGTCTAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CTCTTTTTTCAAGGCCTTTTCCCTCCAAAGACTTACCAGTACTGAAGAAAAATTTCTTCCGTGGTAATAAAGTCAGGAATTGTGGGAATGGTATAGGGAGAGGTAGGGGCAGGGTGATTAGGAGGAAGGCTGGCA

GAGAAAAAAGTTCCGGAAAAGGGAGGTTTCTGAATGGTCATGACTTCTTTTTAAAGAAGGCACCATTATTTCAGTCCTTAACACCCTTACCATATCCCTCTCCATCCCCGTCCCACTAATCCTCCTTCCGACCGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GAGAATCGAAGACTGGCTTCATTCAGGTCCTCCAATTGCCAAATGGAGATTATGCAACGTTTCTTGAATACATACAAAACTCTAGATGTGGCCAGCTCAGTCTTCTTCCAATAATGTAAAGCCAAACAATGCTTT
1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 . 1 N 1 N 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
CTCTTAGCTTCTGACCGAAGTAAGTCCAGGAGGTTAACGGTTTACCTCTAATACGTTGCAAAGAACTTATGTATGTTTTGAGATCTACACCGGTCGAGTCAGAAGAAGGTTATTACATTTCGGTTTGTTACGAAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GCAGGAATAGACTAGAGATTATATTTTGGGATTAATAACATAGGGATTAAAATCTTATCTTGAACTAACTAAACATTATTGATATGCTAAATTCACTTTTITTTTTTITTITTITTTTTITTTTTTITTTTAGACAGAGTC
N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGTCCTTATCTGATCTCTAATATAAAACCCTAATTATTGTATCCCTAATTTTAGAATAGAACTTGATTGATTTGTAATAACTATACGATTTAAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTGTCTCAG

I . >

LRRK2-201 >

LRRK2-201

TTTCTCTGTTGCCAGGCTGGCGTGCAGTGGCGTGATCTCGGCTCACTGTAACCTCTGTGTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCTCGAGTAGCTGGGACTGCAGGAGTACGCCACCACGCCCAGCT
1 M 1 L 1 L 1 L 1 N 1 M 1 L 1 L 1 L 1 N 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
AAAGAGACAACGGTCCGACCGCACGTCACCGCACTAGAGCCGAGTGACATTGGAGACACAGGGCCCAAGTTCACTAAGAGGACGGAGTCGGAGAGCTCATCGACCCTGACGTCCTCATGCGGTGGTGCGGGTCGA

[RRK2-201 >

LRRK2-201

AATTTTTGTATTTTTAGTAGAGACAGGGTTTCATCATGTTGGCCAGGATGGTCTTGATCTATTGACCTCATGATCCCCCCGCCTCGGCGTCCCAAAGTGCTGAGATTACAGGCGTGAGCAACGGCCACCGGCCCA

TTAAAAACATAAAAATCATCTCTGTCCCAAAGTAGTACAACCGGTCCTACCAGAACTAGATAACTGGAGTACTAGGGGGGCGGAGCCGCAGGGTTTCACGACTCTAATGTCCGCACTCGTTGCCGGTGGCCGGGT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CTACTTTTTAATATATCATTAATTTCTCTTTTAAAAACAGTAGCAATCAATAATTTAAATATTCAAATGAATTCTTAATTTATATACACAAACTAACATCTTTATTATATCTCTATATTTTAATATATCAACATG

GATGAAAAATTATATAGTAATTAAAGAGAAAATTTTTGTCATCGTTAGTTATTAAATTTATAAGTTTACTTAAGAATTAAATATATGTGTTTGATTGTAGAAATAATATAGAGATATAAAATTATATAGTTGTAC

I . >

LRRK2-201 >

LRRK2-201

TCTAAGATAATTTATAAATTTACATCATATATAAAAATGGGTTTGCTCTCGATGTATATAAGGCTTCATGATATTTTGAATATGGAGTTGGGTGAAAATAGTGAATCTGAATATTTGAATTTGAATATTTATTGG
N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGATTCTATTAAATATTTAAATGTAGTATATATTTTTACCCAAACGAGAGCTACATATATTCCGAAGTACTATAAAACTTATACCTCAACCCACTTTTATCACTTAGACTTATAAACTTAAACTTATAAATAACC

I . >

TRRKZ-201 >

LRRK2-201

AAAATAAGTAGTGCTTTTAACTTTTTAAATGAGACACATAATAGTCCCCTGTTGATTTTTTTTTATTTTTTTAACTTTATTAAAGTATAGTTGACAATTAAAAATTGTTTATATTTAAGGTATACAATTGATGAT
1 N 1 i 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTTATTCATCACGAAAATTGAAAAATTTACTCTGTGTATTATCAGGGGACAACTAAAAAAAAATAAAAAAATTGAAATAATTTCATATCAACTGTTAATTTTTAACAAATATAAATTCCATATGTTAACTACTA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTGACATGTGTACATTGTGAATTATTCACCACAATCAAGCTAATTAACATTCCCTGTTAGTTTTTATAAGCCTGGTTCAGGTTTGTAGAAAGAAACAAACACACATGGCCAGGCACGGTGGCTCACACCTATAAT
M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACTGTACACATGTAACACTTAATAAGTGGTGTTAGTTCGATTAATTGTAAGGGACAATCAAAAATATTCGGACCAAGTCCAAACATCTTTCTTTGTTTGTGTGTACCGGTCCGTGCCACCGAGTGTGGATATTA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CCCAGACTTTGGGAGGCCAAGGCAGGAGGATCACTTGAACCCAGAAGTTTAGACCAGCCTAGGCAAAATAGCAAACCCTGTCTCTCCAAAAAAGAATGAAAAAATTAGCCTGGTGTGGTGGCATGTACCTGTATC
1 M 1 L 1 L 1 N 1 L 1 M 1 N 1 L 1 L 1 L 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
GGGTCTGAAACCCTCCGGTTCCGTCCTCCTAGTGAACTTGGGTCTTCAAATCTGGTCGGATCCGTTTTATCGTTTGGGACAGAGAGGTTTTTTCTTACTTTTTTAATCGGACCACACCACCGTACATGGACATAG

LRRK2-201 >

LRRK2-201

37,260

37,395

37,530

37,665

37,800

37,935

38,070

38,205

38,340

38,475

38,610



CCTAGCAACTCAGGAGGCTGAGGCAGGAGGATTGCTCACTTGAGCCCAGGAGTTTGAGGTTTCAGTGAGCTATGATTGCACCATTGCATTCCAGCCTGGGTGACACAGCAAGACCCTGTCTCTAAAAGCAGGCAA
" 1 M 1 i 1 M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 M 1 M 1 M

+ T T t T + T t
GGATCGTTGAGTCCTCCGACTCCGTCCTCCTAACGAGTGAACTCGGGTCCTCAAACTCCAAAGTCACTCGATACTAACGTGGTAACGTAAGGTCGGACCCACTGTGTCGTTCTGGGACAGAGATTTTCGTCCGTT

T ———— T ——————

LRRK2-201 >

I e R LY

LRRK2-201

CAAAAACACATGAGCTTCACTACAGGGAATTAAATACAATGAGAGTAATAAAAAATAGGTGAGCAAAAAAAATGCAAATAAGCAAACTTTTGAGTATGATATTTCATTCTTATCTTGATTTCTGTTTTTAACTCC

GTTTTTGTGTACTCGAAGTGATGTCCCTTAATTTATGTTACTCTCATTATTTTTTATCCACTCGTTTTTTTTACGTTTATTCGTTTGAAAACTCATACTATAAAGTAAGAATAGAACTAAAGACAAAAATTGAGG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AGATTGATTCTTAAAATGCTAACAGTTCATAATGCCAGTGTAAACTTGTCAGTGATTGGACTGAAGACCTTAGATCTCCTCCTAACTTCAGGTAATATGTGTATATGTTTTTTGTGTTGATTCAAATTAAAAAAA
M 1 . 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 . 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCTAACTAAGAATTTTACGATTGTCAAGTATTACGGTCACATTTGAACAGTCACTAACCTGACTTCTGGAATCTAGAGGAGGATTGAAGTCCATTATACACATATACAAAAAACACAACTAAGTTTAATTTTTTT

I . >

L[RRK2-201 >
i L i 120 i L i i 125 i i /! i 130 L i i L 135 i i ! i 140 i i i i 145
L 1 L K M L T \ H N A 5 \ N L S \ 1 G L K T L D L K L T 5
= ENSE00001649709 e L L T >
LRRK2-201

AAGTTGATACCATTAAGTAAATGTGTGTGTGTGTGTTTTTTTTTTTTTTTTTTTGAAGATCAGGATTAGGGTAGCTTGATTTAAATGTCCTAAAATTGCATCTGTTTTTAGACCTAGTGATGGGACAGCCATAAT
1 M 1 . 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 i 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TTCAACTATGGTAATTCATTTACACACACACACACAAAAAAAAAAAAAAAAAAACTTCTAGTCCTAATCCCATCGAACTAAATTTACAGGATTTTAACGTAGACAAAAATCTGGATCACTACCCTGTCGGTATTA

vz _______________pg

LRRK2-201 >

LRRK2-201

ATAATCTAAATATCAGTTATTTCCAAAATTCTTTCTGTTTCCATCTCTTCTCCTTATCTCTTTTCTCTATACTTTGCCTCTCAAAAATCTCATTCAATACATTGGTTTTAAACATTACCTTATATATTATCCCCA
M 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TATTAGATTTATAGTCAATAAAGGTTTTAAGAAAGACAAAGGTAGAGAAGAGGAATAGAGAAAAGAGATATGAAACGGAGAGTTTTTAGAGTAAGTTATGTAACCAAAATTTGTAATGGAATATATAATAGGGGT

I . R >

LRRK2-201 >

I L Y e e L E R T T T Y

LRRK2-201

AATCTCTGTTGGTAGTCCGATGTTTGCTCCCAAAATCTGGACCTACATCTCATATTCCCCCAGGTTAGTGGTCATTCCTGCCCTTGCCATTATTACTTCTTTCTCCCTATATATCTTTAATAAATTTTCTATAAT
1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TTAGAGACAACCATCAGGCTACAAACGAGGGTTTTAGACCTGGATGTAGAGTATAAGGGGGTCCAATCACCAGTAAGGACGGGAACGGTAATAATGAAGAAAGAGGGATATATAGAAATTATTTAAAAGATATTA

I ————————————

LRRK2-201 >

LRRK2-201

ATATGTTCTGGAGTATGCCATAATCGTTACATTTTGAAAACACATAGTATTACTTCTTGAGTATTTGCTAGATGCCAGGCTTCACAAGTAAAATGCTTCACGTGCTTTTAAACACCTGAATCTGAAAACACCCCT
N 1 1 1 N 1 N 1 N 1 " 1 N 1 N 1 M 1 N 1 " 1 N 1 i 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TATACAAGACCTCATACGGTATTAGCAATGTAAAACTTTTGTGTATCATAATGAAGAACTCATAAACGATCTACGGTCCGAAGTGTTCATTTTACGAAGTGCACGAAAATTTGTGGACTTAGACTTTTGTGGGGA

I . >

LRRK2-201 >

LRRK2-201

TGAGATAGGGATTTTATCTCAGTTTTCTAAGTGACAAACACTGAAGTGCAGAGAAGTTGCTTTGGCCACTAAGAGGTAGAAACAGGGTCTGATTCTCCATGTCAGGTTCCTTCCCTGAGAAAACTTTGGCCTGGT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
ACTCTATCCCTAAAATAGAGTCAAAAGATTCACTGTTTGTGACTTCACGTCTCTTCAACGAAACCGGTGATTCTCCATCTTTGTCCCAGACTAAGAGGTACAGTCCAAGGAAGGGACTCTTTTGAAACCGGACCA

LRRK2-201 >

LRRK2-201

AGATAATGGACCTGAAAACAAAAAATCTTGAAATGATGCAACAGTTGTGGGCATTGCTGTGCTGGACACTGGCTATTATATAAGGTTCCGAGAAGAAAGGCCGCTCACAGGGAGCTAATCTTGAAGGGCTGGGAG
X 1 . 1 N 1 N 1 M 1 M 1 N 1 i 1 M 1 N 1 M 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TCTATTACCTGGACTTTTGTTTTTTAGAACTTTACTACGTTGTCAACACCCGTAACGACACGACCTGTGACCGATAATATATTCCAAGGCTCTTCTTTCCGGCGAGTGTCCCTCGATTAGAACTTCCCGACCCTC

I . >

[RRK2-201 >

L LY

LRRK2-201

GAGTTTCCTTCCATGTAGGGGAGGGCTTTTTAGGTTGAGAGAAGTATGGGTGCAGAGGCCTGGGAGGATAGCATGAGAGAGGCTGGACGTGTGATTGGGAAGGTTTGAATTGTCCTCATCAGTCCTGCTAAGAGA
1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CTCAAAGGAAGGTACATCCCCTCCCGAAAAATCCAACTCTCTTCATACCCACGTCTCCGGACCCTCCTATCGTACTCTCTCCGACCTGCACACTAACCCTTCCAAACTTAACAGGAGTAGTCAGGACGATTCTCT

I . R >

LRRK2-201 >

LRRK2-201

TGTAAAGACCATGCTGGAGAAAGAGGAAGATGAGAGTATGAGGGAAAAACAAGAAGGTACTCAACATTTCACTACAGCTTTTTATGACCATGTTGTATGGCATGCACTAAGAGTCTTTAACCATGATTTAATTTA
L 1 M 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 N

T T T T T T T T T T T T T T
ACATTTCTGGTACGACCTCTTTCTCCTTCTACTCTCATACTCCCTTTTTGTTCTTCCATGAGTTGTAAAGTGATGTCGAAAAATACTGGTACAACATACCGTACGTGATTCTCAGAAATTGGTACTAAATTAAAT

I . >

LRRK2-201 >

e e L e L)

LRRK2-201

38,745

38,880

39,015

39,150

39,285

39,420

39,555

39,690

39,825

39,960

40,095



ACCTCACCCTTGGGAGGTATTTTTTTTTTGACGGAGATTCATTCTCCATTTGGCGATGGACAGGAAGATGAGGGTTTATTAATATGAAAAATCTACCAACACTGGAATATATTGAAGTTAGCCTCATACAGTACT
1 " 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 1 1

T T T T
TGGAGTGGGAACCCTCCATAAAAAAAAAACTGCCTCTAAGTAAGAGGTAAACCGCTACCTGTCCTTCTACTCCCAAATAATTATACTTTTTAGATGGTTGTGACCTTATATAACTTCAATCGGAGTATGTCATGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ACTACTCCTATTCCAGTATTATTATTTTTATTGACAGAATAGATGCTGTTTGTGTTAAGTTTTGGATTATGATAGGAAATGTTTGGTATAGTAAAAGGCAAGAGTGTGACATGCAGTTAGTCCAAGTACGAAGAG

TGATGAGGATAAGGTCATAATAATAAAAATAACTGTCTTATCTACGACAAACACAATTCAAAACCTAATACTATCCTTTACAAACCATATCATTTTCCGTTCTCACACTGTACGTCAATCAGGTTCATGCTTCTC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATACCAAAAAAAAAATGTTTAGTGAGGAGCAGAGTTTAGCATATTTGGAGTGAAGACAATGTGCGGAAGGAAAGGAGCTGATGAGATACATGTACTATAGTCGGTTGTGTGAAAGGTCTTGTTTTTCATACTAAG
1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 X 1 M 1 M 1 M 1 N 1

T ¥ T ¥ T . T . T . T . T . T 4 T 5 T ¥ T ¥ T ¥ T . T
TATGGTTTTTTTTTTACAAATCACTCCTCGTCTCAAATCGTATAAACCTCACTTCTGTTACACGCCTTCCTTTCCTCGACTACTCTATGTACATGATATCAGCCAACACACTTTCCAGAACAAAAAGTATGATTC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GATCATGAGAAGATCTTAGTAGATTCCAGCAAGGGATTTGCAAGACCACATTTGTGTTTTAGAAATATAATGCAGGCAATAAACCAGTTGGATAGAAATTGGGGACTGTAGAGCAATTAAGCAACTGTTTTTGCA
N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTAGTACTCTTCTAGAATCATCTAAGGTCGTTCCCTAAACGTTCTGGTGTAAACACAAAATCTTTATATTACGTCCGTTATTTGGTCAACCTATCTTTAACCCCTGACATCTCGTTAATTCGTTGACAAAAACGT

I . >

LRRK2-201 >

LRRK2-201

TTCTAGATGAGAATGCAAAACACAATAGGAATGAAGGTGCCTTGTTCAAAAGGAGTTTTGTTCAAAAGGAATCTTCAAGATGTGTAGGAGATATTCTTAAAGGACTTGGTAATGAATTGATTTGTTGCTTGGATA
1 N 1 N 1 N 1 L 1 N 1 L 1 L 1 L 1 L 1 N 1 M 1 N 1 M 1

T T T T t T y T t T y T t T
AAGATCTACTCTTACGTTTTGTGTTATCCTTACTTCCACGGAACAAGTTTTCCTCAAAACAAGTTTTCCTTAGAAGTTCTACACATCCTCTATAAGAATTTCCTGAACCATTACTTAACTAAACAACGAACCTAT

LRRK2-201 >

LRRK2-201

GAGAATGAGAAGAGAAAGGAGGGTGGAAGAAGGAAGATGACTTAGGAGTTTCTCTTGGGTAGCTAGTGGATTATGGTATCATTGATGAAGACAGGGAACAGGAGTAGGCCAGGTTTGGGGTAACTGTGGAATATT

CTCTTACTCTTCTCTTTCCTCCCACCTTCTTCCTTCTACTGAATCCTCAAAGAGAACCCATCGATCACCTAATACCATAGTAACTACTTCTGTCCCTTGTCCTCATCCGGTCCAAACCCCATTGACACCTTATAA

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

CAGATGTTGTCTAAGAGGCATAAGAATGTATTTCAGATGTTTGGGGCAAGTTGTCTAGGCTAGAAGTACTGATTGAGACTCATGAAATTATAGTAAAGTGAACTGGGAGTTTATCTCATTTATAAAGATCTAGAG
1 M 1 . 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1

T ¥ T . T X T g T x T 4 T i T B T . T x T ¥ T . T i T
GTCTACAACAGATTCTCCGTATTCTTACATAAAGTCTACAAACCCCGTTCAACAGATCCGATCTTCATGACTAACTCTGAGTACTTTAATATCATTTCACTTGACCCTCAAATAGAGTAAATATTTCTAGATCTC

I . >

LRRK2-201 >

I e

LRRK2-201

CTTGATAAGTCTAACATCTAGGGCAGTTAAGTAGTTTATCAACAAACAAACAAACAAACAAACAAGAAAACCATGGGTCTACAAACCATTCACAGTCTTCATGTAAAAATTAATTCATGTAAAAATTAACACATT
N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAACTATTCAGATTGTAGATCCCGTCAATTCATCAAATAGTTGTTTGTTTGTTTGTTTGTTTGTTCTTTTGGTACCCAGATGTTTGGTAAGTGTCAGAAGTACATTTTTAATTAAGTACATTTTTAATTGTGTAA

I . >

LRRK2-201 >

LRRK2-201

AAATGTTAAAGCAGCTCTTTACTCAGAGCATATTATTCTCTTTAAAATAGGTAAAATCACCTTGCTGATATTGGATGAAGAAAGTGATATTTTCATGTTAATTTTTGATGCCATGCACTCATTTCCAGCCAATGA
1 N 1 M 1 L 1 N 1 L 1 N 1 N 1 L 1 M 1 N 1 L 1 L 1 M 1

T T T T T T T T T T T T T T
TTTACAATTTCGTCGAGAAATGAGTCTCGTATAATAAGAGAAATTTTATCCATTTTAGTGGAACGACTATAACCTACTTCTTTCACTATAAAAGTACAATTAAAAACTACGGTACGTGAGTAAAGGTCGGTTACT

__________________________________________________________umws ________________Ppg

LRRK2-201 >
s s L 150 s s s ' 155 s s s ' 160 ' s s 165 ' ' ' s 170 s ' '
B L L T Lk ENSE000017_>6708 >
LRRK2-201

TGAAGTCCAGAAACTTGGATGCAAAGCTTTACATGTGCTGTTTGAGAGAGGTATTTTAAAATGTCAAATTCCTTAAAGTATATATAAGAAAAAAAGGCTTATACTGGGAAAAGTAGAACACAGTTATAATAAGAA
N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACTTCAGGTCTTTGAACCTACGTTTCGAAATGTACACGACAAACTCTCTCCATAAAATTTTACAGTTTAAGGAATTTCATATATATTCTTTTTTTCCGAATATGACCCTTTTCATCTTGTGTCAATATTATTCTT

I ——————————————————mm—S———————~>

LRRK2-201 >
175 s ' s 180 ' ' s 185 s s s 190
E V Q K L6 & K A E H Vv i F E R
‘ ENSE00001736708 .-------------------------------------------------------------------.>
LRRK2-201

GAAGGTTTCTAAAATCCTACTATTTATTAAGAAGTGGGAGTTGTCTGTCAAGGGTGAGGAATGGGGTTAATTCAGAAGTATTGCTTGTTTTGGTGGGGTGAATTTCATTCGTGGGTTATAAATCATGCCCCTGGA
1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CTTCCAAAGATTTTAGGATGATAAATAATTCTTCACCCTCAACAGACAGTTCCCACTCCTTACCCCAATTAAGTCTTCATAACGAACAAAACCACCCCACTTAAAGTAAGCACCCAATATTTAGTACGGGGACCT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

40,230

40,365

40,500

40,635

40,770

40,905

41,040

41,175

41,310

41,445

41,580



GTAGACTTTCTTCAATTGCTTAACAAGGCATAAGGTTTACTTTGAAAACTGGATGTGTGGGTGCTATGAAAGAAAAAATAAAACTGTGAAGCCAAGCATAGGTTACACTGGGATTATGATGTTGAGTCATCACCA
M 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
CATCTGAAAGAAGTTAACGAATTGTTCCGTATTCCAAATGAAACTTTTGACCTACACACCCACGATACTTTCTTTTTTATTTTGACACTTCGGTTCGTATCCAATGTGACCCTAATACTACAACTCAGTAGTGGT

T ———— T ——————

LRRK2-201 >

LRRK2-201

GAAATCATAGAAATTGCATAAAGAGCCTGAAGGTTTACAAAGTGTCCTTCAGGAAAAAGACTAATATGCATTTCATAGCCTGGCCCTGAGATTGATAACTGAGATTATTATGTAATTTTAGAGTTGGTTGGAGTC

CTTTAGTATCTTTAACGTATTTCTCGGACTTCCAAATGTTTCACAGGAAGTCCTTTTTCTGATTATACGTAAAGTATCGGACCGGGACTCTAACTATTGACTCTAATAATACATTAAAATCTCAACCAACCTCAG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CTTGTTTAGTCTTTCCATTGACCTTAGGAGGAAGTGGGTCACAGCAGTGAAGTGAGCATCCTGCCTGAGGACACAGAGCTTGTGACAGTACAGTTCAATTAGCAATTATTTTAAGAGCCCCTTTTGTATCATTAT
M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAACAAATCAGAAAGGTAACTGGAATCCTCCTTCACCCAGTGTCGTCACTTCACTCGTAGGACGGACTCCTGTGTCTCGAACACTGTCATGTCAAGTTAATCGTTAATAAAATTCTCGGGGAAAACATAGTAATA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GAGAGCCAACTGTGCTAGGGGTTTAGATAAGAATGATTTATGTGGGCCCTGTGTCAGTTATCAGTTTACCAGTCTAATTTCTTGCAGTTCCCAGAATGGGATAGATCACCTGATAACTGTTGAATTCCCTGTCTC
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTCTCGGTTGACACGATCCCCAAATCTATTCTTACTAAATACACCCGGGACACAGTCAATAGTCAAATGGTCAGATTAAAGAACGTCAAGGGTCTTACCCTATCTAGTGGACTATTGACAACTTAAGGGACAGAG

I . >

LRRK2-201 >

LRRK2-201

CTCCCAGAAGGATTTTAAACAGCTTATAGATAATTATAATACACAAGAGTAAACAAAATGGATGAGAAAATAGGTGAAGGGACAATAATATAAAGCTAGATTAAGTTTACTGTGTTTCTAAGGTCCTGCATATTT
L 1 M 1 M 1 M 1 N 1 N 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
GAGGGTCTTCCTAAAATTTGTCGAATATCTATTAATATTATGTGTTCTCATTTGTTTTACCTACTCTTTTATCCACTTCCCTGTTATTATATTTCGATCTAATTCAAATGACACAAAGATTCCAGGACGTATAAA

[RRK2-201 >

LRRK2-201

ACAAAGGGGTGGGCCAGAAATTTGTCTGTTTGCTTCCTATCTGACAAAGAAAAGAGGTAAATATCAGTGGTTACAAAGTTCCTTAAGATAAAAGTAAACCTATTATTCAGGAGAAGCAATTGGTCTCATGGGAGA

TGTTTCCCCACCCGGTCTTTAAACAGACAAACGAAGGATAGACTGTTTCTTTTCTCCATTTATAGTCACCAATGTTTCAAGGAATTCTATTTTCATTTGGATAATAAGTCCTCTTCGTTAACCAGAGTACCCTCT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TCTGAGAAACATCTTCCCATGGGTTTTCCTGGATGAGACAATAAAGGACATACATTTTGCAAGGAATACAAAGTGTATTGCAGCGAGAGTGACTCTGTCAAAAGTCAGAATAGCATGGGCCTGGTACCCAGCTCT

AGACTCTTTGTAGAAGGGTACCCAAAAGGACCTACTCTGTTATTTCCTGTATGTAAAACGTTCCTTATGTTTCACATAACGTCGCTCTCACTGAGACAGTTTTCAGTCTTATCGTACCCGGACCATGGGTCGAGA

I . >

LRRK2-201 >

LRRK2-201

TTGATAATCATACACCGTGAAGTAGAAGATAGTTTACAGCGAGTACGGAATTCCTTCAGGCTGTCATGTATAAATGTTCTATCTTGCAACTAAGCTTTCGATGACAATTAGGATAAAGTTTGAGGTTCTATTGTC
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AACTATTAGTATGTGGCACTTCATCTTCTATCAAATGTCGCTCATGCCTTAAGGAAGTCCGACAGTACATATTTACAAGATAGAACGTTGATTCGAAAGCTACTGTTAATCCTATTTCAAACTCCAAGATAACAG

I . >

TRRKZ-201 >

LRRK2-201

TTGCAGGGTCTGTAATCTTCTGTGTGGAAGGTTAGGGGCACATTCTTCTTCCTGGAAGGAGGGCTAGCATCACTTTATCACCATCGTTGTTTAGTCCATCTAAGACACTGGAGGTAGACCATAGAATGTTACAAA
. 1 X 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 . 1 M 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACGTCCCAGACATTAGAAGACACACCTTCCAATCCCCGTGTAAGAAGAAGGACCTTCCTCCCGATCGTAGTGAAATAGTGGTAGCAACAAATCAGGTAGATTCTGTGACCTCCATCTGGTATCTTACAATGTTT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GAAGAATGTTGCTCAATAGAAAAACCATCAGTGCTGAGAGGGTTATGACTATAAATGTAGAGTAGAAAAATTTCTGATTTTTCCAGGAGTATCAGGTTCTCCAGGACTCAGGGGTGACTATAAAGTTAATTTTCA
1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTCTTACAACGAGTTATCTTTTTGGTAGTCACGACTCTCCCAATACTGATATTTACATCTCATCTTTTTAAAGACTAAAAAGGTCCTCATAGTCCAAGAGGTCCTGAGTCCCCACTGATATTTCAATTAAAAGT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AAATTTGAAAGTGTACTGTGGAAACTAGACCATAAAGTGAGAAAGTTCCATGATATTCTTCACTTGTTAGGAAAACTTAACTGATTTCACATTATATTATAGGGACACTCTGGCATAAAATTAAAAAAAATGAAT
M 1 L 1 M 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 L 1 N 1 L 1 L

t T t T t T t T t T t T T T
TTTAAACTTTCACATGACACCTTTGATCTGGTATTTCACTCTTTCAAGGTACTATAAGAAGTGAACAATCCTTTTGAATTGACTAAAGTGTAATATAATATCCCTGTGAGACCGTATTTTAATTTTTTTTACTTA

LRRK2-201 >

LRRK2-201

41,715

41,850

41,985

42,120

42,255

42,390

42,525

42,660

42,795

42,930

43,065



GTTGATCACTTAGAGTGCTGTGTTTTCTAACATATTTCTGGCGCCATTCTCAAGCTAGATAAACTATAATTTTATACATGTTTTTCAGGTTGTTGCCCAATAACAATGACTCCAAATGGAACTTACTGGCTTGAT
1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 M 1

T T T T
CAACTAGTGAATCTCACGACACAAAAGATTGTATAAAGACCGCGGTAAGAGTTCGATCTATTTGATATTAAAATATGTACAAAAAGTCCAACAACGGGTTATTGTTACTGAGGTTTACCTTGAATGACCGAACTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CAAATGACTTTAATTGTGAAAATTAATGATTTATATTTTTGCTGTCTGATGGAAAACCACTAAGACAGAGTATTTCAAAGTCTGATTACTTGCCATTTGCTCAAGTTGACAACTCTTGAACTGAAACATTTAGCC

GTTTACTGAAATTAACACTTTTAATTACTAAATATAAAAACGACAGACTACCTTTTGGTGATTCTGTCTCATAAAGTTTCAGACTAATGAACGGTAAACGAGTTCAACTGTTGAGAACTTGACTTTGTAAATCGG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GAGCTGCCCTTCAGCAGCCTACCATTAATGCCTCCCTTTTAAATATTGCAATATGTCCAGTTCCAGTTGGCCATCTTTATTAGTCACTGTCAGTTTTCTCTAGAATTTCCCAAATGAAATTGTAAATAATTTTGT
1 M 1 M 1 N 1 N 1 . 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
CTCGACGGGAAGTCGTCGGATGGTAATTACGGAGGGAAAATTTATAACGTTATACAGGTCAAGGTCAACCGGTAGAAATAATCAGTGACAGTCAAAAGAGATCTTAAAGGGTTTACTTTAACATTTATTAAAACA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTTCTGAGAACTGCTTGCTGACTAGCACTTTTACATTTCAAAACATGGAGTACCTAACATAGGCCGAAACAAAATTATTTGAATCTCCGTAGCTTGTTTTCTCATTATAACATTCTTAGGAAGGGCTGCTTCAC
N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAGACTCTTGACGAACGACTGATCGTGAAAATGTAAAGTTTTGTACCTCATGGATTGTATCCGGCTTTGTTTTAATAAACTTAGAGGCATCGAACAAAAGAGTAATATTGTAAGAATCCTTCCCGACGAAGTG

I . >

LRRK2-201 >

LRRK2-201

AGAAATATATTTTTTATTTAAGGAGATTACACTTGATGTATCTCACACAACTATAATGAATATTGTAATTTTTGAATAATTAAACTTTCATATCATCTTTAAGCTTATTCAGTATTTTGTCTTTCATTTTTAAGT
1 M 1 N 1 L 1 L 1 N 1 N 1 M 1 M 1 L 1 M 1 L 1 M 1 M 1

T T T T t T y T t T y T t T
TCTTTATATAAAAAATAAATTCCTCTAATGTGAACTACATAGAGTGTGTTGATATTACTTATAACATTAAAAACTTATTAATTTGAAAGTATAGTAGAAATTCGAATAAGTCATAAAACAGAAAGTAAAAATTCA

LRRK2-201 >

ak
\

LRRK2-201

CTCAGAGGAGCAACTGACTGAATTTGTTGAGAACAAAGATTATATGATATTGTTAAGTGCGTTAACAAATTTTAAAGATGAAGAGGAAATTGTGCTTCATGTGCTGCATTGTTTACATTCCCTAGCGATTCCTTG
N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GAGTCTCCTCGTTGACTGACTTAAACAACTCTTGTTTCTAATATACTATAACAATTCACGCAATTGTTTAAAATTTCTACTTCTCCTTTAACACGAAGTACACGACGTAACAAATGTAAGGGATCGCTAAGGAAC

I ————————————

[RRK2-201 >
195 200 205 210 215 220 225 230 235
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| ENSE00001727339 >
LRRK2-201

TAAGTAGCATTTAAATGTTATTTATTTTTTGTATCTGAAAAATTACAATATATCTCATTCTGAGTATATTTTAACAATATTTTTATTATTTAGAAACTTGTGGATGCTCAACCCATTCATTCATTTATTCATTTA

ATTCATCGTAAATTTACAATAAATAAAAAACATAGACTTTTTAATGTTATATAGAGTAAGACTCATATAAAATTGTTATAAAAATAATAAATCTTTGAACACCTACGAGTTGGGTAAGTAAGTAAATAAGTAAAT

I . >

LRRK2-201 >

LRRK2-201

ATTAATTTACATTCACTGACATTATACTGAAGTTGGCTGTGGGCTTGGTGCTGGAGAAACAATCGTGGAAAATACAGATGTGTTCCTTACCTTTTCAGAGCTTGTAGTACAATGGGGGACACAGATAAGTACAGA

TAATTAAATGTAAGTGACTGTAATATGACTTCAACCGACACCCGAACCACGACCTCTTTGTTAGCACCTTTTATGTCTACACAAGGAATGGAAAAGTCTCGAACATCATGTTACCCCCTGTGTCTATTCATGTCT

o~ __________________Pg

LRRK2-201 >

LRRK2-201
GGTGATTACAGTGGCAGAAGTGATGGCAGATGGCAGAAGTACCTAGAGTTAGGAGATCAAATAGGAAGTGAGGCAGTGTCTCTTAGCAAAGATTTAATAAGTGGAGCTTCCTGTGCATGAAGGTGTGACCTGAAG
1 N 1 N 1 i 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCACTAATGTCACCGTCTTCACTACCGTCTACCGTCTTCATGGATCTCAATCCTCTAGTTTATCCTTCACTCCGTCACAGAGAATCGTTTCTAAATTATTCACCTCGAAGGACACGTACTTCCACACTGGACTTC

LRRK2-201 >

LRRK2-201

TGAGAATGCAGGCAAAGTGGCCCAGGCAGTGGGCATGGTTAATGTAAAGATGCTGGAGCAAGAGAGAGCAGACTGCCTTCAAGAAGACAAAAGTAGCTCAGTAAAGGTGTGGGGTTATGAGTGTGCGTGCATGCA
N 1 . 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 . 1 N 1 M 1 N 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACTCTTACGTCCGTTTCACCGGGTCCGTCACCCGTACCAATTACATTTCTACGACCTCGTTCTCTCTCGTCTGACGGAAGTTCTTCTGTTTTCATCGAGTCATTTCCACACCCCAATACTCACACGCACGTACGT

I . >

LRRK2-201 >

I L T T

LRRK2-201

TGCGTGTGTGCCGCTGTGCATGCACATCCCCAAATATCCTATCCGTTTGTGTTTCATTGACAGAGGCAAGGGAGAGCTTGATAAGAGGCAGTAAATGAGGCCAGAGACATGGAGTGGAGAGCATGAAGGGCCTAA
1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ACGCACACACGGCGACACGTACGTGTAGGGGTTTATAGGATAGGCAAACACAAAGTAACTGTCTCCGTTCCCTCTCGAACTATTCTCCGTCATTTACTCCGGTCTCTGTACCTCACCTCTCGTACTTCCCGGATT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

43,200

43,335

43,470

43,605

43,740

43,875

44,010

44,145

44,280

44,415

44,550



AAAGCCACATGAAGGAGTTTGAATTTTATTGTGACTCTTGATTAGCATTTTAATGAGGCTTTGAAATTTAGCCACATTTTTCACCAAAAATATTAATCAGAAGAAATTAATTTGATGTGTATGCTACCAATGATT
M 1 M 1 " 1 M 1 M 1 M 1 3 1 M 1 M 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
TTTCGGTGTACTTCCTCAAACTTAAAATAACACTGAGAACTAATCGTAAAATTACTCCGAAACTTTAAATCGGTGTAAAAAGTGGTTTTTATAATTAGTCTTCTTTAATTAAACTACACATACGATGGTTACTAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

GCTATTAGGCTAAAATAATGGTTCATATTCTGTTTTGTTTTGTATTAATGGTTCATATTCTGTTTTGTTTTGTAAGTGACCATTAACACTTTGTATTTTATGTATTACTTGTGTGGGTTTCTACAGGATATACAT

CGATAATCCGATTTTATTACCAAGTATAAGACAAAACAAAACATAATTACCAAGTATAAGACAAAACAAAACATTCACTGGTAATTGTGAAACATAAAATACATAATGAACACACCCAAAGATGTCCTATATGTA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATGCATTTATCTAGTGATATTTTCATCCTCACACATGTGAAGTTTTGAGGATTAGAGTTAAACAATGTACCTGGTATGTAATAAGTGTTCTAAAATCACTGACAGGATTATTAGACAATATGTATTTTATATGTG
N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 . 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TACGTAAATAGATCACTATAAAAGTAGGAGTGTGTACACTTCAAAACTCCTAATCTCAATTTGTTACATGGACCATACATTATTCACAAGATTTTAGTGACTGTCCTAATAATCTGTTATACATAAAATATACAC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TGTTGTATACTATATGTAATTGCATTTATGGTTTCAGATATGGAAATCACTGTGTCAATCTGAAGGTGTGAGCCTTCGGTGTAGGCAGAGTAAAACCCAATGCCCTTGTGAAAGAATGCTTTTTTTTGGTGATGT
1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACAACATATGATATACATTAACGTAAATACCAAAGTCTATACCTTTAGTGACACAGTTAGACTTCCACACTCGGAAGCCACATCCGTCTCATTTTGGGTTACGGGAACACTTTCTTACGAAAAAAAACCACTACA

I . >

LRRK2-201 >

LRRK2-201

TTATAAAATCACAATGTTTTCTTATCCACAGGAAATTAAACACTGGAAAGTGGGTGGGGCTGAACAATAATAGAGAAAGGCCATGGTTTTACATTTCTCTGAGACATCACTGCCAACAAACTGAATATGTTTTTC
L 1 M 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1 M 1 L 1 N 1 N 1 N

t T t T t T t T t T t T T T
AATATTTTAGTGTTACAAAAGAATAGGTGTCCTTTAATTTGTGACCTTTCACCCACCCCGACTTGTTATTATCTCTTTCCGGTACCAAAATGTAAAGAGACTCTGTAGTGACGGTTGTTTGACTTATACAAAAAG

[RRK2-201 >

LRRK2-201

ATTATACTTTTTCCTTGGCTATATTTATTCATTTATTTATTTATTTTGGGCTGGAGGTTTTTGGAATCCATTGTTTTCCACCCACATTGGACATAACTCCAGTAAAAATGTGTTGATTCATAATGCAAAAGTCAA

TAATATGAAAAAGGAACCGATATAAATAAGTAAATAAATAAATAAAACCCGACCTCCAAAAACCTTAGGTAACAAAAGGTGGGTGTAACCTGTATTGAGGTCATTTTTACACAACTAAGTATTACGTTTTCAGTT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GAAAGTAGCAGCTAAAAATTAAGAAATCAAAAGTTTTTAAAACACTGATTCTAACTGAAAAACATTTGCTTTTCAGTCTTTAAGTCTATTGTTCTGAGTCAAAGCAGTTCATTTCCTTACGTTGTTAATTTTTTT

CTTTCATCGTCGATTTTTAATTCTTTAGTTTTCAAAAATTTTGTGACTAAGATTGACTTTTTGTAAACGAAAAGTCAGAAATTCAGATAACAAGACTCAGTTTCGTCAAGTAAAGGAATGCAACAATTAAAAAAA

I . >

LRRK2-201 >

LRRK2-201

TCTATGTTTAAGCATTGTAATATACTTTTTGTGAAAACAGTTGATTAGTTTTGGTTGTGCCAAAACAAATACTAAAATGTTTTGCAAACAGCCTTTTTTTAAACAAAAAAAGAACAGTTAACATTTGATGCAGAG
1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 . 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AGATACAAATTCGTAACATTATATGAAAAACACTTTTGTCAACTAATCAAAACCAACACGGTTTTGTTTATGATTTTACAAAACGTTTGTCGGAAAAAAATTTGTTTTTTTCTTGTCAATTGTAAACTACGTCTC

I . >

TRRKZ-201 >

LRRK2-201

ATATACATGTTTTCTCCATGTAGGTTCACACCTCACTTCCTTTATTGATTAATTGCTTTTTCTGGTAGAGTCTTTCTTTCCTTTCTGTTTTACCTGTGTTTGTCCCTAAGACTTATATTTTAATATTATGCCTCC
. 1 M 1 M 1 i 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATATGTACAAAAGAGGTACATCCAAGTGTGGAGTGAAGGAAATAACTAATTAACGAAAAAGACCATCTCAGAAAGAAAGGAAAGACAAAATGGACACAAACAGGGATTCTGAATATAAAATTATAATACGGAGG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TCTCTTTCGTTCTCCCATCTTTTCTTCCACCTATTTTGGAGCCTTCAGGAAGCTTGATTTTGCTGCCTTGTACATTGGTTGCCCTTCTGGAATGGAGGAAACAGGTCATAGCTGATTTTAACTGTTCCATCTGGT
1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGAGAAAGCAAGAGGGTAGAAAAGAAGGTGGATAAAACCTCGGAAGTCCTTCGAACTAAAACGACGGAACATGTAACCAACGGGAAGACCTTACCTCCTTTGTCCAGTATCGACTAAAATTGACAAGGTAGACCA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GACATATTCTTGATTTTCTTTCTTTTGGTTGGGGAAAAAAAAACAATGCAAAAGTCATTCTCCAATGGGGTTGAGCCTCGTTAAGAAATAGACCCTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTG
M 1 N 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
CTGTATAAGAACTAAAAGAAAGAAAACCAACCCCTTTTTTTTTGTTACGTTTTCAGTAAGAGGTTACCCCAACTCGGAGCAATTCTTTATCTGGGAGGTGTTACCAACTTGATCAAATGTCAGGGTGGTTGTCAC

LRRK2-201 >

LRRK2-201

44,685

44,820

44,955

45,090

45,225

45,360

45,495

45,630

45,765

45,900

46,035



TAAAAGTGTTCCTATTTCTCCACATCAAAAAAAAAAAAAGGTAAGCAATATAACATGAGCCATATCTAATAGGACTTCAGAAATTATCTATCCTATAGTTCCAGGATGACGATGATGATGGTTGTGATAATGATG
1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1

T T T T
ATTTTCACAAGGATAAAGAGGTGTAGTTTTTTTTTTTTTCCATTCGTTATATTGTACTCGGTATAGATTATCCTGAAGTCTTTAATAGATAGGATATCAAGGTCCTACTGCTACTACTACCAACACTATTACTAC

T ———— T ——————

LRRK2-201 >

LRRK2-201

AAGATTGTGATGATAGTTATATGGGAGATAAAACTTTAAGCACTTTACATATTAAATTCTATAATATTCACCACATCTATTAAAATATGTTACATTATTGTCCCTATTTTACCAACAAGAAAACTGACCAACAAG

TTCTAACACTACTATCAATATACCCTCTATTTTGAAATTCGTGAAATGTATAATTTAAGATATTATAAGTGGTGTAGATAATTTTATACAATGTAATAACAGGGATAAAATGGTTGTTCTTTTGACTGGTTGTTC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTAAACAACGTGACTAAGTTCACACAACCTGTAACAGCAGAATCTATGTCAATCACAACACAATTAGCAGCTATTTCTGTGGCAATTTTCAATAAAGATGTGTCTGGAAAAAAAAAAAAGAAATAGACCCTCCA
1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 . 1 N 1 M 1

T ¥ T ¥ T . T . T . T . T . T 4 T . T ¥ T ¥ T ¥ T . T
TAATTTGTTGCACTGATTCAAGTGTGTTGGACATTGTCGTCTTAGATACAGTTAGTGTTGTGTTAATCGTCGATAAAGACACCGTTAAAAGTTATTTCTACACAGACCTTTTTTTTTTTTCTTTATCTGGGAGGT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ATTTATTTATCTGAAAACTTATGACCAATACATTACATTTCCAGACTTTCATTTTCAGTACTTTTCCTTTCATTTTCAGTACTAAAAGTACTCTGAATTTTTCCTTTTTTTGATCTTAAGGCTTTAAGCCAAGAA
N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAATAAATAGACTTTTGAATACTGGTTATGTAATGTAAAGGTCTGAAAGTAAAAGTCATGAAAAGGAAAGTAAAAGTCATGATTTTCATGAGACTTAAAAAGGAAAAAAACTAGAATTCCGAAATTCGGTTCTT

I . >

LRRK2-201 >

LRRK2-201

ACAGGAATAAAGTAAATTTTCCTTAATGCCAAAGATTAGTCCTACACCCCATTATGTTATTAATGAACAGCATAGTATTTTTTACAGCTACTTAAAGAACATGATGTTTAAATTTGGAAATGCAGTCATTATGCT
1 N 1 M 1 L 1 M 1 L 1 M 1 L 1 M 1 N 1 M 1 N 1 N 1 M 1

T T T T t T y T t T y T t T
TGTCCTTATTTCATTTAAAAGGAATTACGGTTTCTAATCAGGATGTGGGGTAATACAATAATTACTTGTCGTATCATAAAAAATGTCGATGAATTTCTTGTACTACAAATTTAAACCTTTACGTCAGTAATACGA

LRRK2-201 >

LRRK2-201

GCCATCTATTTACAGTCTATATAAGACGTCTTTGTATGCATATTTGAAAGGAGAACATGGTTACCTTATTGATAATTATGATCTCTTTAAATTCAGGCAATAATGTGGAAGTCCTCATGAGTGGCAATGTCAGGT

CGGTAGATAAATGTCAGATATATTCTGCAGAAACATACGTATAAACTTTCCTCTTGTACCAATGGAATAACTATTAATACTAGAGAAATTTAAGTCCGTTATTACACCTTCAGGAGTACTCACCGTTACAGTCCA

I . >

[RRK2-201 >
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_____________________________________________________________________________ ENSE00001781025 >
LRRK2-201

GTTATAATATTGTGGTGGAAGCTATGAAAGCATTCCCTATGAGTGAAAGAATTCAAGAAGTGAGTTGCTGTTTGCTCCATAGGCTTACATTAGGTGAGTTTCTTAGTTAATATGTCATCACACACTGTATGATAT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
CAATATTATAACACCACCTTCGATACTTTCGTAAGGGATACTCACTTTCTTAAGTTCTTCACTCAACGACAAACGAGGTATCCGAATGTAATCCACTCAAAGAATCAATTATACAGTAGTGTGTGACATACTATA

I . >

[RRK2-201 >
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LRRK2-201

ACATATACATATAAAACATATATATGTTGCATAATAATGGATAAGTAGCATATTGACATACTTTGAATGAAAATATTGTAAAATCCCAGAAAAAATAAATTAAAACAAAAAGAAAATACTGTAAATTACCAAACT

TGTATATGTATATTTTGTATATATACAACGTATTATTACCTATTCATCGTATAACTGTATGAAACTTACTTTTATAACATTTTAGGGTCTTTTTTATTTAATTTTGTTTTTCTTTTATGACATTTAATGGTTTGA

o~ __________________Pg

LRRK2-201 >

LRRK2-201
GTTCTGCTGTGCTTAGATGGACTTTTAAAAGGAGTGTCAAAAATAGATGTGTAGAATGTAAAAGAAGTATTATCTTAATCTTATTTTTATAGATGTAGTTCTATAGATGAGTTTTTTTATTGTTGAGGCTATATT
1 M 1 N 1 i 1 . 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
CAAGACGACACGAATCTACCTGAAAATTTTCCTCACAGTTTTTATCTACACATCTTACATTTTCTTCATAATAGAATTAGAATAAAAATATCTACATCAAGATATCTACTCAAAAAAATAACAACTCCGATATAA

LRRK2-201 >

LRRK2-201

TAAAATATAATTATGTAAGAATTGATACATACAAAAATATGCATAACATATACAATATAAAGCATAATGCAAATAACTCACTATCCAACTTAAATGTTGTATATTCCCAGTGGGGGAAGCTACCCTGGGCTTCTT
N 1 N 1 N 1 N 1 . 1 N 1 M 1 . 1 M 1 M 1 M 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ATTTTATATTAATACATTCTTAACTATGTATGTTTTTATACGTATTGTATATGTTATATTTCGTATTACGTTTATTGAGTGATAGGTTGAATTTACAACATATAAGGGTCACCCCCTTCGATGGGACCCGAAGAA

I . >

LRRK2-201 >

I L T T

LRRK2-201

CCTGCCCTTGCTTTCTCTATAGAGGTTAACACTATCCAGAATTTTGTGTTTACAAATCTTTTGTTTATAAATATGATTTACTACATTTTCATGTTTCTCTAAGCAAAATTGTTAATGTTTGCCTGCTTTTGCTTC
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
GGACGGGAACGAAAGAGATATCTCCAATTGTGATAGGTCTTAAAACACAAATGTTTAGAAAACAAATATTTATACTAAATGATGTAAAAGTACAAAGAGATTCGTTTTAACAATTACAAACGGACGAAAACGAAG

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

46,170

46,305

46,440

46,575

46,710

46,845

46,980

47,115

47,250

47,385

47,520



ATCAAAATGTAATCATACTGTATGTTGTCTTCTGCAATTTTCAAATATCAGTGCTATGATTATAAGAATCAGAAATATTTTTGCATGTGGTTGCATGTAGTATTCTATTATTTGGAAATACCACAATTTATTTTT
M 1 M 1 " 1 M 1 M 1 " 1 3 1 M 1 1 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
TAGTTTTACATTAGTATGACATACAACAGAAGACGTTAAAAGTTTATAGTCACGATACTAATATTCTTAGTCTTTATAAAAACGTACACCAACGTACATCATAAGATAATAAACCTTTATGGTGTTAAATAAAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CCATTTTTCTATCCATGGACATTTGGATTCTTTCTTATTTTATGCTACTACTATCTGTGTTAAAACAGATAACTGAAAAAGAACAGTTAACATTTGGTGCAGAGATATACATATTTTCTCCATATATAAATAAGG

GGTAAAAAGATAGGTACCTGTAAACCTAAGAAAGAATAAAATACGATGATGATAGACACAATTTTGTCTATTGACTTTTTCTTGTCAATTGTAAACCACGTCTCTATATGTATAAAAGAGGTATATATTTATTCC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTTAATATTTTAAAAAATATTTATTTGCCATTGGTATGTCCTTCTTTGTGAAATATGCAATCTGTCATTTATCAATATTGTTCACAGGATAGTCTGTCTTTTTAAAACCGATTCATAGATTCTGGATAATAATGT
N 1 . 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAATTATAAAATTTTTTATAAATAAACGGTAACCATACAGGAAGAAACACTTTATACGTTAGACAGTAAATAGTTATAACAAGTGTCCTATCAGACAGAAAAATTTTGGCTAAGTATCTAAGACCTATTATTACA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTGGTGGTAGGTTATACGTATTGAAAATACCTTCCCTTGAACATCACACTCTGGGGACTGTTGTGG6GTGGGGGGAGGGGGGAGGGATAGCATTGGGAGATATACCTAATGCTAGATGACGAGTTAGTGGGTGC
1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAACCACCATCCAATATGCATAACTTTTATGGAAGGGAACTTGTAGTGTGAGACCCCTGACAACACCCCACCCCCCTCCCCCCTCCCTATCGTAACCCTCTATATGGATTACGATCTACTGCTCAATCACCCACG

I . >

LRRK2-201 >

LRRK2-201

AGCGCACCAACATGGCACATGTATACATATGTAACTAACCTGAACATTGTACACATGTACCCTAAAACTTAAAGTATAATAATAATTTTAAAAAAAAGGAGATGAAGAGGTAGCTGCAGGTTGACTGAGCAAGGG
L 1 L 1 N 1 N 1 L 1 L 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
TCGCGTGGTTGTACCGTGTACATATGTATACATTGATTGGACTTGTAACATGTGTACATGGGATTTTGAATTTCATATTATTATTAAAATTTTTTTTCCTCTACTTCTCCATCGACGTCCAACTGACTCGTTCCC

[RRK2-201 >

LRRK2-201

TCATTGTCTATTTGAAGTTTCAAAGGTATCTCTGAAAATAAACACAGTTTTTTGCAAGAGTGAAAAAAAAAAAAAAAAGAAAATACCTTCCCTTGACTTGTAGCATGTCTTTTCACCGTCTTTATGGTGGCTTTT

AGTAACAGATAAACTTCAAAGTTTCCATAGAGACTTTTATTTGTGTCAAAAAACGTTCTCACTTTTTTTTTTTTTTTTCTTTTATGGAAGGGAACTGAACATCGTACAGAAAAGTGGCAGAAATACCACCGAAAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GTGATATAGTTAAATTTAATAATCAGTTCCTTTGTGATTTACTCTTTTTTATGTATCTTGTTTAAGAAATCTTAATCTGTCCTTTCCCTAAGATAATAAATATATTGTATATTTTATTCCAAATCTTACTCGTTT

CACTATATCAATTTAAATTATTAGTCAAGGAAACACTAAATGAGAAAAAATACATAGAACAAATTCTTTAGAATTAGACAGGAAAGGGATTCTATTATTTATATAACATATAAAATAAGGTTTAGAATGAGCAAA

I . >

LRRK2-201 >

LRRK2-201

GTTAAACTGTTGCAGTTTGTTTTTGTAAAGAACCCAATTCCCCCTCTTTTTTTCAGTGTGGAGAGCTAGTTACCATCACAGCACAATTTATTAGAGGTTCACCTGTTTCCCAGTCATGTGGTATATAAATATGTA
1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 L 1 . 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CAATTTGACAACGTCAAACAAAAACATTTCTTGGGTTAAGGGGGAGAAAAAAAGTCACACCTCTCGATCAATGGTAGTGTCGTGTTAAATAATCTCCAAGTGGACAAAGGGTCAGTACACCATATATTTATACAT

I . >

TRRKZ-201 >

LRRK2-201

AACATATATGCTTATGTTTCTGTCCTTGGCGTTCTGTTGCATTAATCTGATTTGTCTGAATCAGATTTAAATCTGATGTTAAATATAACACTATTTAAATTAATAGTTCTGTAAGTCCTGATATCTGAAAAGCTA
M 1 M 1 M 1 M 1 N 1 M 1 i 1 N 1 N 1 M 1 . 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGTATATACGAATACAAAGACAGGAACCGCAAGACAACGTAATTAGACTAAACAGACTTAGTCTAAATTTAGACTACAATTTATATTGTGATAAATTTAATTATCAAGACATTCAGGACTATAGACTTTTCGAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ATAGGTCAAGTCACCATACATTCTTTTTTAGGCACAGCTTGCCTTTTTTCTTGGGCCTTTACTATTCCATGCAAATTACAGGATTAACTTGTCCAGTTCCTTGGAAAACACTGTTGAGATTTTGACTGGAATTGC
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TATCCAGTTCAGTGGTATGTAAGAAAAAATCCGTGTCGAACGGAAAAAAGAACCCGGAAATGATAAGGTACGTTTAATGTCCTAATTGAACAGGTCAAGGAACCTTTTGTGACAACTCTAAAACTGACCTTAACG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ACAAAATATGTGGATCATTTTAAGAAGAACTGACATCTTTACATTATAATTTCTTCTATACATGTCTTGCACATCTTAGTTTTTGCTACGTATCTTATTTTTTATTATTATTGTAAATGGTATTTCTTTTTAAAT
L 1 M 1 N 1 L 1 M 1 M 1 M 1 L 1 L 1 M 1 M 1 L 1 M 1 L

t T t T t T t T t T t T T T
TGTTTTATACACCTAGTAAAATTCTTCTTGACTGTAGAAATGTAATATTAAAGAAGATATGTACAGAACGTGTAGAATCAAAAACGATGCATAGAATAAAAAATAATAATAACATTTACCATAAAGAAAAATTTA

LRRK2-201 >

LRRK2-201

47,655

47,790

47,925

48,060

48,195

48,330

48,465

48,600

48,735

48,870

49,005



CATATTTTTGAACTGTGTTTTCATAAAGAAATGCAAATGATTTTTTGTATATTGAACTAACCTACCTTTCTAAACTCTTCGTTAATTCTGACAATTTGTTTCTAAATGCACTTAAGTTCTCTACCTAGCAATTAT
1 M 1 " 1 M 1 1 1 " 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 1 1

T T T T
GTATAAAAACTTGACACAAAAGTATTTCTTTACGTTTACTAAAAAACATATAACTTGATTGGATGGAAAGATTTGAGAAGCAATTAAGACTGTTAAACAAAGATTTACGTGAATTCAAGAGATGGATCGTTAATA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATAATTTGTAAATAATGACAGTCTGAGTTCTTCCTTTCTGCTTCTTATATTCTTTATTTCATTTCCTTGTCTTCTTACATGAGTCAGAATTATTAATATAGTGTTAAATAGAGCCATTGATACTAGACATCCTTG

TATTAAACATTTATTACTGTCAGACTCAAGAAGGAAAGACGAAGAATATAAGAAATAAAGTAAAGGAACAGAAGAATGTACTCAGTCTTAATAATTATATCACAATTTATCTCGGTAACTATGATCTGTAGGAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TCTTGCTCTTTTTCCTGATTTTAAACAGAATATTTTTAATATTCTCCCATCCAAAATAATGCATCTTACAAGGGTTTAAACTTTTAAAAAAAATTTTGTTAAGAAATTTTATTTTATTTCTTCTTTGCTTTTGTT
1 M 1 M 1 . 1 N 1 M 1 M 1 N 1 . 1 . 1 M 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T s T ¥ T ¥ T ¥ T ¥ T
AGAACGAGAAAAAGGACTAAAATTTGTCTTATAAAAATTATAAGAGGGTAGGTTTTATTACGTAGAATGTTCCCAAATTTGAAAATTTTTTTTAAAACAATTCTTTAAAATAAAATAAAGAAGAAACGAAAACAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTTCAATGTGGGCTTTTAAATGTTTGCTTTTATTTTTACAATGTGGGCTTAAAAATATTAAAATATTTAATTTTATCAAATATACTTAAAATGTAGTAAGTCTTTTTTTTCCTTTTCATTATGTTAATATGAAG
N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAGTTACACCCGAAAATTTACAAACGAAAATAAAAATGTTACACCCGAATTTTTATAATTTTATAAATTAAAATAGTTTATATGAATTTTACATCATTCAGAAAAAAAAGGAAAAGTAATACAATTATACTTC

I . >

LRRK2-201 >

LRRK2-201

AAATACATCTACAGGTTTTCTAATACTAAGCTACTGTGCACTTCCTGATAAATTTAACTTGGTCATTTATTAGATTTTTAAAAACACTTCTAAAAAATCTTCTCTGTTTATTTTCACATATACCAGGTGAGTTTT
1 M 1 N 1 L 1 L 1 N 1 M 1 M 1 L 1 L 1 M 1 N 1 N 1 L 1

T T T T t T y T t T y T t T
TTTATGTAGATGTCCAAAAGATTATGATTCGATGACACGTGAAGGACTATTTAAATTGAACCAGTAAATAATCTAAAAATTTTTGTGAAGATTTTTTAGAAGAGACAAATAAAAGTGTATATGGTCCACTCAAAA

[RRK2-201 >

LRRK2-201

GGCAGCCTCTTGTTTTTTCTTTTTTACCCTTTCTTTTTTGTTAAAAACATCCTTTTATTTATTTAATGATTAATACATGGCTATTTTGTGTTTTGTATCTGATAACTATATATAAAGTTCTGGGGAGTCTAAACC

CCGTCGGAGAACAAAAAAGAAAAAATGGGAAAGAAAAAACAATTTTTGTAGGAAAATAAATAAATTACTAATTATGTACCGATAAAACACAAAACATAGACTATTGATATATATTTCAAGACCCCTCAGATTTGG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

AACTGCTTCTAGGCTGACTGCCTGTCAGTTGCGGAGCCTTGTTTTCTTGTATGGTTGTGAGTTTCTCTTTTATTGAGCATCCTGAGGACTTAAATTAAAGATGCTCTTTCAGAGGTGTTTGCCAGGAGTCAGAGC

TTGACGAAGATCCGACTGACGGACAGTCAACGCCTCGGAACAAAAGAACATACCAACACTCAAAGAGAAAATAACTCGTAGGACTCCTGAATTTAATTTCTACGAGAAAGTCTCCACAAACGGTCCTCAGTCTCG

I . >

LRRK2-201 >

LRRK2-201

ACAGGACTGACCTGGGAGCAGTTTAGGATATGATCCAGGCTTAATATGGGAGACTCTGGTTGAGACCTTACCTTGCAGAGAGTCTGAAACTGGTTTGTTGAATGCAGCGCCAGGATTCATGCTTTCCCACAAGAC
N 1 N 1 N 1 N 1 M 1 M 1 i 1 N 1 M 1 M 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTCCTGACTGGACCCTCGTCAAATCCTATACTAGGTCCGAATTATACCCTCTGAGACCAACTCTGGAATGGAACGTCTCTCAGACTTTGACCAAACAACTTACGTCGCGGTCCTAAGTACGAAAGGGTGTTCTG

I . >

TRRKZ-201 >

LRRK2-201

TACTCTGGCGTTCAACTCACAGCTCTTGTTTCAGCTTCTTTTTGAACTCCCTCTGCCCCTCAACACACACCTTGGAAATTTCCTTGATATTTTTGTGAGGACAACAATGCATTTAAAAGTGAGAGTGGTTGCTGA
1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATGAGACCGCAAGTTGAGTGTCGAGAACAAAGTCGAAGAAAAACTTGAGGGAGACGGGGAGTTGTGTGTGGAACCTTTAAAGGAACTATAAAAACACTCCTGTTGTTACGTAAATTTTCACTCTCACCAACGACT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ATAATAAGGAATGATCGTTAACTGTTGGACATTGATTCTGATGACATTTTCTCAAAAGGATAACCAGGAATATTTTGTACAAAATTAGGATTATTATAATAGGCATTTAGTTTTTCATTGTTACAAATTTTGAGG
M 1 M 1 M 1 i 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATTATTCCTTACTAGCAATTGACAACCTGTAACTAAGACTACTGTAAAAGAGTTTTCCTATTGGTCCTTATAAAACATGTTTTAATCCTAATAATATTATCCGTAAATCAAAAAGTAACAATGTTTAAAACTCC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AAAATCATTAATCATTTGAAAAAACTAATTGACATGTCTCCATTGTAGCAACTTGTATTTTCACTTCTAGTATCATGATTATATCCCCTGTGTAATTTGGAAATTGATTTTAGCATTAGGAAATTTCCTAGTTTC
1 N 1 L 1 M 1 N 1 L 1 M 1 M 1 N 1 L 1 M 1 M 1 L 1 N 1

T T T T t T y T t T y T ¥ T
TTTTAGTAATTAGTAAACTTTTTTGATTAACTGTACAGAGGTAACATCGTTGAACATAAAAGTGAAGATCATAGTACTAATATAGGGGACACATTAAACCTTTAACTAAAATCGTAATCCTTTAAAGGATCAAAG

LRRK2-201 >

LRRK2-201

49,140

49,275

49,410

49,545

49,680

49,815

49,950

50,085

50,220

50,355

50,490



AGTTAAAATGAATTTTTTGTAAGCTGAATTCTATTTTACATGCACAACTTTAGTTTGTTATTTCTTTCCTTGACAAGCATTTATTGAATGTTGTTATATGACTAAAACTGTAAGATGATAATGTTTTAATATTTT
M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
TCAATTTTACTTAAAAAACATTCGACTTAAGATAAAATGTACGTGTTGAAATCAAACAATAAAGAAAGGAACTGTTCGTAAATAACTTACAACAATATACTGATTTTGACATTCTACTATTACAAAATTATAAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CACATTTCTTTCATAGCTTCCAAAGTGTATATATATACTCACATACTTCATATATATGAATCTACTTATATACTGTATATAAAAATATGTATATAAATATATACACATTGTATATAAATGTGTATATATATTTAC

GTGTAAAGAAAGTATCGAAGGTTTCACATATATATATGAGTGTATGAAGTATATATACTTAGATGAATATATGACATATATTTTTATACATATATTTATATATGTGTAACATATATTTACACATATATATAAATG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACATGTATATAAATATACATACAAATGTATATAAATATACATATTTATACACAGATGTATATAAATATACATATTTATACACAGATGTATATAAATATACATATTTATACACAGATGTATATAAATATACATATT
N 1 . 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 . 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTACATATATTTATATGTATGTTTACATATATTTATATGTATAAATATGTGTCTACATATATTTATATGTATAAATATGTGTCTACATATATTTATATGTATAAATATGTGTCTACATATATTTATATGTATAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TATACACAGATGTATATAAATATACAAATATAAATATATACATTTATATATAAATATACATATTTATACACAGATGTATATAAATATACAAATATAAATATATACATTTATATATAAATATACATATTTATACAC
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATATGTGTCTACATATATTTATATGTTTATATTTATATATGTAAATATATATTTATATGTATAAATATGTGTCTACATATATTTATATGTTTATATTTATATATGTAAATATATATTTATATGTATAAATATGTG

I . >

LRRK2-201 >

LRRK2-201

AGATGTATATAAATATACAAATATAAATATATACATTTATATATAAATATATATATTTTTTGATACGTACAACTATCTTGGGAGATGGGATATTGTTATTATTTCCACATTTACAGATGAGGTCCTGTGGTTCAT
L 1 L 1 N 1 N 1 L 1 L 1 L 1 N 1 N 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
TCTACATATATTTATATGTTTATATTTATATATGTAAATATATATTTATATATATAAAAAACTATGCATGTTGATAGAACCCTCTACCCTATAACAATAATAAAGGTGTAAATGTCTACTCCAGGACACCAAGTA

[RRK2-201 >

LRRK2-201

CAATCTTTGTGTTTTATTCAAGATTATGTAAGCAGTAAGGGATGAAATCAGGCTGAGAACCCAAATTTCTTCATCCCTAAACAAAGTATTTCTTCTAAACATGGTATCCATTTACTAGTTTATCTCTATCAGGTG

GTTAGAAACACAAAATAAGTTCTAATACATTCGTCATTCCCTACTTTAGTCCGACTCTTGGGTTTAAAGAAGTAGGGATTTGTTTCATAAAGAAGATTTGTACCATAGGTAAATGATCAAATAGAGATAGTCCAC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ACCCTTTATTCATTATTTTTCATGAGAAGGTTGTAGTTGTACAAAGTGGCTGATATCTGATAATGTTTTAATCTAATTCAAAGTCGATTTCTTAAATCCAGGTGTCAGAGTAGCACACTACTGTACAATTCTCTG

TGGGAAATAAGTAATAAAAAGTACTCTTCCAACATCAACATGTTTCACCGACTATAGACTATTACAAAATTAGATTAAGTTTCAGCTAAAGAATTTAGGTCCACAGTCTCATCGTGTGATGACATGTTAAGAGAC

I . >

LRRK2-201 >

LRRK2-201

TTTCATGTTTTACAATTTACCACAGTCAAGTTACAACTTGCACATGTTACATTAAAATGTGAATTCACCTTAATTTCTTGAAATGAGCCAGAAGAAGAAGTGGTTTTGTTTTGTGATCAGGGAAATGCTACTTGA
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 . 1 M 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAAGTACAAAATGTTAAATGGTGTCAGTTCAATGTTGAACGTGTACAATGTAATTTTACACTTAAGTGGAATTAAAGAACTTTACTCGGTCTTCTTCTTCACCAAAACAAAACACTAGTCCCTTTACGATGAACT

I . >

TRRKZ-201 >

LRRK2-201

CTGCCAAATTGTCTAGAACAGCACATTAAAGTTGCTTGATTTTATACTGT TAAAATTAAATAAAACATGGCAACTGTCATGTCATATGTAACTTTTGTATTATTCTGTAACTTTTTTTGAAAATAAAAAGTGATC
N 1 L 1 N 1 N 1 M 1 N 1 . 1 M 1 M 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACGGTTTAACAGATCTTGTCGTGTAATTTCAACGAACTAAAATATGACAATTTTAATTTATTTTGTACCGTTGACAGTACAGTATACATTGAAAACATAATAAGACATTGAAAAAAACTTTTATTTTTCACTAG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

AAATTGATCTTCAGGTAAAGAATCTTTTTTCTCTTGATTATCTCTTAGTGGATGATGATTTGTTCCATTTAATGGGTAGAGAATTTATTGTTGCTGTTATTGTTTCAAAAGTAGCTGAATGAAACTCTTAACTTT
1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTAACTAGAAGTCCATTTCTTAGAAAAAAGAGAACTAATAGAGAATCACCTACTACTAAACAAGGTAAATTACCCATCTCTTAAATAACAACGACAATAACAAAGTTTTCATCGACTTACTTTGAGAATTGAAA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TTCTTCATAGTTAAAATTAAAACCTCAAGTAAATAAATATTTAACGTTTTGCCAAACTATGTAATCTAATTATGGGCTTAATGCATTTAAAGGCTTTGTATAATTTGCTACGTATTTTCACACAAGTTACCTGAA
M 1 N 1 M 1 L 1 L 1 N 1 M 1 L 1 L 1 M 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
AAGAAGTATCAATTTTAATTTTGGAGTTCATTTATTTATAAATTGCAAAACGGTTTGATACATTAGATTAATACCCGAATTACGTAAATTTCCGAAACATATTAAACGATGCATAAAAGTGTGTTCAATGGACTT

LRRK2-201 >

LRRK2-201

50,625

50,760

50,895

51,030

51,165

51,300

51,435

51,570

51,705

51,840

51,975



CATAAGTCCAGTCTTCCTGCTGTTTTCTGAGTCACACAGTGATTCAGTGACCGAACAGCTGTTGGCAGTGGTGTGGGTATAATAGGGAAAAGAGACTGATGGGGACAACCCAAGTTTAGACAAGCTGGTAAAAGT
1 N 1 M 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 1 1

T T T T
GTATTCAGGTCAGAAGGACGACAAAAGACTCAGTGTGTCACTAAGTCACTGGCTTGTCGACAACCGTCACCACACCCATATTATCCCTTTTCTCTGACTACCCCTGTTGGGTTCAAATCTGTTCGACCATTTTCA

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGAAGAAAATCTTCTTGAAAACACTAGTGATCACTAAGGGCTGTGGAGAATTTTTGCTTGGTGGGTGAATGTGGAAGAGGCAACAGCATGGGAAGGTGTTGGTAAAGGAGCTCCATACTTGCTTAAACTGCCTTT

TCTTCTTTTAGAAGAACTTTTGTGATCACTAGTGATTCCCGACACCTCTTAAAAACGAACCACCCACTTACACCTTCTCCGTTGTCGTACCCTTCCACAACCATTTCCTCGAGGTATGAACGAATTTGACGGAAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TGATTGTGAGGCCGTTGATGAATATTTAGTTTGGGCTTTAGGTTTTTTATGATACAGGATATTTTCCATTTCTGGCTTTGTATCTCAGAGATCACTTAGTTACACTTATAGATGAATAGGAGTTTCAATTCCTTG
1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T 4 T . T ¥ T ¥ T ¥ T ¥ T
ACTAACACTCCGGCAACTACTTATAAATCAAACCCGAAATCCAAAAAATACTATGTCCTATAAAAGGTAAAGACCGAAACATAGAGTCTCTAGTGAATCAATGTGAATATCTACTTATCCTCAAAGTTAAGGAAC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTTAGAAAGAAGCTTGGTAACTGTTAGTGAGTTACAAATAAGCCAAATAGAAGAAGGTACATATTTCTGCAGTATCAGGTAAAGTTTTTCCTCATAAGGATTTAGACTCTTGGATATCATATTAATTCTCAGAA
N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAATCTTTCTTCGAACCATTGACAATCACTCAATGTTTATTCGGTTTATCTTCTTCCATGTATAAAGACGTCATAGTCCATTTCAAAAAGGAGTATTCCTAAATCTGAGAACCTATAGTATAATTAAGAGTCTT

I . >

LRRK2-201 >

LRRK2-201

GAGTGGGTATAAAAAGGTATGGGACTTCTTCCTGGGGTGGGTTGGAGGTGGTGAAATACCTTTTTTTTTTTTTTTCTGAGATCATCATAGACAAGATCAAATAATGGTAAACATGCCAATGAATTTTCTAAGCAC
1 M 1 M 1 M 1 M 1 L 1 L 1 M 1 L 1 L 1 N 1 N 1 M 1 L 1

T T T T t T y T t T y T t T
CTCACCCATATTTTTCCATACCCTGAAGAAGGACCCCACCCAACCTCCACCACTTTATGGAAAAAAAAAAAAAAAGACTCTAGTAGTATCTGTTCTAGTTTATTACCATTTGTACGGTTACTTAAAAGATTCGTG

LRRK2-201 >

LRRK2-201

TATTCCTTTAAGTGAAAGAAGAGTGTTTCAGTAAAATGATTTAATATTGGGTCTTCCAAAAGATGGATTTAAGAGTTTCAACTTTAAAAGACAGAAAAATTAAGTTATTTTACACAATGAATATTGTCGTGCCGT

ATAAGGAAATTCACTTTCTTCTCACAAAGTCATTTTACTAAATTATAACCCAGAAGGTTTTCTACCTAAATTCTCAAAGTTGAAATTTTCTGTCTTTTTAATTCAATAAAATGTGTTACTTATAACAGCACGGCA

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

GTGTCACAGACATGACATGAGAGGGAATCAGAGAACATACAGTTAATACAACGCAAACTAGTATCATTACTTTTGCTCAATCACTTCCATTGTCTAAGTAAGATAATTAAAGGACAGCATAAAATAAAATTTCAA
1 N 1 . 1 N 1 N 1 N 1 N 1 M 1 . 1 M 1 N 1 M 1 M 1 M 1

T ¥ T . T X T g T W T d T i T B T . T £ T ¥ T . T i T
CACAGTGTCTGTACTGTACTCTCCCTTAGTCTCTTGTATGTCAATTATGTTGCGTTTGATCATAGTAATGAAAACGAGTTAGTGAAGGTAACAGATTCATTCTATTAATTTCCTGTCGTATTTTATTTTAAAGTT

I . >

LRRK2-201 >

I e

LRRK2-201

AACTTTACTCAATCATATTAAGCTATTTTAATTAAAGTAAATGTTTTAATGCCATTGAATATTCATCACCATTCAAAATTATTGATGTAAATAGTGTTATATGTTAAAGGTAATTTAACTTCCATGGATGAGAAT
M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGAAATGAGTTAGTATAATTCGATAAAATTAATTTCATTTACAAAATTACGGTAACTTATAAGTAGTGGTAAGTTTTAATAACTACATTTATCACAATATACAATTTCCATTAAATTGAAGGTACCTACTCTTA

I . >

LRRK2-201 >

LRRK2-201

TCAGCTAATGTTTCACTTAACTTTTAGGTAATTTTTTCAATATCCTGGTATTAAACGAAGTCCATGAGTTTGTGGTGAAAGCTGTGCAGCAGTACCCAGAGAATGCAGCATTGCAGATCTCAGCGCTCAGCTGTT
1 N 1 L 1 L 1 N 1 N 1 N 1 M 1 N 1 L 1 N 1 L 1 M 1 M 1

T T T T T T T T T T T T T T
AGTCGATTACAAAGTGAATTGAAAATCCATTAAAAAAGTTATAGGACCATAATTTGCTTCAGGTACTCAAACACCACTTTCGACACGTCGTCATGGGTCTCTTACGTCGTAACGTCTAGAGTCGCGAGTCGACAA

__________________________________________________________umws ________________Ppg

LRRK2-201 >
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LRRK2-201

TGGCCCTCCTCAGTAAGTAACTTCACTAAAAAGGGGATTCTTACAGAGGCATTTGACATCAAATATGAACATTGTAACAAGAGAATCATATGTACAGATGGAAGCATTCAATGCCTTTTCTGTCCTGTGTAGCTC
M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACCGGGAGGAGTCATTCATTGAAGTGATTTTTCCCCTAAGAATGTCTCCGTAAACTGTAGTTTATACTTGTAACATTGTTCTCTTAGTATACATGTCTACCTTCGTAAGTTACGGAAAAGACAGGACACATCGAG

I ——————————————————mm—S———————~>

LRRK2-201 >
T S S
A L
‘--------------------------------------------.-----------------------------------------------------.>
LRRK2-201

ATTTTCCAGTAGAGGATACTTTCAAGGAAACTAACAGTTGTGACAAATATACACATCTCAATGTAGAGTTTTGCTTTACATCATTCTTGATTTAGCTTTGTCATTAAGCAGCTAATCTGTTTTAAAAAAATTTTT
1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TAAAAGGTCATCTCCTATGAAAGTTCCTTTGATTGTCAACACTGTTTATATGTGTAGAGTTACATCTCAAAACGAAATGTAGTAAGAACTAAATCGAAACAGTAATTCGTCGATTAGACAAAATTTTTTTAAAAA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

52,110

52,245

52,380

52,515

52,650

52,785

52,920

53,055

53,190

53,325

53,460



ATTTGTGCCTGGGCATGGTGGCTCACGCCTGTAATCTCAGAACTTTGGGAGGCCGAGGCGGGTGGATCACAAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATATAAA
" 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
TAAACACGGACCCGTACCACCGAGTGCGGACATTAGAGTCTTGAAACCCTCCGGCTCCGCCCACCTAGTGTTCCAGTCCTCAAGCTCTGGTCGGACCGGTTGTACCACTTTGGGGTAGAGATGATTTTTATATTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

AATTAGTCTGGCATGGTGGCGGGCACCTATAATCCCAGCTGCTCGGGAGGCCGAGGCAGGAGTATCGCTTGGAACTGGAGGGTAGGAGTTGAAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGCAACAA

TTAATCAGACCGTACCACCGCCCGTGGATATTAGGGTCGACGAGCCCTCCGGCTCCGTCCTCATAGCGAACCTTGACCTCCCATCCTCAACTTCACTCGACTCTAACACGGTGACGTGAGGTCGGACCCGTTGTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GAATGAAACTCCATCTCAAAAAAAATAATTTATTTGTGTTTTAAGTTCTGGTGTACACGTGCAGGATGTGCAGGTTTTTCACATAGGTAGACGTGTGCCATGGTGGTTTGCTATACCTATTAACCCATCACCTAG
N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTACTTTGAGGTAGAGTTTTTTTTATTAAATAAACACAAAATTCAAGACCACATGTGCACGTCCTACACGTCCAAAAAGTGTATCCATCTGCACACGGTACCACCAAACGATATGGATAATTGGGTAGTGGATC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTATTAAGCCCAGCATGCATTAGCTATTTTTCCTAATGCTCTCCCTTCTCCAGTCCCATCCCCTAACAGGCCCCAGTGTGTATTGTCCCTCTCCCTGTGTTCATGTGTTCTCATTGTTCAGCTCCCATTTATAAG
1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CATAATTCGGGTCGTACGTAATCGATAAAAAGGATTACGAGAGGGAAGAGGTCAGGGTAGGGGATTGTCCGGGGTCACACATAACAGGGAGAGGGACACAAGTACACAAGAGTAACAAGTCGAGGGTAAATATTC

I . >

LRRK2-201 >

LRRK2-201

TGAGAACACGCAGTGTGTGGTTTTCTCTTCATGTGTTAGTTATCTGAGGATAATGGTTTCCAGCTCCATCCGTGTCCCTGCAAAGGACATGAGATAATTCCTTTTTATGGCTGCATAGTATTCCATGGTATATAT
L 1 L 1 L 1 L 1 M 1 M 1 M 1 M 1 N 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
ACTCTTGTGCGTCACACACCAAAAGAGAAGTACACAATCAATAGACTCCTATTACCAAAGGTCGAGGTAGGCACAGGGACGTTTCCTGTACTCTATTAAGGAAAAATACCGACGTATCATAAGGTACCATATATA

LRRK2-201 >

LRRK2-201

GTACCACATTTTCTTTATCTAGTCTATCATTGATGGGCATTTGGGTTGATTCCATGTCTTTGCTCTTGTGAATAGTGCTGTGATGAACTAATCTTTTCAAATAATCCTCCTCTCGTCTATTAGGTTTTTTTTTTT

CATGGTGTAAAAGAAATAGATCAGATAGTAACTACCCGTAAACCCAACTAAGGTACAGAAACGAGAACACTTATCACGACACTACTTGATTAGAAAAGTTTATTAGGAGGAGAGCAGATAATCCAAAAAAAAAAA

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

TTTGGTACCTTCTTCCTCATTTTATTATTTATCTGGATAGGATGGTAGCATTATGAGACGTATAATATATTAAAAATTATCTTTATAATTGACCAAGGCTTCTCCTAAAGCACACCTCATTCTGTTGGTAATATT
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAACCATGGAAGAAGGAGTAAAATAATAAATAGACCTATCCTACCATCGTAATACTCTGCATATTATATAATTTTTAATAGAAATATTAACTGGTTCCGAAGAGGATTTCGTGTGGAGTAAGACAACCATTATAA

I . >

LRRK2-201 >

LRRK2-201

TCAAAATATGGACTTAGAGTTGGTCAAACTGTTAAGTAGATAATATATATAATGTTTTTATATATTTTTCAATTTTTTTCAAGCTGAGACTATTTTCTTAAATCAAGATTTAGAGGAAAAGAATGAGAATCAAGA
1 M 1 M 1 M 1 L 1 M 1 L 1 M 1 L 1 L 1 N 1 M 1 L 1 M 1

T T T T T T T T T T T T T T
AGTTTTATACCTGAATCTCAACCAGTTTGACAATTCATCTATTATATATATTACAAAAATATATAAAAAGT TAAAAAAAGTTCGACTCTGATAAAAGAATTTAGTTCTAAATCTCCTTTTCTTACTCTTAGTTCT

W< ____________________Ppg
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LRRK2-201

GAATGATGATGAGGGGGAAGAAGATAAATTGTTTTGGCTGGAAGCCTGTTACAAAGCATTAACGTGGCATAGAAAGAACAAGCACGTGCAGGTAGGACTCTCATAAATATTAGAGTTATTCAAAATTATGTTTTC
N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CTTACTACTACTCCCCCTTCTTCTATTTAACAAAACCGACCTTCGGACAATGTTTCGTAATTGCACCGTATCTTTCTTGTTCGTGCACGTCCATCCTGAGAGTATTTATAATCTCAATAAGTTTTAATACAAAAG

T —————————————————————————————————————— T ————>

LRRK2-201 >
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LRRK2-201

CAGTCATTTATATTTTGACAGATTTCTTTTTTCTCCCCTAATCCAGGAGGCCGCATGCTGGGCACTAAATAATCTCCTTATGTACCAAAACAGTTTACATGAGAAGATTGGAGATGAAGATGGCCAGTTAGTAGT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
GTCAGTAAATATAAAACTGTCTAAAGAAAAAAGAGGGGATTAGGTCCTCCGGCGTACGACCCGTGATTTATTAGAGGAATACATGGTTTTGTCAAATGTACTCTTCTAACCTCTACTTCTACCGGTCAATCATCA

I . R >

[RRK2-201 >
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LRRK2-201

TTTGATTTTATATGATAGAAAATTTCAGTTATATTTTAAATCAATACCTATAAAATACCTTAACCGTAACTTTTATTGTTAGAAATATTTTTGATATAGGCATTTAGTTTTAGATGTTGCTGCAAAATAGTAGTA
N 1 . 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 . 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAACTAAAATATACTATCTTTTAAAGTCAATATAAAATTTAGTTATGGATATTTTATGGAATTGGCATTGAAAATAACAATCTTTATAAAAACTATATCCGTAAATCAAAATCTACAACGACGTTTTATCATCAT

I . >

LRRK2-201 >

I T T

LRRK2-201

53,595

53,730

53,865

54,000

54,135

54,270

54,405

54,540

54,675

54,810

54,945



GGTATGTAGTATTTTGATCTCATCACCTTCAGGAGTTAGAAAAGGTAGAATGAGAGTTATTATTGAGAGATTTGGAATCAAGGGTCATTTGGTAATTCATGAATCATGGAGAAAGAATCTTTCTATTTTCTGGCT
1 " 1 " 1 M 1 1 1 M 1 M 1 1 1 M 1 M 1 " 1 " 1 M 1 M 1

T T T T
CCATACATCATAAAACTAGAGTAGTGGAAGTCCTCAATCTTTTCCATCTTACTCTCAATAATAACTCTCTAAACCTTAGTTCCCAGTAAACCATTAAGTACTTAGTACCTCTTTCTTAGAAAGATAAAAGACCGA

T ———— T ——————

LRRK2-201 >

I e R LY

LRRK2-201

GATCGTTTTAAAATGCCATATTAATTCATCTTGGGTGATAGAAATTGCAGAGCCATCTGTGATCTTTTCTTCTATGGTGACTAGCCAGCAGGTTGTCAATATCAGAAATTAGATTTGGTTAGAGAGCTTCCTATG

CTAGCAAAATTTTACGGTATAATTAAGTAGAACCCACTATCTTTAACGTCTCGGTAGACACTAGAAAAGAAGATACCACTGATCGGTCGTCCAACAGTTATAGTCTTTAATCTAAACCAATCTCTCGAAGGATAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATGAGTTCCCAACTGATGTGACAGAGTTGACCTGTCTTCTTTCGAGAGGGTTATTTGAAGCTGTCATCTCTGGATAACTCTTTCAATAGGAGTGCCATTCAAACATCATAAGACCGGCACTCTCTCCCAAAGATA
1 M 1 N 1 . 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T x T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
TACTCAAGGGTTGACTACACTGTCTCAACTGGACAGAAGAAAGCTCTCCCAATAAACTTCGACAGTAGAGACCTATTGAGAAAGTTATCCTCACGGTAAGTTTGTAGTATTCTGGCCGTGAGAGAGGGTTTCTAT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CAAGCTGTAGCAAGGAGTTTTGTGCATATCAGGTTTGTTTCATATCCGTGAGCCTTTGTGTTTTATGGCAACTGATTGATTATACTTGTGCTATTTGCAATGGGTATCCTCTGGGTTTTAAATAGTGAATGACTT
N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTTCGACATCGTTCCTCAAAACACGTATAGTCCAAACAAAGTATAGGCACTCGGAAACACAAAATACCGTTGACTAACTAATATGAACACGATAAACGTTACCCATAGGAGACCCAAAATTTATCACTTACTGAA

I . >

LRRK2-201 >

LRRK2-201

ATTTTGGAAACAAATAGTAGTATTCTATGTCTGAAATCTTGACCGTCTATTTGTTTAATTATCTATTGCTGATAAGAAGGGAATTAATAACACAGATGCTACTTAATTAAATATTTTCATTTTGACAAGAAACAG
1 N 1 L 1 M 1 M 1 M 1 M 1 M 1 L 1 L 1 M 1 N 1 M 1 L 1

T T T T t T y T t T y T t T
TAAAACCTTTGTTTATCATCATAAGATACAGACTTTAGAACTGGCAGATAAACAAATTAATAGATAACGACTATTCTTCCCTTAATTATTGTGTCTACGATGAATTAATTTATAAAAGTAAAACTGTTCTTTGTC

LRRK2-201 >

LRRK2-201

TAATTCTTTTGAAAACTATGCTAAATTGGCATCTTAATAATCTCATGTTGAGCAAGGCTTTTGGAGATTAGGGTAAGGGAGATTCATGTCGCAGTTTATAAATTTCAGTTCATAGGATACCTATTTTTCAATATC

ATTAAGAAAACTTTTGATACGATTTAACCGTAGAATTATTAGAGTACAACTCGTTCCGAAAACCTCTAATCCCATTCCCTCTAAGTACAGCGTCAAATATTTAAAGTCAAGTATCCTATGGATAAAAAGTTATAG

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

CATAAGATAACTTTAAAATAAATATATTATTAAAACAAAGAAAATATATTTACGTTATACATCTTTAAAACCTACCTTGCTTCTTTACAATTTTCAGTTTTTCCTCTCTTGTTTCCATTCTCTTCTCCTCACTTT
1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1

T ¥ T ¥ T 1 T ¥ T . T B T . T ¥ T . T ¥ T ¥ T ¥ T . T
GTATTCTATTGAAATTTTATTTATATAATAATTTTGTTTCTTTTATATAAATGCAATATGTAGAAATTTTGGATGGAACGAAGAAATGT TAAAAGTCAAAAAGGAGAGAACAAAGGTAAGAGAAGAGGAGT GAAA

I . R >

LRRK2-201 >

LRRK2-201

ACCTTTTTCCTCAGCATCTCTTTACATATCTGCTGAGCTTTTTTATTTCTCTCTGCTGCATATGCTTTTGAAAAAGCATAAAAATACTAATTTGTTAGGATTTAATTAATTCGAGTCTTAAAAAATGAACTATAA
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 X 1 M 1 X 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGGAAAAAGGAGTCGTAGAGAAATGTATAGACGACTCGAAAAAATAAAGAGAGACGACGTATACGAAAACTTTTTCGTATTTTTATGATTAAACAATCCTAAATTAATTAAGCTCAGAATTTTTTACTTGATATT

I . >

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTCACTCTTGTAAGTGGAGGTGGCATGAAATATTGTTTATATGCTCTTAATTGTTGTTAGAGATATTTGATAATGGCAAGTGAGAATTTGAGATAGTTATTTAAAAGATTACTACTAACATTTTGTTTGAATTTT
1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGTGAGAACATTCACCTCCACCGTACTTTATAACAAATATACGAGAATTAACAACAATCTCTATAAACTATTACCGTTCACTCTTAAACTCTATCAATAAATTTTCTAATGATGATTGTAAAACAAACTTAAAA

I ——————m————————— >

LRRK2-201 >

LRRK2-201

TGAAAGTTTCCCAGCTCATAGGGAAGTGATGCTCTCCATGCTGATGCATTCTTCATCAAAGGAAGTTTTCCAGGCATCTGCGAATGCATTGTCAACTCTCTTAGAACAAAATGGTAAGCAGTGGGCCATGTTTTC
N 1 L 1 N 1 M 1 M 1 N 1 L 1 L 1 M 1 N 1 N 1 M 1 L 1 L

T T T T T T T T T T T T T T
ACTTTCAAAGGGTCGAGTATCCCTTCACTACGAGAGGTACGACTACGTAAGAAGTAGTTTCCTTCAAAAGGTCCGTAGACGCTTACGTAACAGTTGAGAGAATCTTGTTTTACCATTCGTCACCCGGTACAAAAG

< _______Pg

[RRK2-201 >
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LRRK2-201

AAATAAAGGGAAACACATTTTTGTGGTATTTTTAATTATAGAAGCTATATACTGTGAAAAATTTACATAATTTATAAAGCTATATATTGTGAAAGATATCTCTATGTGTAGAGATGTATTGACATATGGATTATG
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 L 1 M 1 M 1 L 1 M 1 N 1

T T T T T T T T T T T T T T
TTTATTTCCCTTTGTGTAAAAACACCATAAAAATTAATATCTTCGATATATGACACTTTTTAAATGTATTAAATATTTCGATATATAACACTTTCTATAGAGATACACATCTCTACATAACTGTATACCTAATAC

I . >

LRRK2-201 >

e e L e L)

LRRK2-201

55,080

55,215

55,350

55,485

55,620

55,755

55,890

56,025

56,160

56,295

56,430



AATATATAGGTAAAAGGATGAAGAATAAAATAAACATTTGTTGTATATTTTTCCGGACTTCTATGTGTAAACTCACACATGACATATACAAAATTTTATGTATTTTGTAGAAATGGGATCATATTATACTCTTTT
" 1 M 1 i 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
TTATATATCCATTTTCCTACTTCTTATTTTATTTGTAAACAACATATAAAAAGGCCTGAAGATACACATTTGAGTGTGTACTGTATATGTTTTAAAATACATAAAACATCTTTACCCTAGTATAATATGAGAAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATAACCAAATTTTATTTATTCTCTTTTTTATGTTGATACATGTGTATTCTCACATTATCATTTTATTTTTAATTTTTTAAATTAATTTTTGTTTTTAGATATGGTCTCACTCTGTCACCTAGGCTGGAGTGCAGT

TATTGGTTTAAAATAAATAAGAGAAAAAATACAACTATGTACACATAAGAGTGTAATAGTAAAATAAAAATTAAAAAATTTAATTAAAAACAAAAATCTATACCAGAGTGAGACAGTGGATCCGACCTCACGTCA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACCATGATCATGGCTCACTACAACCTCAAACTTTTGGACTCAGGTGATGCTCCCACCTCAGCTTCCTGAGTATCTGGGACTACAGGCATGCACTGCCATACCTGGCTAATTTTTTGCAGAGATGGTGTTTTGCCA
M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGGTACTAGTACCGAGTGATGTTGGAGTTTGAAAACCTGAGTCCACTACGAGGGTGGAGTCGAAGGACTCATAGACCCTGATGTCCGTACGTGACGGTATGGACCGATTAAAAAACGTCTCTACCACAAAACGGT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TATTGCCCAGGCTGGTCTCGAATTCCTGGGCTCAAGCAATCCATCTGCCTTGGCCTCCCAAGTGCTGGGATTACAGGCATGAACCACTGTGCCCGGCCCAAATTATAATTTTTAATAGCTTTGTAGTTTTTCAGT
1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATAACGGGTCCGACCAGAGCTTAAGGACCCGAGTTCGTTAGGTAGACGGAACCGGAGGGTTCACGACCCTAATGTCCGTACTTGGTGACACGGGCCGGGTTTAATATTAAAAATTATCGAAACATCAAAAAGTCA

I . >

LRRK2-201 >

LRRK2-201

GCTTGCCTGTATTCTGTTTTATGAACCAATTTCTTACTGATGAAGTTTTAGTTTGTGTCCAGTGGGATGTTTCTGGAACCCATAGTAAACACCAGTGATCACTTTCCTCCTCTGTTTTCCTTTATACATGGTTCC
L 1 M 1 N 1 M 1 L 1 M 1 L 1 L 1 M 1 L 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
CGAACGGACATAAGACAAAATACTTGGTTAAAGAATGACTACTTCAAAATCAAACACAGGTCACCCTACAAAGACCTTGGGTATCATTTGTGGTCACTAGTGAAAGGAGGAGACAAAAGGAAATATGTACCAAGG

[RRK2-201 >

LRRK2-201

TATTATTTTCTTGGGAAAATTTCATAGAAATGCAACTGGGTAGAGAGCTATTCACCATTTTAAAATCTGGTAAAATTGTCTATTATAAATTTCCACACTATACTTTTTTAAAAAATCGTTCTTTAATGTAATTCT

ATAATAAAAGAACCCTTTTAAAGTATCTTTACGTTGACCCATCTCTCGATAAGTGGTAAAATTTTAGACCATTTTAACAGATAATATTTAAAGGTGTGATATGAAAAAATTTTTTAGCAAGAAATTACATTAAGA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TATAAATCTTATAGCTTTGTATAATTATGAAGAGAAAAATGGCTTGTATCCCTTTAGAAAGACATGAGTTTTAAGATTATGGTTCAGGCTGCTCAAATTTCTTCCCCCATAAACAGGAATACTGCCAGAAATCCT

ATATTTAGAATATCGAAACATATTAATACTTCTCTTTTTACCGAACATAGGGAAATCTTTCTGTACTCAAAATTCTAATACCAAGTCCGACGAGTTTAAAGAAGGGGGTATTTGTCCTTATGACGGTCTTTAGGA

I . >

LRRK2-201 >

LRRK2-201

TAGGTGAAAACTCATCATAAAGGCATTGGGACTTGGCAGCTTTTGCAGGACATTTTTAGAGGGCAAAAAATAGAGAAAAACACTGAAAGTCAGAGACAGAGACCAGTGTAAGCATCAGCTTTTAATAGAGAAACT
1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 L 1 M 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATCCACTTTTGAGTAGTATTTCCGTAACCCTGAACCGTCGAAAACGTCCTGTAAAAATCTCCCGTTTTTTATCTCTTTTTGTGACTTTCAGTCTCTGTCTCTGGTCACATTCGTAGTCGAAAATTATCTCTTTGA

I . >

TRRKZ-201 >

LRRK2-201

GGGTAGGGTGGAAAAAAAATAAAGCAACCACCTCATGCATGTTTCTTTATATTATTATTGAAGTCAAATAAAGAGGAAAATCATTTCTTCTTCCTCTTCCTCCTTTTTCATCTCACCTCTCCAATGGCACTTTAA
. 1 X 1 M 1 i 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCCATCCCACCTTTTTTTTATTTCGTTGGTGGAGTACGTACAAAGAAATATAATAATAACTTCAGTTTATTTCTCCTTTTAGTAAAGAAGAAGGAGAAGGAGGAAAAAGTAGAGTGGAGAGGTTACCGTGAAATT

= ____________________pJ

LRRK2-201 >
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LRRK2-201

TAAAACGCTTGGAGTGGCCAGGGCACTGACAGACAGACAGGGGCTGCTCTCAAGGATAATGAGTCAAAGGGGAAGGAGAGGGAATCGCTGTTCTCGAATCTCTCTTATTCTACTGTGCAGTTAAAGAGGTCTGGA
1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATTTTGCGAACCTCACCGGTCCCGTGACTGTCTGTCTGTCCCCGACGAGAGTTCCTATTACTCAGTTTCCCCTTCCTCTCCCTTAGCGACAAGAGCTTAGAGAGAATAAGATGACACGTCAATTTCTCCAGACCT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CAGGGATTTCACTCCTGAAAATGAGGACTGGACTTTGTGGCTTCTGTTGGGGCACCTTTAGAGTGGAGGTAGACTTTTACTATGTACAGACAACATTGTGTTGGTGACATCATTCATAACCACCTGGAAATCTCC
L 1 N 1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 M 1 L 1 M 1 L

t T t T t T t T t T t T T T
GTCCCTAAAGTGAGGACTTTTACTCCTGACCTGAAACACCGAAGACAACCCCGTGGAAATCTCACCTCCATCTGAAAATGATACATGTCTGTTGTAACACAACCACTGTAGTAAGTATTGGTGGACCTTTAGAGG

LRRK2-201 >

LRRK2-201

56,565

56,700

56,835

56,970

57,105

57,240

57,375

57,510

57,645

57,780

57,915



TTTGATATGCAAATCAAACAACCATAACTTTGTGAAATTTCGACTGCTTCCTATTGTGGTGTCTGAGGACTGGTTACATTCAGAGTCCACCCTGATGTCTTTGTTCAGTTTTCTGCTCTTTCTAGTTCCTTACTT
1 M 1 M 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
AAACTATACGTTTAGTTTGTTGGTATTGAAACACTTTAAAGCTGACGAAGGATAACACCACAGACTCCTGACCAATGTAAGTCTCAGGTGGGACTACAGAAACAAGTCAAAAGACGAGAAAGATCAAGGAATGAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CTTTGTTCCTGATCACCTGTCAAGTAAAATGTCCTCAGATCCTTTTGTATTGTCTTTGGAGTTCTGCCTTAATAAAGCATGAAGAACTTGAGTAGCTCGTTCATCAACTTTCTTGGGCAATTTCTCATTGAAAGA

GAAACAAGGACTAGTGGACAGTTCATTTTACAGGAGTCTAGGAAAACATAACAGAAACCTCAAGACGGAATTATTTCGTACTTCTTGAACTCATCGAGCAAGTAGTTGAAAGAACCCGTTAAAGAGTAACTTTCT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CACTTGGGTGTCTTTGGGTGTGCAGAGCTGAGCATGGCTTTATGTTTTTAGAAAAAATGGCTACATTGGCAGGCAGAAGAACTGCGTCCTTGGAATCATGGAGGTCCCAAGGTTGCATACATTTTGTGTGACATT
1 M 1 N 1 N 1 M 1 . 1 N 1 M 1 . 1 M 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
GTGAACCCACAGAAACCCACACGTCTCGACTCGTACCGAAATACAAAAATCTTTTTTACCGATGTAACCGTCCGTCTTCTTGACGCAGGAACCTTAGTACCTCCAGGGTTCCAACGTATGTAAAACACACTGTAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTCCTATTCAATTAATTAACTAATATTTATTGAGCTCCCAAGTGTGTAGTGTCTGTAGGCACTTGGGATGCATTCATTAAGTAAAAATCCCAGGCTCATGGAGTTTAAACTGTAGTAGGGAAGATAATAAGATT
N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 . 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAGGATAAGTTAATTAATTGATTATAAATAACTCGAGGGTTCACACATCACAGACATCCGTGAACCCTACGTAAGTAATTCATTTTTAGGGTCCGAGTACCTCAAATTTGACATCATCCCTTCTATTATTCTAA

I . >

LRRK2-201 >

LRRK2-201

AACTAAAATATGTAATATTTGAGGCAGTTAAGAATAAAAAATGAAGCAAGGAAGGAGAATATGATATGTTAGACATCAGAGGAGATGAAGTTGTGAATAGGCAGCCAGGAAAGAAGGTGACTATTGAGTAAGACC
1 N 1 M 1 N 1 L 1 L 1 M 1 M 1 L 1 L 1 N 1 N 1 N 1 L 1

T T T T t T y T t T y T t T
TTGATTTTATACATTATAAACTCCGTCAATTCTTATTTTTTACTTCGTTCCTTCCTCTTATACTATACAATCTGTAGTCTCCTCTACTTCAACACTTATCCGTCGGTCCTTTCTTCCACTGATAACTCATTCTGG

[RRK2-201 >

LRRK2-201

TGCAGGGCGTCGCATATTGTTTTTTGCCTCTGAAAGCAGTTAATTTCCTGTTAAAATGGAGTGGATGAGATCAAGAGTATTACGTAGATAGCTGGTAAATGCGATAGTGTGTAAAATGTTCTATAAAGTCTAACG

ACGTCCCGCAGCGTATAACAAAAAACGGAGACTTTCGTCAATTAAAGGACAATTTTACCTCACCTACTCTAGTTCTCATAATGCATCTATCGACCATTTACGCTATCACACATTTTACAAGATATTTCAGATTGC

I . >

[RRK2-201 >
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LRRK2-201

TGACTTTATGATGAAATTTCTTCTTCTAGGTTTATTGCTTGCAATTTTCAAACCACACATTGGGTTACTGTCTAGGATAGTGATTCTTAAAGTGTGGTTCCTGGACCAGCAGCATTTGCTGGGGGAACTTGATAA

ACTGAAATACTACTTTAAAGAAGAAGATCCAAATAACGAACGTTAAAAGTTTGGTGTGTAACCCAATGACAGATCCTATCACTAAGAATTTCACACCAAGGACCTGGTCGTCGTAAACGACCCCCTTGAACTATT

I . >
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LRRK2-201

ACAGTGTAAATTCAAGGACCCCATACAGACCTTCTCAATCACAAACCCTGGAGTTGAGACCCAGCAATCCATGTTTTAACAAGCTCTCCAGGTGATTCTGATGCACACTAAAGTTTGAGAACCACTAACCCAGTG
M 1 3 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 . 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTCACATTTAAGTTCCTGGGGTATGTCTGGAAGAGTTAGTGTTTGGGACCTCAACTCTGGGTCGTTAGGTACAAAATTGTTCGAGAGGTCCACTAAGACTACGTGTGATTTCAAACTCTTGGTGATTGGGTCAC

I . >

TRRKZ-201 >

LRRK2-201

TCATTTTTGTCTTTTAAAGTGTCTTCTTGGCTAGAAGCTAGCCACTTTGGGAAAGGTTATTACAACTTCTGATGTGATCAAGCAAAGTAACCAACTCTTTATTGTATCTTAATATGTGATATTCTGAATGTGTTT
1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 i 1 . 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTAAAAACAGAAAATTTCACAGAAGAACCGATCTTCGATCGGTGAAACCCTTTCCAATAATGTTGAAGACTACACTAGTTCGTTTCATTGGTTGAGAAATAACATAGAATTATACACTATAAGACTTACACAAA

= ____________________pJ
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LRRK2-201

AAAAGGTATGAGTTTTTCAGGCTCTGGCAGTATTTTAGAATGTGTATGTGATTTCTATTTATTTCCATGTTTTGTCCTATCTTCTTAAGATAGACTACTTATTTTAAAAGCAGTACTTAAGTTAAAACTTTTTAT
N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTTCCATACTCAAAAAGTCCGAGACCGTCATAAAATCTTACACATACACTAAAGATAAATAAAGGTACAAAACAGGATAGAAGAATTCTATCTGATGAATAAAATTTTCGTCATGAATTCAATTTTGAAAAATA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GTTTCTTTTTCTGCCACTTTCAAAGTGTTGAATCACAGTGTGTAATGTTGGAACTGATATTTTTATAGCGGCTTCAAGACAATTGATATTTATGTGGAAACTTGAAGACAGTAGGTTTATGTTTAGTGAAGGAAG
1 M 1 M 1 L 1 N 1 L 1 M 1 M 1 N 1 M 1 L 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
CAAAGAAAAAGACGGTGAAAGTTTCACAACTTAGTGTCACACATTACAACCTTGACTATAAAAATATCGCCGAAGTTCTGTTAACTATAAATACACCTTTGAACTTCTGTCATCCAAATACAAATCACTTCCTTC

LRRK2-201 >

LRRK2-201

58,050

58,185

58,320

58,455

58,590

58,725

58,860

58,995

59,130

59,265

59,400



TTTATTACAAAGAGGAAAATTGGCCAGTTGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATTGCTTGAGCTCAGGAGTTCAAGACCAGGCTGGGCAACATAGTGAGATCCCCTC
" 1 M 1 M 1 " 1 M 1 M 1 3 1 M 1 M 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
AAATAATGTTTCTCCTTTTAACCGGTCAACACCACCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGTTCCGTCCTCCTAACGAACTCGAGTCCTCAAGTTCTGGTCCGACCCGTTGTATCACTCTAGGGGAG

T ———— T ——————

LRRK2-201 >

LRRK2-201

TCTACAAAATATTAACAAAAATTAGCCAGGCATGGTGGCACACTTGTAGTCCCTGGTACTTGGAGGCTGAGACAGGAGGATCACTTGAGGCCAGGAGGTTAAGACTGCAGTGAGCTATGATCATGCTACTGCACT

AGATGTTTTATAATTGTTTTTAATCGGTCCGTACCACCGTGTGAACATCAGGGACCATGAACCTCCGACTCTGTCCTCCTAGTGAACTCCGGTCCTCCAATTCTGACGTCACTCGATACTAGTACGATGACGTGA

=z ___________________________________pg
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LRRK2-201

CCAGCCTTGGCAACAGAGAGAGATGCTGTCACAAAAAGAAACACCAACAAAAAAAGAGGAAAATTATTCCTTAATCATTATTGCTGGAATATAGTTACTTTCCACAAATAGTGAAGTGCCAGTTGTAAAGCATAT
N 1 . 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTCGGAACCGTTGTCTCTCTCTACGACAGTGTTTTTCTTTGTGGTTGTTTTTTTCTCCTTTTAATAAGGAATTAGTAATAACGACCTTATATCAATGAAAGGTGTTTATCACTTCACGGTCAACATTTCGTATA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTATATGTTTCCTAGACTTTGGCATTACTTTGTGAAAATAACTGTAATTACTTATGTTCTATGTAAATGCTTTCCATTCATTTGTATATGATGGCATATATAGAAATTATAATGTTTGTAAAGTCCACTGGGATA
1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GATATACAAAGGATCTGAAACCGTAATGAAACACTTTTATTGACATTAATGAATACAAGATACATTTACGAAAGGTAAGTAAACATATACTACCGTATATATCTTTAATATTACAAACATTTCAGGTGACCCTAT

I . >

LRRK2-201 >

LRRK2-201

AATGGACAAAGCAGCTGAAGGCTGAAAGCAACCAAGCCTTTTACAGCCCCTTCATTCCCCACACTCCCAAAAAGCTGAGTGAATGGTCGATACCTCCACATGCTTATAACTCATTCCCAGCCCACCAGTGTCTAG
L 1 L 1 L 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
TTACCTGTTTCGTCGACTTCCGACTTTCGTTGGTTCGGAAAATGTCGGGGAAGTAAGGGGTGTGAGGGTTTTTCGACTCACTTACCAGCTATGGAGGTGTACGAATATTGAGTAAGGGTCGGGTGGTCACAGATC

LRRK2-201 >

LRRK2-201

CATATCTGGTTAGTCTTAGCTTTATATAAGTGCAGTTATTTGTGAACTTGTTTTAAGTATTGGAATACAATTTAACTTTCATTCTTATTTTGGAGACCATTATTTAAACAGATTTCTTTTTTCCTGCAAAAACAC

GTATAGACCAATCAGAATCGAAATATATTCACGTCAATAAACACTTGAACAAAATTCATAACCTTATGTTAAATTGAAAGTAAGAATAAAACCTCTGGTAATAAATTTGTCTAAAGAAAAAAGGACGTTTTTGTG

I . >
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LRRK2-201

TCTTTTCACAATGGACAGAGACACGGTGATTACATTAAAACCATCTACTCTATGAATAAAAATGT TAAAACCAAAATCCCAACAAAGGGTTAATAAAGGCAAAAAAAATTGGAAATGACATGTGTTTTAAAGAAA
M 1 . 1 M 1 M 1 N 1 N 1 M 1 : 1 N 1 N 1 . 1 N 1 M 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAAAAGTGTTACCTGTCTCTGTGCCACTAATGTAATTTTGGTAGATGAGATACTTATTTTTACAATTTTGGTTTTAGGGTTGTTTCCCAATTATTTCCGTTTTTTTTAACCTTTACTGTACACAAAATTTCTTT

I . >

LRRK2-201 >

I e

LRRK2-201

TAAACATGAATTATCTTTAAGCTGTCAATGAACTATAAATTATGTGTGCTCTTGTATATGCTTTCCTGTAAATTTGGACTATATTAATATTCTAAAGCTTATGGTAAAATTATGAAAATATGCTTTCATATCTAT
1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATTTGTACTTAATAGAAATTCGACAGTTACTTGATATTTAATACACACGAGAACATATACGAAAGGACATTTAAACCTGATATAATTATAAGATTTCGAATACCATTTTAATACTTTTATACGAAAGTATAGATA

I . >

LRRK2-201 >

LRRK2-201

AAGTAACATTTTAAAAAATCTCAGTTAATTTCAGAAAAATACTGTTATCAAAAGGAATACACCTGAATGTTTTGGAGTTAATGCAGAAGCATATACATTCTCCTGAAGTGGCTGAAAGTGGCTGTAAAATGCTAA
L 1 L 1 M 1 L 1 M 1 M 1 L 1 L 1 N 1 L 1 L 1 N 1 M 1 L

T T T T T T T T T T T T T T
TTCATTGTAAAATTTTTTAGAGTCAATTAAAGTCTTTTTATGACAATAGTTTTCCTTATGTGGACTTACAAAACCTCAATTACGTCTTCGTATATGTAAGAGGACTTCACCGACTTTCACCGACATTTTACGATT
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LRRK2-201

ATCATCTTTTTGAAGGAAGGTAATATAGATTCATTAACTTGTACAGAATATATCATATTGGGCCAGGTAGAATATCAATATTTCAAGCATATTTCTAACAATGAAAAGAAAAAGAAAAACATAAGACACTTGAAA
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TAGTAGAAAAACTTCCTTCCATTATATCTAAGTAATTGAACATGTCTTATATAGTATAACCCGGTCCATCTTATAGTTATAAAGTTCGTATAAAGATTGTTACTTTTCTTTTTCTTTTTGTATTCTGTGAACTTT

I ——————————————————mm—S———————~>

LRRK2-201 >
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LRRK2-201

ACTGAAGCATTTTGCAATGTAATCTCGTGTCACTAGTACCATAGACTTACTTTATCTGAACACTGAAAGGAATGGCAAGATTGTGGAAACATGTTGAAGGTTTGCTTTTGAACCTGATGCTTGATGTTGACTATA
N 1 M 1 M 1 N 1 N 1 M 1 " 1 N 1 N 1 M 1 M 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TGACTTCGTAAAACGTTACATTAGAGCACAGTGATCATGGTATCTGAATGAAATAGACTTGTGACTTTCCTTACCGTTCTAACACCTTTGTACAACTTCCAAACGAAAACTTGGACTACGAACTACAACTGATAT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

59,535

59,670

59,805

59,940

60,075

60,210

60,345

60,480

60,615

60,750

60,885



TTTTGAAAAGTGGTAATTGTATAGCACATAGCATACAGCAGTTTTTCTAATTATTGTGTGTGTGAAAGTTATAAAAGATAAAATCAGTTTATGGCTAAATTTTGCTCTTTCACAACGAATATATTATTCCTTCAT
1 M 1 " 1 M 1 1 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1

T T T T
AAAACTTTTCACCATTAACATATCGTGTATCGTATGTCGTCAAAAAGATTAATAACACACACACTTTCAATATTTTCTATTTTAGTCAAATACCGATTTAAAACGAGAAAGTGTTGCTTATATAATAAGGAAGTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CTGAATGAACTTTGTCTTCTCTTCCTGCTCTCAATCCTTAGTTAGGGAAAATTTTAACTACATCTAGTCCAAGTGCAGAGATGCTAAGATTATATAGCTGGCGGTTAGTGGCACAACAGAGACCATATCCTTTGA

GACTTACTTGAAACAGAAGAGAAGGACGAGAGTTAGGAATCAATCCCTTTTAAAATTGATGTAGATCAGGTTCACGTCTCTACGATTCTAATATATCGACCGCCAATCACCGTGTTGTCTCTGGTATAGGAAACT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TCTATGTGTGGATGGTGGTGGGGCAGGGTGGGATGAGGTGGGGGTGAGGGGTGGTAGGTGTGGGCAGAACTCTCATGTGTAAAAAAAATAATTGGCACAGAAGTTGCAGTGAAAACTAATTTTGTTCCTGGTTTT
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
AGATACACACCTACCACCACCCCGTCCCACCCTACTCCACCCCCACTCCCCACCATCCACACCCGTCTTGAGAGTACACATTTTTTTTATTAACCGTGTCTTCAACGTCACTTTTGATTAAAACAAGGACCAAAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GCCACTAATTTGAGCCAACTGTTTCATCTCTAAAACTTCACGTTCCTCATTGATAAAGAGGAATGATAATAACAACTTTGAAAGTTGTAAGCTTAGAATGTAAGGATTAAATAAATTAATTTTTACAAAGGGATT
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGGTGATTAAACTCGGTTGACAAAGTAGAGATTTTGAAGTGCAAGGAGTAACTATTTCTCCTTACTATTATTGTTGAAACTTTCAACATTCGAATCTTACATTCCTAATTTATTTAATTAAAAATGTTTCCCTAA

I . >

LRRK2-201 >

LRRK2-201

AGGATAATGCCTGCTGCATTTTAAGCACTCAACAAATTGTGTCTATTGTTGTTATACTGTTACTAAGTGTGAATAAATGAAGTGCATATAGCATGAAATGTAGCGTAACTGCAGACTTGTAAGAAGTAGGGTTAC
1 N 1 M 1 L 1 M 1 M 1 M 1 M 1 L 1 N 1 N 1 M 1 M 1 L 1

T T T T t T y T t T y T t T
TCCTATTACGGACGACGTAAAATTCGTGAGTTGTTTAACACAGATAACAACAATATGACAATGATTCACACTTATTTACTTCACGTATATCGTACTTTACATCGCATTGACGTCTGAACATTCTTCATCCCAATG

[RRK2-201 >

LRRK2-201

ACTGTTTTTAACATCAGTCTAACTAATCTATGTTTATATATCTTTCTAAGCTGTATTTCTCTTATTTAAGTGTTGTTTTTGAACACTGAGATGAAAAGTTTATCTTAAATGTTGATTTTAATGGGGCCGGAAGTG

TGACAAAAATTGTAGTCAGATTGATTAGATACAAATATATAGAAAGATTCGACATAAAGAGAATAAATTCACAACAAAAACTTGTGACTCTACTTTTCAAATAGAATTTACAACTAAAATTACCCCGGCCTTCAC

I . >

[RRK2-201 >
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LRRK2-201

TGCAAACCTTTACAAATGAGGCAAAAACACAGCGGAATAAACTCCAGTCTAGGATTCTGTAGATTCTGGGCAAGGCATTTAATGTTTCTCGCTGCATGCTCTTACGTAAAATGTGTACAGTTGCAGCCCTGGAGA

ACGTTTGGAAATGTTTACTCCGTTTTTGTGTCGCCTTATTTGAGGTCAGATCCTAAGACATCTAAGACCCGTTCCGTAAATTACAAAGAGCGACGTACGAGAATGCATTTTACACATGTCAACGTCGGGACCTCT

I . >

LRRK2-201 >

LRRK2-201

TTCCGCATTGGCTCTGACAGTGTGTCTGCCCCTACAGAACTCATGTGAGTCGAGAGACTGATAAGTAAACAGATTATTATAATACAGTCTCAGAATGCAGTGGCAGTAGTGTGTAAAAGACGCAATGGTAAGAGT
N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 . 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAGGCGTAACCGAGACTGTCACACAGACGGGGATGTCTTGAGTACACTCAGCTCTCTGACTATTCATTTGTCTAATAATATTATGTCAGAGTCTTACGTCACCGTCATCACACATTTTCTGCGTTACCATTCTCA

I . >

TRRKZ-201 >

LRRK2-201

AGAGTGGACTCAGCTGGGGTTACCCAAGGAGGGGAGGCTCCAATGGAGGGATGTGTTTAAACTGGGACTTTAAGTTGGAAAAGAAGGAATGTATCTCAGTGTCCACAGAACCATGCAAAGTGAGAACATGGTTCT
1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 i 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCTCACCTGAGTCGACCCCAATGGGTTCCTCCCCTCCGAGGTTACCTCCCTACACAAATTTGACCCTGAAATTCAACCTTTTCTTCCTTACATAGAGTCACAGGTGTCTTGGTACGTTTCACTCTTGTACCAAGA

= ____________________pJ
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LRRK2-201

GATATGCACAAGTTTCAGTTAACAAGCAAAGCAAGGATTGACTGTATTAAAGTTCATAGTACCTACTGCATTCTAGTCAAGTGACATTTGCTCATATGTAAAAGAAAGAATAGCTTAAATACCTGAGAGAAACCA
M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTATACGTGTTCAAAGTCAATTGTTCGTTTCGTTCCTAACTGACATAATTTCAAGTATCATGGATGACGTAAGATCAGTTCACTGTAAACGAGTATACATTTTCTTTCTTATCGAATTTATGGACTCTCTTTGGT
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[RRK2-201 >

LRRK2-201

AGACTGTAAAACAAATTAAAAATAATTAAAAATACCTTATAAGAAGTCCAGTGATGTTAATCTGGAAGAGGAAGGTTCGTGTGATGTAAAGAGGCCTTGTCTTGGGGTCAGACAAGTTTGGGTACCAGCCTTGTC
1 L 1 L 1 N 1 M 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
TCTGACATTTTGTTTAATTTTTATTAATTTTTATGGAATATTCTTCAGGTCACTACAATTAGACCTTCTCCTTCCAAGCACACTACATTTCTCCGGAACAGAACCCCAGTCTGTTCAAACCCATGGTCGGAACAG

LRRK2-201 >

LRRK2-201

61,020
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61,560

61,695

61,830

61,965

62,100

62,235

62,370



TCTGTCACTTTCTAGTGATAAGACCTGAATATTTAACCTCTATCTGTCTAAGTTCTTCATGTAGAAAATGGGGATAATAACACCTACCTGCTGGGATTGTTGTTATTGACCCATCGTAGGTCAGAAGGATGTTGT
" 1 M 1 M 1 M 1 M 1 M 1 3 1 M 1 " 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
AGACAGTGAAAGATCACTATTCTGGACTTATAAATTGGAGATAGACAGATTCAAGAAGTACATCTTTTACCCCTATTATTGTGGATGGACGACCCTAACAACAATAACTGGGTAGCATCCAGTCTTCCTACAACA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TAGTTTTATGAAGTGAAATAATTCCCGGATTACTATGAATTCTATCTTATGAGTTCAAAGTTTAGACAATTAAAATTATGTATGCTCATACTACTGATTTCAAATGCATTTTCATATAGTCTTTCCTGATAAAAT

ATCAAAATACTTCACTTTATTAAGGGCCTAATGATACTTAAGATAGAATACTCAAGTTTCAAATCTGTTAATTTTAATACATACGAGTATGATGACTAAAGTTTACGTAAAAGTATATCAGAAAGGACTATTTTA
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LRRK2-201

ATATTGGTTCTGCCCTCCTGTACTTATTTCAATTTGGTGTTTATACCATTGAATCAGATCAGTCTTTCAATAAGCATGCCAATTTTATATCCCCAGCAACACTTCCCTGGATATAATGGCAGCAGTGGTCCCCAA
M 1 N 1 M 1 M 1 . 1 M 1 M 1 N 1 M 1 X 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATAACCAAGACGGGAGGACATGAATAAAGTTAAACCACAAATATGGTAACTTAGTCTAGTCAGAAAGTTATTCGTACGGTTAAAATATAGGGGTCGTTGTGAAGGGACCTATATTACCGTCGTCACCAGGGGTT
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LRRK2-201

AATACTAACAGTTATGAAACGTCATGAGACATCATTACCAGTGCAGCTGGAGGCGCTTCGAGCTATTTTACATTTTATAGTGCCTGGTAAGTTACATAGTTGATTGTGGGAAGAGATAACAATTTAAATGGATTT
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 . 1 M 1 N 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TTATGATTGTCAATACTTTGCAGTACTCTGTAGTAATGGTCACGTCGACCTCCGCGAAGCTCGATAAAATGTAAAATATCACGGACCATTCAATGTATCAACTAACACCCTTCTCTATTGTTAAATTTACCTAAA
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LRRK2-201

TTGATTTTTCATGAAATAGCAATATTCTAGGCAAATATTAAAAGACTAGTTTCTGTCGACTAAATGTAAATCTTTCTGTTAAACCAAAAAGAGGTTAAATATGATGCAGAAGAGTCACTTAGATTAATTTTTATA
M 1 . 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AACTAAAAAGTACTTTATCGTTATAAGATCCGTTTATAATTTTCTGATCAAAGACAGCTGATTTACATTTAGAAAGACAATTTGGTTTTTCTCCAATTTATACTACGTCTTCTCAGTGAATCTAATTAAAAATAT
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LRRK2-201

AGAAAGCAATATGAATTCAGTAATTTATTTATACAAAGTAACTACAATGTAAAATGTGGAGCTTTTATTTTTAAGGAGGGTGTTCATCTCTGATAATTCTTTTCTATTTTTGTTGCCATGACCTGAGTTCAAGCT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
TCTTTCGTTATACTTAAGTCATTAAATAAATATGTTTCATTGATGTTACATTTTACACCTCGAAAATAAAAATTCCTCCCACAAGTAGAGACTATTAAGAAAAGATAAAAACAACGGTACTGGACTCAAGTTCGA

I . >

LRRK2-201 >

LRRK2-201

TTTTTTCTCTTGTTTGAATTGTACTATTAGCTAATTTTCATACCTGTTCTCTTCCTTCATTTCTATCCTTTTCTTACTCTATGATTGAATTAATCTTTCTCCAATGTGGCTTGTACTCATTTACCTCAATGGCTT

AAAAAAGAGAACAAACTTAACATGATAATCGATTAAAAGTATGGACAAGAGAAGGAAGTAAAGATAGGAAAAGAATGAGATACTAACTTAATTAGAAAGAGGTTACACCGAACATGAGTAAATGGAGTTACCGAA

I . >
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LRRK2-201

CCACCCTCCACCCACCTTTAATTGTTACTGACATCTGTTATCACCTTATTTGTTCTCCAAAGCCCCTTTAAAACACCTATGTCTGTATTCATCCAACACATTTATTAAGTGCTTCTTATGTTCTAAGCACTGTGA

GGTGGGAGGTGGGTGGAAATTAACAATGACTGTAGACAATAGTGGAATAAACAAGAGGTTTCGGGGAAATTTTGTGGATACAGACATAAGTAGGTTGTGTAAATAATTCACGAAGAATACAAGATTCGTGACACT
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LRRK2-201

TGCTGTTAAACTTTAAAAGATGAATTGGAAAAAAAGCACAACTGTACTATTATAGGAGCTTAGAGGTAGATGGAAGTGTAAATAGATAATTAACAGGCAGCGTGAGAGAGGCGATGATAGATGCATATATAAAAG
N 1 X 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 i 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACGACAATTTGAAATTTTCTACTTAACCTTTTTTTCGTGTTGACATGATAATATCCTCGAATCTCCATCTACCTTCACATTTATCTATTAATTGTCCGTCGCACTCTCTCCGCTACTATCTACGTATATATTTTC

I . >
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LRRK2-201

GCTTTGAGAATATCGATGGAGGCACAAATAATTTCTTCAAAGGAGTAGGACAGAGATTGTAATATTTGAGGTGGAAGGGTAGATAGAGCTGGCCTGGTAGAAAGGCCAAGGAAGACATTTCAAGCAGAAGAAAGT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
CGAAACTCTTATAGCTACCTCCGTGTTTATTAAAGAAGTTTCCTCATCCTGTCTCTAACATTATAAACTCCACCTTCCCATCTATCTCGACCGGACCATCTTTCCGGTTCCTTCTGTAAAGTTCGTCTTCTTTCA

I . >

LRRK2-201 >
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LRRK2-201

GCACATGGTCGGGGGTGAGTGAGGCATGGAGGATAAGGAGAGGAGTGCTTGGGGATGAGTGTGGAAGGAAAGGCTGAGGCCCAAAGAAAAGGGCCTTGAATGCAGTGCTAAAAATTTTTTGCCTTTTAAAAATGG
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CGTGTACCAGCCCCCACTCACTCCGTACCTCCTATTCCTCTCCTCACGAACCCCTACTCACACCTTCCTTTCCGACTCCGGGTTTCTTTTCCCGGAACTTACGTCACGATTTTTAAAAAACGGAAAATTTTTACC

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

62,505

62,640

62,775

62,910

63,045

63,180

63,315

63,450

63,585

63,720

63,855



AAGCCAACCCAAGTTTATTAAAATTGTTTGCAGATTGTAGTGTCACACCGAAATTTGCAACTAAAGACAATAGCATTGTGGTGCAGAGGATGATAGACAGGGAGAGAGACTAGATACAAGGAGATTGGGTTGGAG
1 M 1 M 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 M 1 " 1 M 1 " 1

T T T T
TTCGGTTGGGTTCAAATAATTTTAACAAACGTCTAACATCACAGTGTGGCTTTAAACGTTGATTTCTGTTATCGTAACACCACGTCTCCTACTATCTGTCCCTCTCTCTGATCTATGTTCCTCTAACCCAACCTC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GTCCATGGTAGTCAAGTGAGACCCAGTGAAGGGACCCAGCAATGGAAACACAGATGAGAGGGCAGATTGGACAGATGGTTGGGAGATCTGTTTGATGTGACATCGTGATCCCTAAGTATGAGGGATGATACTTTG

CAGGTACCATCAGTTCACTCTGGGTCACTTCCCTGGGTCGTTACCTTTGTGTCTACTCTCCCGTCTAACCTGTCTACCAACCCTCTAGACAAACTACACTGTAGCACTAGGGATTCATACTCCCTACTATGAAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTCTGTGAAGTTCCCAATCTTTTGAAGTCATTTTTGCTTTGTTCTTTTAAAATGAAATCTTCCTAAATCTATCATTTTCTCTAGTTATATAGGTATTTTGTTTCTCTGTATAAGAGTATTACTCAATATAAAAGT
1 M 1 M 1 . 1 M 1 . 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T . T
AAGACACTTCAAGGGTTAGAAAACTTCAGTAAAAACGAAACAAGAAAATTTTACTTTAGAAGGATTTAGATAGTAAAAGAGATCAATATATCCATAAAACAAAGAGACATATTCTCATAATGAGTTATATTTTCA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTTTCAAGGACAGAGCTTTCTTCAGTCATTTTTTTCTGGGCCCCCCAGTCCTCTGGTGGCTATTCAATCAGTATTTTAAAAATTGAATCATGGTGTCCTATTCATAGTTTCAGCTTAGTTTTGAGACGTAATGT
M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAAGTTCCTGTCTCGAAAGAAGTCAGTAAAAAAAGACCCGGGGGGTCAGGAGACCACCGATAAGTTAGTCATAAAATTTTTAACTTAGTACCACAGGATAAGTATCAAAGTCGAATCAAAACTCTGCATTACA

I . >

LRRK2-201 >

LRRK2-201

AACAGATGTAATTTTACTTGAAAATATTATTGCATGTTTTATTGAATTTTATTTTTAGATTGTAATTAAAAACAATAAAAATGCCTTTTGATTATCCTTAAAGTTGACAGCCTTATTCTTTTGAGGGAGGTTTTG
1 N 1 L 1 M 1 M 1 M 1 M 1 L 1 L 1 L 1 N 1 L 1 M 1 L 1

T T T T t T y T t T y T t T
TTGTCTACATTAAAATGAACTTTTATAATAACGTACAAAATAACTTAAAATAAAAATCTAACATTAATTTTTGTTATTTTTACGGAAAACTAATAGGAATTTCAACTGTCGGAATAAGAAAACTCCCTCCAAAAC

[RRK2-201 >

LRRK2-201

GGTTTTAAAGATAACCAAAGGACACTCAAAAACCGTTTCTGTTAGTTAATAAAATAATACTCTTTTAGTCCAAAAGCAAGTTTTGAATACAGTATTTCTTTTCTTTTATTGTTCTTAAACTGATCCTGAAGGAAA

CCAAAATTTCTATTGGTTTCCTGTGAGTTTTTGGCAAAGACAATCAATTATTTTATTATGAGAAAATCAGGTTTTCGTTCAAAACTTATGTCATAAAGAAAAGAAAATAACAAGAATTTGACTAGGACTTCCTTT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATTGTTAGTTAACAATCAATCAGATGTATTATGGGTGCCCTTGAAAATAATCACTTGAGGACTGTACTTAATGTAAAAAAATACATTTTATAAGCATATCAGTATGTAAGTACATTCTTCTAGTAGGTAAAGGCT

TAACAATCAATTGTTAGTTAGTCTACATAATACCCACGGGAACTTTTATTAGTGAACTCCTGACATGAATTACATTTTTTTATGTAAAATATTCGTATAGTCATACATTCATGTAAGAAGATCATCCATTTCCGA

I . >

LRRK2-201 >

LRRK2-201

TAATCATTTACTGTATGCTAACATATTATACTACCACAGTACACCATACTGTACTGTACCCAACGTAATGTACCATGCCGTGCAGTACCGTATCATTCTAGGTATCAACAAGTAACTATGGTAGCAATACTCCAG
N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 . 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTAGTAAATGACATACGATTGTATAATATGATGGTGTCATGTGGTATGACATGACATGGGTTGCATTACATGGTACGGCACGTCATGGCATAGTAAGATCCATAGTTGTTCATTGATACCATCGTTATGAGGTC

I . >

TRRKZ-201 >

LRRK2-201

TAGTTTTGAGGTTGAATATGATTCTGGTTTGAACATGTTAAGTTGAGGTTCTTATGAGATACCTAGGTGTACATGTATTCATTTATTAGCTAGATTATATTCAGGTTTTTTAGTGGCAAAGATGTACATTATGGC
1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 i 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATCAAAACTCCAACTTATACTAAGACCAAACTTGTACAATTCAACTCCAAGAATACTCTATGGATCCACATGTACATAAGTAAATAATCGATCTAATATAAGTCCAAAAAATCACCGTTTCTACATGTAATACCG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

AAATGTGTATAATTTAGGGTCCAATTAAGGATAGCATATTGCATCTAGTGCATATATCTTAAGTTTCTTTCAATCTATTACTGTACTTTTTCTCTTCTACTTTATAATAACTTGTTATATAGACATTGAGCTGGT
N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTACACATATTAAATCCCAGGTTAATTCCTATCGTATAACGTAGATCACGTATATAGAATTCAAAGAAAGTTAGATAATGACATGAAAAAGAGAAGATGAAATATTATTGAACAATATATCTGTAACTCGACCA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGCTTTAAGAAAATAATAATGAAGACCCAGTTACTTTAATAAAATATCATTTGACTTGTTTCTTGAGTTACTGCTAGTTTTAGAGGAAATAATGTGAAATTCTTTAAGAAGGGATATAGGCAAATTGGGAAGTAT
1 L 1 L 1 L 1 M 1 L 1 M 1 N 1 N 1 L 1 M 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
ACGAAATTCTTTTATTATTACTTCTGGGTCAATGAAATTATTTTATAGTAAACTGAACAAAGAACTCAATGACGATCAAAATCTCCTTTATTACACTTTAAGAAATTCTTCCCTATATCCGTTTAACCCTTCATA

LRRK2-201 >

LRRK2-201

63,990

64,125

64,260

64,395

64,530

64,665

64,800

64,935

65,070

65,205

65,340



ATAGAGGAGAGTGATTAGGGAGATAAAAGCACATCAAAAAGAGCAATAAGAGGAACTGAGATTGTTTTATTTGAAGAAGAGATGACTCAAAGGGATATGAAACTCTATTCAAATCTACTTACTTATAACCAGTAA
M 1 M 1 i 1 M 1 M 1 i 1 " 1 M 1 1 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
TATCTCCTCTCACTAATCCCTCTATTTTCGTGTAGTTTTTCTCGTTATTCTCCTTGACTCTAACAAAATAAACTTCTTCTCTACTGAGTTTCCCTATACTTTGAGATAAGTTTAGATGAATGAATATTGGTCATT

T ———— T ——————

LRRK2-201 >

LRRK2-201

CAGTAATAATACCAAACAATATGGAGGACTTAAAAAGTATTAGGCATTGTTTGAAGTATTTTAAGTATATTATCTCTTCTGATTCTAACAGCACTCCATGAGGCAGATATTATTATTATTATTATTTTGGTATTG

GTCATTATTATGGTTTGTTATACCTCCTGAATTTTTCATAATCCGTAACAAACTTCATAAAATTCATATAATAGAGAAGACTAAGATTGTCGTGAGGTACTCCGTCTATAATAATAATAATAATAAAACCATAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TATGGACTACAAAACTGAGGCATAGAATTGTAGAGATTTTTAAGGTCAGGCCTGATATAACAGCACCAGATTTTCAGCTTATGCAGGCTGACTCCAGAGTAGGCATTTTAAAATAAATATTTGTGCAACAATCTT
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATACCTGATGTTTTGACTCCGTATCTTAACATCTCTAAAAATTCCAGTCCGGACTATATTGTCGTGGTCTAAAAGTCGAATACGTCCGACTGAGGTCTCATCCGTAAAATTTTATTTATAAACACGTTGTTAGAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTCCTGAACAACTGTTGTATTTAAAGCACTATGTCTAGAATCCTTAAGGTATCGGGAGATGATGAGATTATGGATACTGCTCTCAAAAAAATTTACAGTCCACACGACCTAAAGGACTGTTATGTAGAAAGGAAA
1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CAGGACTTGTTGACAACATAAATTTCGTGATACAGATCTTAGGAATTCCATAGCCCTCTACTACTCTAATACCTATGACGAGAGTTTTTTTAAATGTCAGGTGTGCTGGATTTCCTGACAATACATCTTTCCTTT

I . >

LRRK2-201 >

LRRK2-201

TTATATCCATTTGAATAGTAGGACCTCAAGTGATAGAACAAAGACTGGAGAAGAAATTTACAGGAATGTTCATTTGGTCTTAATTTAAGGAAGATGTTAAATAAGACCCATTACATGTAGCATGATGTTTTTACT
L 1 L 1 L 1 N 1 M 1 N 1 L 1 M 1 M 1 M 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
AATATAGGTAAACTTATCATCCTGGAGTTCACTATCTTGTTTCTGACCTCTTCTTTAAATGTCCTTACAAGTAAACCAGAATTAAATTCCTTCTACAATTTATTCTGGGTAATGTACATCGTACTACAAAAATGA

[RRK2-201 >

LRRK2-201

ACTCAGGCCAGTTTTAGTGGTCACATCTTCTTAAGGTGTAATAGGCAGCCTCAGAAGTTACTGTGGTCTTGCTCACTGGAAATGATACACAGACAGTTTAAGGGACTTGCCCCAGACCACACGGCAAGAGGTGAA

TGAGTCCGGTCAAAATCACCAGTGTAGAAGAATTCCACATTATCCGTCGGAGTCTTCAATGACACCAGAACGAGTGACCTTTACTATGTGTCTGTCAAATTCCCTGAACGGGGTCTGGTGTGCCGTTCTCCACTT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TGTCAGAACCTCTTTGAGTACATTTTAAAATAAGGACTGAAAGTTGGAGGAGGGTGGTTATCAAGGCTGCCTTCCTTACCATAGTATTCCCAGCATTAACAAAATCCTTGGCATGTAATTGGAATTCAGATGCTT

ACAGTCTTGGAGAAACTCATGTAAAATTTTATTCCTGACTTTCAACCTCCTCCCACCAATAGTTCCGACGGAAGGAATGGTATCATAAGGGTCGTAATTGTTTTAGGAACCGTACATTAACCTTAAGTCTACGAA

I . >

LRRK2-201 >

LRRK2-201

CTTAAATAAATGAAAAGCCTGTTGTAGCCAGCTTACAGTTTGCATTAATGCAGATTATTAAAGTGGAAGATCATAAATGATTTTTTATTAATATTTATGTCTATAATCTTAGGTTTGGAAAACATTATTCATTCA
1 N 1 M 1 . 1 M 1 N 1 N 1 N 1 L 1 . 1 N 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GAATTTATTTACTTTTCGGACAACATCGGTCGAATGTCAAACGTAATTACGTCTAATAATTTCACCTTCTAGTATTTACTAAAAAATAATTATAAATACAGATATTAGAATCCAAACCTTTTGTAATAAGTAAGT

I . >

TRRKZ-201 >

LRRK2-201

TAATAATTTTAATTATATGTTACATTACCACATTTTTGACTTGTAGTGTTTTTAGCATAGTTCAGCTACAGTGTAGCTTAATAAAGAATATGATTTTTTAAAATAGCAATGCTATTATATAGCCTTTACAGAACT
. 1 X 1 M 1 M 1 . 1 M 1 N 1 N 1 N 1 M 1 . 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTATTAAAATTAATATACAATGTAATGGTGTAAAAACTGAACATCACAAAAATCGTATCAAGTCGATGTCACATCGAATTATTTCTTATACTAAAAAATTTTATCGTTACGATAATATATCGGAAATGTCTTGA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TCTAAAAAATGACATGTTCTCTACCACCTTAATACTGAAACTCAAATCTTATTTTTTGCTACGATTATTCCAGCTACTCTTTTTTGTCTATATTTCATTTCTGCCTTTTTATGTTGTGGTCCAAGTAACTCTGAG
1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGATTTTTTACTGTACAAGAGATGGTGGAATTATGACTTTGAGTTTAGAATAAAAAACGATGCTAATAAGGTCGATGAGAAAAAACAGATATAAAGTAAAGACGGAAAAATACAACACCAGGTTCATTGAGACTC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTTTTCTCATGTTGTCCATTGTTGCATAAAAATCTTCCAGCATCTTAAAGCACAGCCTACTCACACAAAAAAGTGATTGTTTGCTACAGAAAATTTCTTCACCATCGTAATTTTTTGCTACTTCAAATTCAGTAA
M 1 N 1 N 1 L 1 M 1 M 1 L 1 L 1 M 1 M 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
GAAAAGAGTACAACAGGTAACAACGTATTTTTAGAAGGTCGTAGAATTTCGTGTCGGATGAGTGTGTTTTTTCACTAACAAACGATGTCTTTTAAAGAAGTGGTAGCATTAAAAAACGATGAAGTTTAAGTCATT

LRRK2-201 >

LRRK2-201

65,475

65,610

65,745

65,880

66,015

66,150

66,285

66,420

66,555

66,690

66,825



GCATTCTTACACATTATATTTATTTTATATTCAGTGATGAACTATTTTTATAGATTCCTTAAAATTTCTGGTTATTTATTTGATAAGGAAACATGTACTAGAAAAAAGTACAACACATATATTGTGAGATTAATT
1 M 1 " 1 M 1 1 1 M 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 " 1

T T T T
CGTAAGAATGTGTAATATAAATAAAATATAAGTCACTACTTGATAAAAATATCTAAGGAATTTTAAAGACCAATAAATAAACTATTCCTTTGTACATGATCTTTTTTCATGTTGTGTATATAACACTCTAATTAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATGACAATTTCTAGAAAGTAACAGTCTGTTCAACTCAAATGTTTATAAGAAAATTCTTTCTTTATTTATTTATCTGTGCATTTAGGCATGCCAGAAGAATCCAGGGAGGATACAGAATTTCATCATAAGCTAAAT

TACTGTTAAAGATCTTTCATTGTCAGACAAGTTGAGTTTACAAATATTCTTTTAAGAAAGAAATAAATAAATAGACACGTAAATCCGTACGGTCTTCTTAGGTCCCTCCTATGTCTTAAAGTAGTATTCGATTTA

=z ___________________________________pg

LRRK2-201 >
515 L L L 520 L L L 7.~ S L L L 530
G M P | E 8 R E D . E F H H K L N
--------------------------------------------------------------------- ENSE00001378233 >
LRRK2-201

ATGGTTAAAAAACAGTGTTTCAAGAATGATATTCACAAACTGGTCCTAGCAGCTTTGAACAGGGTATGTTGAATATAAGTTTTCTGTATTTATACTATTAACTAAAATATTAAATTTGGAGAACTAGGGGCGCTT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
TACCAATTTTTTGTCACAAAGTTCTTACTATAAGTGTTTGACCAGGATCGTCGAAACTTGTCCCATACAACTTATATTCAAAAGACATAAATATGATAATTGATTTTATAATTTAAACCTCTTGATCCCCGCGAA

I R >

LRRK2-201 >
s s s 535 L s L 540 s s s 545 s s s 550 s
M v K K Q C F K N D 1 H K L \ 2 A A E N R
‘ ENSE00001378233 o I T I I i I I I R R >
LRRK2-201

TTTCAGTCTAAGTTTTCTGTTCTCCGTTTGCTATGATAGGAGGAAGTCATGTGGTTAGAGACATAAGATGACAGTGGGGATGTGGGAAGTGAAAAGATATGTACTAAGCTAAGTCCAGCTAAGTGTATTATCAAT

AAAGTCAGATTCAAAAGACAAGAGGCAAACGATACTATCCTCCTTCAGTACACCAATCTCTGTATTCTACTGTCACCCCTACACCCTTCACTTTTCTATACATGATTCGATTCAGGTCGATTCACATAATAGTTA

I . >

LRRK2-201 >

LRRK2-201
TATAGATGTAGGCAAGATTCTTTTGATTGCCAGTAACATAAATCCACTCTAGTTTGCTCAACCAGAAAGAGAACCAAAGAGCCATATATGCAGCTAGACCTTGTGAGTCATGCTGGGTACTATGGCTGCTGTTTT
1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 : 1 N 1 M 1 N 1 N 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATATCTACATCCGTTCTAAGAAAACTAACGGTCATTGTATTTAGGTGAGATCAAACGAGTTGGTCTTTCTCTTGGTTTCTCGGTATATACGTCGATCTGGAACACTCAGTACGACCCATGATACCGACGACAAAA

LRRK2-201 >

LRRK2-201

CTCTTTCTGTCCTCTGGCTACTTGTCTTTCTTTTCTGGTCTCATAGTATATGGTTTAGCCCATGAAGACATACCAGTGTTAACAGTAAAGTCTTCGGCTGGGCACAGTGGCCCACACCTGTAATCCCAGCACTTT
M 1 M 1 M 1 N 1 N 1 M 1 . 1 . 1 M 1 N 1 N 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GAGAAAGACAGGAGACCGATGAACAGAAAGAAAAGACCAGAGTATCATATACCAAATCGGGTACTTCTGTATGGTCACAATTGTCATTTCAGAAGCCGACCCGTGTCACCGGGTGTGGACATTAGGGTCGTGAAA

I . >

LRRK2-201 >

LRRK2-201

GGGAGGCTGAGGTGGGTGGATCACGAGGTCAGGAGTTCGAGAGCAACCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAACTGGGCATGGTGGCACGTGCCTGTAATCCCAGCTACTCAG

CCCTCCGACTCCACCCACCTAGTGCTCCAGTCCTCAAGCTCTCGTTGGACCGGTTGTACCACTTTGGGACAGAGATGATTTTTATGTTTTTAATTGACCCGTACCACCGTGCACGGACATTAGGGTCGATGAGTC

I . >

LRRK2-201 >

LRRK2-201

GAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAGCTTGGGCGACAAGAGTGAGACTTCGTCTCAAAACAAAAACAAAAACAGACAAACAAAA

CTCCGACTCCGTCCTCTTAGCGAACTTGGGTCCTCCGTCTCCAACGTCACTCGACTCTAGTGTGGTGACGTGAGGTCGAACCCGCTGTTCTCACTCTGAAGCAGAGTTTTGTTTTTGTTTTTGTCTGTTTGTTTT

o~ __________________Pg

LRRK2-201 >

LRRK2-201
ACAGTAAAGTCTTCTTTGATTCCCTACGCTCCTTTTCATTGTTCTCCGGAGAAATAACCTCTGAAATGATTTGGTATACATTGTTTCCATTTTTTAGCATTTACATATCCATGTTCCTACATTATAATTAAAGTA
1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTCATTTCAGAAGAAACTAAGGGATGCGAGGAAAAGTAACAAGAGGCCTCTTTATTGGAGACTTTACTAAACCATATGTAACAAAGGTAAAAAATCGTAAATGTATAGGTACAAGGATGTAATATTAATTTCAT

LRRK2-201 >

LRRK2-201

TCCATAAATCATACTGAGTATGAAAAAGAGAAGAAGGGAATTACATTTAAATTGTGTAATGCAAAAAGTATTGGTGGAATTAAGAAGTTTTGGAAATTTTGCATAAGATGAATTGGTTCTTTATTAAAGATGTTA
M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AGGTATTTAGTATGACTCATACTTTTTCTCTTCTTCCCTTAATGTAAATTTAACACATTACGTTTTTCATAACCACCTTAATTCTTCAAAACCTTTAAAACGTATTCTACTTAACCAAGAAATAATTTCTACAAT

I . >

LRRK2-201 >

I L T T

LRRK2-201

AGAATAAAGACATAATTAGTGTGAACATTTTTATAAAAGGAGGAGCCTATTTAAAATAATTAATGGAAATGATTCCATGTGATTTGATATACTTTGATGAATGTCATAAATTAATTAAAGTGGCTTCCAGAGAGA
1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TCTTATTTCTGTATTAATCACACTTGTAAAAATATTTTCCTCCTCGGATAAATTTTATTAATTACCTTTACTAAGGTACACTAAACTATATGAAACTACTTACAGTATTTAATTAATTTCACCGAAGGTCTCTCT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

66,960

67,095

67,230

67,365

67,500

67,635

67,770

67,905

68,040

68,175

68,310



TCTCCCTTAAAAATTCATTTTAAATTGAACTTTATACTGTCACTCACTGCCTATAATATGTTTGAGTCATTTATACTCAAACTTTAATACAATCCTTGAGTATGGCAAGAATTTATGTTGTAATGGGTTAAATTT
M 1 M 1 " 1 " 1 M 1 i 1 3 1 M 1 " 1 M 1 M 1 N 1 " 1 M

+ T T t T + T t
AGAGGGAATTTTTAAGTAAAATTTAACTTGAAATATGACAGTGAGTGACGGATATTATACAAACTCAGTAAATATGAGTTTGAAATTATGTTAGGAACTCATACCGTTCTTAAATACAACATTACCCAATTTAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATCTTGAGAAATATTTGTTGAAAATAAGTATATGGAAGGAAGGGGTTAGGCATTTAGAAGATAAATAAATATGCTTTGTACTCTTCTCTCCTGAATCTCATAAGCCGGTTGTTGATGGCTGTTGTGAAACCTTGG

TAGAACTCTTTATAAACAACTTTTATTCATATACCTTCCTTCCCCAATCCGTAAATCTTCTATTTATTTATACGAAACATGAGAAGAGAGGACTTAGAGTATTCGGCCAACAACTACCGACAACACTTTGGAACC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTCTTTTCTTTAAACAAGAGACACACAGCAGAGGAGATGCAGCATCGAGTAATTTATTGCAAAAGAAAAAGAATATTTTGCAAGTTAAGTGAGGAATAGACACTTATACCCTGACAGAATTCAGGGTGGGCTTAC
M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 . 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAGAAAAGAAATTTGTTCTCTGTGTGTCGTCTCCTCTACGTCGTAGCTCATTAAATAACGTTTTCTTTTTCTTATAAAACGTTCAATTCACTCCTTATCTGTGAATATGGGACTGTCTTAAGTCCCACCCGAATG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TAGTAAGGATGAGACAGCGTAAATTGGCACTAGGAAGACTCCCTTTGTGGGAGTTGTACATGATTTTTCATAAGTGGGTGGGAAGAAGTGTTACTAGTAAGCATATTCTAGGTTGTCCTCTGAGTGAACATGTGC
1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATCATTCCTACTCTGTCGCATTTAACCGTGATCCTTCTGAGGGAAACACCCTCAACATGTACTAAAAAGTATTCACCCACCCTTCTTCACAATGATCATTCGTATAAGATCCAACAGGAGACTCACTTGTACACG

I . >

LRRK2-201 >

LRRK2-201

AGTAGCTGTACATGCTTGTTCATATATCGCATGTCTCATAAGTATCTGAAATCTCCACCCAGGGGTGTGTGTTTTACTATTATAATGAGCAAAGGGTCAGTCTGAGGACAAGGAAAATCAAAATGTGCATGCTCC
L 1 L 1 M 1 L 1 M 1 L 1 L 1 M 1 N 1 L 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
TCATCGACATGTACGAACAAGTATATAGCGTACAGAGTATTCATAGACTTTAGAGGTGGGTCCCCACACACAAAATGATAATATTACTCGTTTCCCAGTCAGACTCCTGTTCCTTTTAGTTTTACACGTACGAGG

[RRK2-201 >

LRRK2-201

CCACGCTACCTGACTTCAAACTATACTACAAAGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAAAAGAGATATAGGCCAATGGAACAGAACAGAGCCCTCAGAAATAATGCCGCATATCTACAACCATC

GGTGCGATGGACTGAAGTTTGATATGATGTTTCGATGTCATTGGTTTTGTCGTACCATGACCATGGTTTTTTCTCTATATCCGGTTACCTTGTCTTGTCTCGGGAGTCTTTATTACGGCGTATAGATGTTGGTAG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TGATCTTTGACAAACCTGACAAAAACAAGAAATGGGGAAACGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATAA

ACTAGAAACTGTTTGGACTGTTTTTGTTCTTTACCCCTTTGCTAAGGGATAAATTATTTACCACGACCCTTTTGACCGATCGGTATACATCTTTCGACTTTGACCTAGGGAAGGAATGTGGAATATGTTTTTATT

I . >

LRRK2-201 >

LRRK2-201

ATTCAAGATGGTTTAAAGACTTAAATGTTAGACCTAAAACCATAAAAACCCTAGAAGAAAACCTAAGCAATACTATTCAGGACATAGGCATAGGCAAGGCCTTCATGTCTAAAACACCAAAAGCAGTGGCAACAA
1 M 1 N 1 . 1 M 1 N 1 N 1 N 1 N 1 L 1 N 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TAAGTTCTACCAAATTTCTGAATTTACAATCTGGATTTTGGTATTTTTGGGATCTTCTTTTGGATTCGTTATGATAAGTCCTGTATCCGTATCCGTTCCGGAAGTACAGATTTTGTGGTTTTCGTCACCGTTGTT

I . >

TRRKZ-201 >

LRRK2-201

AAGCCAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAA
N 1 . 1 M 1 . 1 M 1 . 1 N 1 . 1 M 1 N 1 M 1 N 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTCGGTTTTAACTGTTTACCCTAGATTAATTTGATTTCTCGAAGACGTGTCGTTTTCTTTGATGGTAGTCTCACTTGTCCGTTGGATGTCTTACCCTCTTTTAAAAACGTTAGATGAGTAGACTGTTTCCCGATT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TATCTAGAATCTACAATGAACTCCAACAAATTTACAAGAAAGAAAAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAGCAGACACTTCTCAAAAGAAGACATTTATGCAGCCAACAGGCACATGAAAAAATC
1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATAGATCTTAGATGTTACTTGAGGTTGTTTAAATGTTCTTTCTTTTTTGTTGGGGTAGTTTTTCACCCGTTTCCTATACTCGTCTGTGAAGAGTTTTCTTCTGTAAATACGTCGGTTGTCCGTGTACTTTTTTAG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTCATCATCATTGGCCATCAGAGAAATGCAAATCAAAACCACAATGATATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGATGCTGGAGAGGATGTGGAGAAATAGGAACACT
M 1 N 1 N 1 L 1 M 1 M 1 L 1 L 1 N 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
GAGTAGTAGTAACCGGTAGTCTCTTTACGTTTAGTTTTGGTGTTACTATATGGTAGAGTGTGGTCAATCTTACCGCTAGTAATTTTTCAGTCCTTTGTTGTCTACGACCTCTCCTACACCTCTTTATCCTTGTGA

LRRK2-201 >

LRRK2-201

68,445

68,580

68,715

68,850

68,985

69,120

69,255

69,390

69,525

69,660

69,795



TTTACACTGTTGGTGGGACTGTAAACTAGTTCAACCATTGTGGAAGACAGTGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCTGTTAGTGGGTATATACCCAAAGGATTATAA
1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 " 1

T T T T
AAATGTGACAACCACCCTGACATTTGATCAAGTTGGTAACACCTTCTGTCACACCGCTAAGGAGTCCCTAGATCTTGATCTTTATGGTAAACTGGGTCGGTAGGACAATCACCCATATATGGGTTTCCTAATATT

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATCATGCTGCTATAAAGACACTTGCACACCTATGTTTATTGTGGCACTATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGA

TAGTACGACGATATTTCTGTGAACGTGTGGATACAAATAACACCGTGATAAGTGTTATCGTTTCTGAACCTTGGTTGGGTTTACAGGTTGTTACTATCTGACCTAATTCTTTTACACCGTGTATATGTGGTACCT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATACTAAGCAGCCATAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGGTACTCAGCAAAGTATGCCAAGGACAAAAAACCAAACACCATATGTTCTCACTCATAAGTGGGAATTGAACAATGAGAAC
1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 . 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T s T ¥ T ¥ T ¥ T ¥ T
TATGATTCGTCGGTATTTTTTACTACTCAAGTACAGGAAACATCCCTGTACCTACCATGAGTCGTTTCATACGGTTCCTGTTTTTTGGTTTGTGGTATACAAGAGTGAGTATTCACCCTTAACTTGTTACTCTTG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ACATGGACACAGGAAGGGGAACATCACACTCTGGGGCCTGTTGTGGGGTGGGGGGAGGGGGGATAGCATTTGGAGATATACCTAATGTTAAATGACAAGTTACTGGGTGTAGCACACCAACATGGCACATGTATA
N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTACCTGTGTCCTTCCCCTTGTAGTGTGAGACCCCGGACAACACCCCACCCCCCTCCCCCCTATCGTAAACCTCTATATGGATTACAATTTACTGTTCAATGACCCACATCGTGTGGTTGTACCGTGTACATAT

I . >

LRRK2-201 >

LRRK2-201

CATATGTAACTAACCTGCACGTTGTGCACATCTACCCTAAAACTTAAAGTATAATTAAAAAAAAATGTGCATGCTCCATACAGGGGCAATTCCCTACTGGAGATAGCTTTGCTTAAATGAGCTGGACTACAATGC
1 M 1 N 1 N 1 L 1 M 1 L 1 M 1 L 1 M 1 N 1 M 1 N 1 M 1

T T T T t T y T t T y T t T
GTATACATTGATTGGACGTGCAACACGTGTAGATGGGATTTTGAATTTCATATTAATTTTTTTTTACACGTACGAGGTATGTCCCCGTTAAGGGATGACCTCTATCGAAACGAATTTACTCGACCTGATGTTACG

[RRK2-201 >

LRRK2-201

AAATGCTGAAACTTACTATATTGACAGTAAGATTGCCACAGTTGCCGCGTCCTGAGGACATGGTTACTTCCTTTTAATACCTATCCTGTCTCATTGTGAGAGGATTAACAACTGTGCATAAAACCAGTTGTTCTA

TTTACGACTTTGAATGATATAACTGTCATTCTAACGGTGTCAACGGCGCAGGACTCCTGTACCAATGAAGGAAAATTATGGATAGGACAGAGTAACACTCTCCTAATTGTTGACACGTATTTTGGTCAACAAGAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CATGAGCACTTAGGAGGGATACCAGCATTGTGAACATAGTTTAAGTACGTAGAGGAGGGAACAGTTAAGTTTATTCATGGTGAGTGTTGGTGAAAAGTGGAAGAGGTACCAAAACAGCCGTATAGATAACTGGTT

GTACTCGTGAATCCTCCCTATGGTCGTAACACTTGTATCAAATTCATGCATCTCCTCCCTTGTCAATTCAAATAAGTACCACTCACAACCACTTTTCACCTTCTCCATGGTTTTGTCGGCATATCTATTGACCAA

I . >

LRRK2-201 >

LRRK2-201

CCAGTTAGCCAACATTCTCTAAAGTTATTAGAGAAGCCTAAGTGAGGTGTAACCTCAGCAGTCGGGAGCCAAGAGAGCAAGTAAGTGCTGTGATGTGGAGAAAATCACTTTGTTCCAACTGAGAAGAAATGGTTG
M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTCAATCGGTTGTAAGAGATTTCAATAATCTCTTCGGATTCACTCCACATTGGAGTCGTCAGCCCTCGGTTCTCTCGTTCATTCACGACACTACACCTCTTTTAGTGAAACAAGGTTGACTCTTCTTTACCAAC

I . >

TRRKZ-201 >

LRRK2-201

AGCACTGCTTTTCCCCCATGCCAGTACTGACGCACAGCCTTTCACTTAGCACTGATTATCGATAGGGGTGGGGAGTTAAGGTATGGGGAAACACAAGTAACAATATTTTATTTCAAAAACCTCTCCACTGTAATT
1 M 1 N 1 N 1 " 1 N 1 N 1 M 1 N 1 X 1 N 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCGTGACGAAAAGGGGGTACGGTCATGACTGCGTGTCGGAAAGTGAATCGTGACTAATAGCTATCCCCACCCCTCAATTCCATACCCCTTTGTGTTCATTGTTATAAAATAAAGTTTTTGGAGAGGTGACATTAA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CCCCTAATCCTTCATCATGGTTGAGGAAAATGGCTCTAAAAAATGAGAGCAATTACTGTAGCTCCAAAATTCTGTGATTGCATGTCTTACTCTGAATAGCAATTACAAAGCATCAGAGGATTTAGGTCCAAATAT
M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGGGATTAGGAAGTAGTACCAACTCCTTTTACCGAGATTTTTTACTCTCGTTAATGACATCGAGGTTTTAAGACACTAACGTACAGAATGAGACTTATCGTTAATGTTTCGTAGTCTCCTAAATCCAGGTTTATA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGCAGACACAAGAAAATGAATTACATTTTAATACATCTAAACTTGGAGAGCAGAGTTCCAAATAAGGTAGAACTTGAGATTCAACTCTGATTTATAAAGCAGAGACTAAGAAGAGTATTTATAAAGCGAATCCAT
1 L 1 L 1 N 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 L 1 M 1 N 1

T T T T t T y T t T y T ¥ T
ACGTCTGTGTTCTTTTACTTAATGTAAAATTATGTAGATTTGAACCTCTCGTCTCAAGGTTTATTCCATCTTGAACTCTAAGTTGAGACTAAATATTTCGTCTCTGATTCTTCTCATAAATATTTCGCTTAGGTA

LRRK2-201 >

LRRK2-201

69,930

70,065

70,200

70,335

70,470

70,605

70,740

70,875

71,010

71,145

71,280



GTTTGGATACATAAAAGTGCAATAAAATTCAAGCTGAAGTTAAAATCTCTGTCTAGAACAGCGATGTTCCATTTATGCCTGATCCTTTTAGCTTTTCCACAGATGAAGACTTTGTCACCTGTTCCAGAGAGATAT
" 1 M 1 i 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
CAAACCTATGTATTTTCACGTTATTTTAAGTTCGACTTCAATTTTAGAGACAGATCTTGTCGCTACAAGGTAAATACGGACTAGGAAAATCGAAAAGGTGTCTACTTCTGAAACAGTGGACAAGGTCTCTCTATA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATTTGTTCATTATTGTTTCCAGAGAGCAAAATGGAAAATAAACTCTGCACATTTTGGCCGCATCTGTGTTTTATATGCGGTGACACTCCTGTTCTCTTCAGTGAGGAAATCCAGTAAAGTAAAACCAGTCTTCTG

TAAACAAGTAATAACAAAGGTCTCTCGTTTTACCTTTTATTTGAGACGTGTAAAACCGGCGTAGACACAAAATATACGCCACTGTGAGGACAAGAGAAGTCACTCCTTTAGGTCATTTCATTTTGGTCAGAAGAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATGAAATGGGCACAAATCAAAGAACTTGTGAGCTTCACAAAAACCTTGAAGCAAAATATACCAAGCTTAAATATTGAATGTATTGATTTCAGTAGTCAAAAACAGAGCTCATCTGCAAAAGCAACAACAACAATG
N 1 . 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TACTTTACCCGTGTTTAGTTTCTTGAACACTCGAAGTGTTTTTGGAACTTCGTTTTATATGGTTCGAATTTATAACTTACATAACTAAAGTCATCAGTTTTTGTCTCGAGTAGACGTTTTCGTTGTTGTTGTTAC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ACAACAACAAATTACATATAAGTAAAATTTAAAAAAGGTTTACAGGATGAATATACAGAAAACTATGAAGCTTAGGGGTAGAGAGGAGTAGTTGAATATATGAAAAGATACATCTTTTTTGATGAAGGACTAAAT
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTTGTTGTTTAATGTATATTCATTTTAAATTTTTTCCAAATGTCCTACTTATATGTCTTTTGATACTTCGAATCCCCATCTCTCCTCATCAACTTATATACTTTTCTATGTAGAAAAAACTACTTCCTGATTTA

I . >

LRRK2-201 >

LRRK2-201

TTTTAAAAATGAAAATTGATCTATGTTTATGAACCATTAGTAAAAATAACAATAGTATTTTCTGGAACTAAGTAAGCTAGTGTAAAATTTGTATGAAAAAATTAATACATATGAGTAATCAGGAGAATTTTAAAA
L 1 L 1 M 1 L 1 N 1 M 1 L 1 N 1 N 1 L 1 L 1 M 1 L 1 N

t T t T t T t T t T t T T T
AAAATTTTTACTTTTAACTAGATACAAATACTTGGTAATCATTTTTATTGTTATCATAAAAGACCTTGATTCATTCGATCACATTTTAAACATACTTTTTTAATTATGTATACTCATTAGTCCTCTTAAAATTTT

[RRK2-201 >

LRRK2-201

AAGAGTGTTGATTCATATGGCCTAACTCCAAAAGATAATCAAATGTATTATACAATTTTAGTAATTATAATGGTGTGATACTGGCACTAGGGGAGAGAGATCAGTGCCACAGAAGGGTGGCTCAGGAAATAGACT

TTCTCACAACTAAGTATACCGGATTGAGGTTTTCTATTAGTTTACATAATATGTTAAAATCATTAATATTACCACACTATGACCGTGATCCCCTCTCTCTAGTCACGGTGTCTTCCCACCGAGTCCTTTATCTGA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CAAATAAAAATTTGTAATGTTATGATATTCCTCGACTGCGGGAGGAAAATAGATTACTCAGTTACTTGTGTTGGAACAACTAACTCTTCAGCCATTTGGGAAAAGCAAAGAAAGCTGAATATTTATCTTACTCCT

GTTTATTTTTAAACATTACAATACTATAAGGAGCTGACGCCCTCCTTTTATCTAATGAGTCAATGAACACAACCTTGTTGATTGAGAAGTCGGTAAACCCTTTTCGTTTCTTTCGACTTATAAATAGAATGAGGA

I . >

LRRK2-201 >

LRRK2-201

TTTGCCAAAACAAATTACAGATGGATGAGATTTAAAGTCTATAATGAAATTGGTATATGTACATATTAAAAGTTTCAACTATAATTGTTATTAACGTAAATGACAACGGAACACCTTGTTGGAGGGAAATTTGGT
1 N 1 N 1 . 1 M 1 M 1 M 1 N 1 M 1 . 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAACGGTTTTGTTTAATGTCTACCTACTCTAAATTTCAGATATTACTTTAACCATATACATGTATAATTTTCAAAGTTGATATTAACAATAATTGCATTTACTGTTGCCTTGTGGAACAACCTCCCTTTAAACCA

I . >

TRRKZ-201 >

LRRK2-201

AATATCTATCAAAATTAAAATGCCATGTTTTCTGATCAGCAATTTCATTCTAAGAATTTTTAATGTAGATATACTTGCTCATGTACATAAAGATTATTAGACATGAATGTTCACTGTGGCATGATTCGTAATTAA
M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTATAGATAGTTTTAATTTTACGGTACAAAAGACTAGTCGTTAAAGTAAGATTCTTAAAAATTACATCTATATGAACGAGTACATGTATTTCTAATAATCTGTACTTACAAGTGACACCGTACTAAGCATTAATT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

AAATGTGGCAACAAACTAAATGCTTACATGGTAATCATTCATGCTGTTTGCCAGATATTTTTATTTCTCCACCTTGTGGTGATTCTGGCATAGTATTTAGTAGTTAGGTTGAAGCATGTGACTAATTTTGGTCAG
1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTACACCGTTGTTTGATTTACGAATGTACCATTAGTAAGTACGACAAACGGTCTATAAAAATAAAGAGGTGGAACACCACTAAGACCGTATCATAAATCATCAATCCAACTTCGTACACTGATTAAAACCAGTC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GGAGTTGTAAATGGAGGGAATAGCTGGTGAGACATCTTGCGGAATACTGTCTCAGGTACCATCGTACCTGCAGTGTTTGAGATAGTAGTTGCTCCATCAGTAGAGGTCCCTGAGGGACTACAACAAGCAGAGTCC
M 1 N 1 M 1 L 1 M 1 M 1 M 1 L 1 L 1 L 1 L 1 L 1 L 1 L

t T t T t T t T t T t T T T
CCTCAACATTTACCTCCCTTATCGACCACTCTGTAGAACGCCTTATGACAGAGTCCATGGTAGCATGGACGTCACAAACTCTATCATCAACGAGGTAGTCATCTCCAGGGACTCCCTGATGTTGTTCGTCTCAGG

LRRK2-201 >

LRRK2-201

71,415

71,550

71,685

71,820

71,955

72,090

72,225

72,360

72,495

72,630

72,765



CCTCCTGACCTGCAACACATATGTAGCATGAGCAATAATGGAACTTATTATTTTTGCACCCTATAAAATTTTGAGAATTGTTACTGCAGCTTAATTTAATCTTTCCTGACAATACAATACCTATCAATAGAGACT
1 M 1 " 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1

T T T T
GGAGGACTGGACGTTGTGTATACATCGTACTCGTTATTACCTTGAATAATAAAAACGTGGGATATTTTAAAACTCTTAACAATGACGTCGAATTAAATTAGAAAGGACTGTTATGTTATGGATAGTTATCTCTGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

AATCAGATAAATTATACCATTTCCAAATTGTATCATCCTGCATAAATATTAAAAAACAATGAGGTGAGATTCCTAATGTGCTGCTATGGAAAAATCTTCAATTTTCTATGTGTACGAATGTATTTCCCAGGTATT

TTAGTCTATTTAATATGGTAAAGGTTTAACATAGTAGGACGTATTTATAATTTTTTGTTACTCCACTCTAAGGATTACACGACGATACCTTTTTAGAAGTTAAAAGATACACATGCTTACATAAAGGGTCCATAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CGTTTTTTCCTTCCTGTATGTTGACACATTATGCACACTTTTGGATGAAATTAATATATTTCCACCGCTTTATGTCCTCTCCCTCACTTTTATCACCCAATTGTAGCAAAGTATATGTTTGCTTTTATAGCTTTA
1 M 1 N 1 M 1 M 1 . 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
GCAAAAAAGGAAGGACATACAACTGTGTAATACGTGTGAAAACCTACTTTAATTATATAAAGGTGGCGAAATACAGGAGAGGGAGTGAAAATAGTGGGTTAACATCGTTTCATATACAAACGAAAATATCGAAAT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GCTATATAAAATTTTCTAATAGCTAAGTTTGTGGTTCCTGGAATTAAGATATCTGAATTTAAATCTAACACTACTACCTACAGACTATGCACCCTGGACAAGTACTTAATGTCTTGGTTTTGTTATGTATAAAAT
M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGATATATTTTAAAAGATTATCGATTCAAACACCAAGGACCTTAATTCTATAGACTTAAATTTAGATTGTGATGATGGATGTCTGATACGTGGGACCTGTTCATGAATTACAGAACCAAAACAATACATATTTTA

I . >

LRRK2-201 >

LRRK2-201

GGAGATAATAACTGATTTTTCACTTAGAGTTGTTGAATATTTTATAAGATAATTCATGAAAAAGTGTCAGTATAATGCTTGGCACATAGTATGCGCTCAATAAATGTTAATGTTATTACTATTAGATTTAAAAGT
1 N 1 M 1 M 1 M 1 M 1 L 1 L 1 M 1 M 1 N 1 N 1 M 1 L 1

T T T T t T y T t T y T t T
CCTCTATTATTGACTAAAAAGTGAATCTCAACAACTTATAAAATATTCTATTAAGTACTTTTTCACAGTCATATTACGAACCGTGTATCATACGCGAGTTATTTACAATTACAATAATGATAATCTAAATTTTCA

[RRK2-201 >

LRRK2-201

ATCTTTTGACCCCTGGCTATAGAAGATGAGGAAATCAGAGTATTTGCACTTCTAATATCTCCTGTTTTCCCACCTACTTTTGTTCAATAAATTAACTCCACATTGGCAGGGTAGATAATATTTATATTCAGCTTT

TAGAAAACTGGGGACCGATATCTTCTACTCCTTTAGTCTCATAAACGTGAAGATTATAGAGGACAAAAGGGTGGATGAAAACAAGTTATTTAATTGAGGTGTAACCGTCCCATCTATTATAAATATAAGTCGAAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CTAATTATGCTTTCTAAGTTTGTGTTTATCTTACTCCTACCGTTATTTGGAAGCAGTCTTCATCTCAAGTCCTTTTGTTACTGTTTTTTCACTCATCTTTTAGTTGTCTGAATTTCTTTAGAAAAGTTTAATTCC

GATTAATACGAAAGATTCAAACACAAATAGAATGAGGATGGCAATAAACCTTCGTCAGAAGTAGAGTTCAGGAAAACAATGACAAAAAAGTGAGTAGAAAATCAACAGACTTAAAGAAATCTTTTCAAATTAAGG

I . >

LRRK2-201 >

LRRK2-201

CTGAATATTTAATGTTTATATTTTGTTGTTGTTTTTGCCTTTATATTTGGACTCCTAAAAAAAGTTTTGTTGGTTGTAAAATATTGTTTTTTTTTCCTTGAAGTGTTTGTAGGCATTTCACTGTGTTCTAGTACT
N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACTTATAAATTACAAATATAAAACAACAACAAAAACGGAAATATAAACCTGAGGATTTTTTTCAAAACAACCAACATTTTATAACAAAAAAAAAGGAACTTCACAAACATCCGTAAAGTGACACAAGATCATGA

I . >

TRRKZ-201 >

LRRK2-201

GAATGTTTTAGTGGAGAAGTCTGAGGCCAGCTTCATTTGTTTCTTGGATATTTTTGCCCAGTGCTGAAAGGATTTTTTCTCTTGAAATCCATCCACTTTATTAGGGTATATCTCAATGTTAGTCCTGGGATATGG
1 N 1 M 1 N 1 M 1 X 1 i 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTACAAAATCACCTCTTCAGACTCCGGTCGAAGTAAACAAAGAACCTATAAAAACGGGTCACGACTTTCCTAAAAAAGAGAACTTTAGGTAGGTGAAATAATCCCATATAGAGTTACAATCAGGACCCTATACC

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TATCCTCATTCTAGCTATACATTCAACTTTTTTCCTGGAAAGTTTTCTTGAGTTGCATCTTTATATACATATACATACACGAATACATATACATGGTAAAGATATTAAGGATAAAGATAGGTGCTTTATAAATAC
M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATAGGAGTAAGATCGATATGTAAGTTGAAAAAAGGACCTTTCAAAAGAACTCAACGTAGAAATATATGTATATGTATGTGCTTATGTATATGTACCATTTCTATAATTCCTATTTCTATCCACGAAATATTTATG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CAATTTGATATAATTTTGGCATGAAAAAAAGCCTGTGGTGCATTCTGAGTTTGGAAGTAGAACTGGATATACTTACTTATTACTATTGTTTTTAATACAAAAATGGAGACAGGGTCTCACTATGTTGCCCAGGCT
1 N 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 M 1 L 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
GTTAAACTATATTAAAACCGTACTTTTTTTCGGACACCACGTAAGACTCAAACCTTCATCTTGACCTATATGAATGAATAATGATAACAAAAATTATGTTTTTACCTCTGTCCCAGAGTGATACAACGGGTCCGA

LRRK2-201 >

LRRK2-201

72,900

73,035

73,170

73,305

73,440

73,575

73,710

73,845

73,980

74,115

74,250



GGTCTCAAACTCCTTGACTCAAGCAATCCTGCCTCGACCTCCCAAAGTGCTGAGATTACAAATGTGAGCCACCGTGACCAGCCTAAATATCTAAATTTTTCTCTTTCATTATTTTAGCTCTCTTCTTTGGGGCTA
" 1 M 1 i 1 M 1 M 1 i 1 " 1 M 1 1 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
CCAGAGTTTGAGGAACTGAGTTCGTTAGGACGGAGCTGGAGGGTTTCACGACTCTAATGTTTACACTCGGTGGCACTGGTCGGATTTATAGATTTAAAAAGAGAAAGTAATAAAATCGAGAGAAGAAACCCCGAT

T ———— T ——————

LRRK2-201 >

LRRK2-201

TCAGTCATATGATGTTGGATCTCTTTTGCCTTAATCTTCTAATTTTTCAAAGACTAATCCAGAGACCACTATCTATCACCATGCCATTACTCATAGACAAGGGACATCATTCCACACATTTAGCTTATTTGTCAA

AGTCAGTATACTACAACCTAGAGAAAACGGAATTAGAAGATTAAAAAGTTTCTGATTAGGTCTCTGGTGATAGATAGTGGTACGGTAATGAGTATCTGTTCCCTGTAGTAAGGTGTGTAAATCGAATAAACAGTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AATCAGAGATGGGATTTATAAAAGAAAAAGAATAAAGGGAGAAAACAAAACACAAATTATCTGGGAATGCGAGTCTGTTTTCCTTTCTTTGGCTAATCTACTTACCTAGTAGCTAGGAAAGAGGCCAGCATGAGT
N 1 M 1 N 1 N 1 . 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTAGTCTCTACCCTAAATATTTTCTTTTTCTTATTTCCCTCTTTTGTTTTGTGTTTAATAGACCCTTACGCTCAGACAAAAGGAAAGAAACCGATTAGATGAATGGATCATCGATCCTTTCTCCGGTCGTACTCA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ATTTTTCCATTGAGCTGGCTAGCTCAGTCATTGGAGAAACCATTTCAATATTTATGGATTCTCTGAAAAAAACTTGGAGAGTAAAAAAGCATAGGTGGTAGGATGCTGCCATCCTTCTGTTGGCATCTCCAGAGT
1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAAAAAGGTAACTCGACCGATCGAGTCAGTAACCTCTTTGGTAAAGTTATAAATACCTAAGAGACTTTTTTTGAACCTCTCATTTTTTCGTATCCACCATCCTACGACGGTAGGAAGACAACCGTAGAGGTCTCA

I . >

LRRK2-201 >

LRRK2-201

TTCACTTGAAAAACACCTCCTAAGTAGACACTGATAAATTGATTTTAATCCCTATTTGAGCACCAATGCAATACATTACTATTTCAAGATGGAGCATTAGATAACTAAAGGAAATTCTATTGTGGGCTTGTAAAT
L 1 L 1 M 1 M 1 M 1 M 1 L 1 N 1 M 1 L 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
AAGTGAACTTTTTGTGGAGGATTCATCTGTGACTATTTAACTAAAATTAGGGATAAACTCGTGGTTACGTTATGTAATGATAAAGTTCTACCTCGTAATCTATTGATTTCCTTTAAGATAACACCCGAACATTTA

[RRK2-201 >

LRRK2-201

ATCATGATAGTCATACCTATGTAATACATATATGTATATATAAATATTAATTTTTAAACATTTACTTAGCTATTAAAAATCAAATGCTCATATTTAAAATTATTGGTTTATTAATGCACCATCACATGTTATCAT

TAGTACTATCAGTATGGATACATTATGTATATACATATATATTTATAATTAAAAATTTGTAAATGAATCGATAATTTTTAGTTTACGAGTATAAATTTTAATAACCAAATAATTACGTGGTAGTGTACAATAGTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GTGATACTCTGAATTCTCTTTTTGCATAGACAAATCAGAGATTACCTGCTGCAAGTCATTAGTCATCATTAACCTGTACTGAAATGGTTAGAGCCTAGGGGAGTTCCAGGTAAAAGGACCAGTAATGAGTAGAAG

CACTATGAGACTTAAGAGAAAAACGTATCTGTTTAGTCTCTAATGGACGACGTTCAGTAATCAGTAGTAATTGGACATGACTTTACCAATCTCGGATCCCCTCAAGGTCCATTTTCCTGGTCATTACTCATCTTC

I . >

LRRK2-201 >

LRRK2-201

CTTGTTAGATGTAGAGATATTGAGGACAGAGATAGGTGCTTTATAAATATCAATTTGATATAATTTTAGCATAAAAATAAGCCTATGATGCTCTTTGAGCTTGGGAGTAGAAGTGGATATGTAATTTTCAGGGCG
1 M 1 M 1 . 1 M 1 M 1 N 1 M 1 L 1 N 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GAACAATCTACATCTCTATAACTCCTGTCTCTATCCACGAAATATTTATAGTTAAACTATATTAAAATCGTATTTTTATTCGGATACTACGAGAAACTCGAACCCTCATCTTCACCTATACATTAAAAGTCCCGC

I . >

TRRKZ-201 >

LRRK2-201

TAGTATAAAATGGAAATGCACACTCCTTGTTTGAAAATTATTAACGATTTTACAAGGGTGACAACAGAGCATTGAAGCAAGTGCTCTGTGAGCATGAAGCCCTGTGTGAAATACACACCTGTGAAGCTGGCCTTG
. 1 X 1 M 1 i 1 N 1 N 1 N 1 . 1 M 1 M 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATCATATTTTACCTTTACGTGTGAGGAACAAACTTTTAATAATTGCTAAAATGTTCCCACTGTTGTCTCGTAACTTCGTTCACGAGACACTCGTACTTCGGGACACACTTTATGTGTGGACACTTCGACCGGAAC

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CCTGCCAAACAGGAATGCTGGTACTGTTAATCAAACAGAAAGTTCAGAATGACAATCTGACTTTTTTTTGTAGAAGATACTAAACTTTTGGCCTTGAATATCTGAATTTAAGATACTGGTATCAAGCCAAAAGAA
1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGACGGTTTGTCCTTACGACCATGACAATTAGTTTGTCTTTCAAGTCTTACTGTTAGACTGAAAAAAAACATCTTCTATGATTTGAAAACCGGAACTTATAGACTTAAATTCTATGACCATAGTTCGGTTTTCTT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ATTTGGGCTTAGAACTTGAAAGATTTAAACTTGTGCTTTGACTTGTGTGCTCACAGCTCTCTGTGTCACAATTTTTTTCATCTGTACTTCGGGACAACAATAGTGTGTCGACATCACAAAGGTTTTGGGAGGATT
L 1 N 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 L 1 M 1 L

t T t T t T t T t T t T T T
TAAACCCGAATCTTGAACTTTCTAAATTTGAACACGAAACTGAACACACGAGTGTCGAGAGACACAGTGTTAAAAAAAGTAGACATGAAGCCCTGTTGTTATCACACAGCTGTAGTGTTTCCAAAACCCTCCTAA

LRRK2-201 >

LRRK2-201

74,385

74,520

74,655

74,790

74,925

75,060

75,195

75,330

75,465

75,600

75,735



AAGTAGGTGAATACATATGAAGTTCTTAAAAGAATGTCTGGCACTGAGTGAGTGCTACCTCGGTTTTGGCATCGTTATTGTGGTCATTGCTATTGTTATTATGACTTGAAGTCATATTAGTGTATGAAATCCCAT
1 N 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
TTCATCCACTTATGTATACTTCAAGAATTTTCTTACAGACCGTGACTCACTCACGATGGAGCCAAAACCGTAGCAATAACACCAGTAACGATAACAATAATACTGAACTTCAGTATAATCACATACTTTAGGGTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CCATGAATAGAAGACAGAAAGAACTTTGGGCAGGGTTTGGAGGTAAAAGAAGACATTGTAAAGGAGATGGGTAAAGGAATGATTTTAAAGACTGAGAATAATTAGGGGAGTACGATGTCATGGAAATTAAGGGAT

GGTACTTATCTTCTGTCTTTCTTGAAACCCGTCCCAAACCTCCATTTTCTTCTGTAACATTTCCTCTACCCATTTCCTTACTAAAATTTCTGACTCTTATTAATCCCCTCATGCTACAGTACCTTTAATTCCCTA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GATAAGCACCAATTAAGTTGTTATTGGACTTTTTTCTTTGAATGGTTCAAATTCAGAATAATAAGGAAAGAAGTCTGATTATACGAAATTAAAGGGTAGGGTGACTGTGGAGGTAGTGGGAGTTGACTTTTCTGC
1 M 1 N 1 M 1 M 1 . 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
CTATTCGTGGTTAATTCAACAATAACCTGAAAAAAGAAACTTACCAAGTTTAAGTCTTATTATTCCTTTCTTCAGACTAATATGCTTTAATTTCCCATCCCACTGACACCTCCATCACCCTCAACTGAAAAGACG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TAATAAGTTTAGAAATAAAGGAAAAATGGTAGCTTGAGGAAAGAGAGGAGCGATTAAGGGAAAGTCTCTCGTTAACTCTTGTTTTTCATCTCTGAGGACAGCGCTTAGCCCAAGGCCTGACCTGTGATCATTACT
N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTATTCAAATCTTTATTTCCTTTTTACCATCGAACTCCTTTCTCTCCTCGCTAATTCCCTTTCAGAGAGCAATTGAGAACAAAAAGTAGAGACTCCTGTCGCGAATCGGGTTCCGGACTGGACACTAGTAATGA

I . >

LRRK2-201 >

LRRK2-201

CTCTCAAGGTTTATTCCATGGACAGAGCTATCTCATTTCATGCTTATAACAACCCTACATTATTAGAATTGTTTTAGAGATGAGGAAGCTGAGACACACACCAAACCAGCCTTCCAATTTCACTTTGCACAACTT
1 M 1 L 1 N 1 L 1 L 1 M 1 M 1 L 1 M 1 N 1 L 1 M 1 M 1

T T T T t T y T t T t T t T
GAGAGTTCCAAATAAGGTACCTGTCTCGATAGAGTAAAGTACGAATATTGTTGGGATGTAATAATCTTAACAAAATCTCTACTCCTTCGACTCTGTGTGTGGTTTGGTCGGAAGGTTAAAGTGAAACGTGTTGAA

[RRK2-201 >

LRRK2-201

TGAATTTCTTTATATTTCTTGAATAAAAGTTCCACTTTTTAACTTACCACTTCTTAGCAGTCATTGTCTAACTGAGTAATTGTTACTTCATTCATTTAATGGTTCTCAGATTCGCATAATTTGAACCTAAATTTA

ACTTAAAGAAATATAAAGAACTTATTTTCAAGGTGAAAAATTGAATGGTGAAGAATCGTCAGTAACAGATTGACTCATTAACAATGAAGTAAGTAAATTACCAAGAGTCTAAGCGTATTAAACTTGGATTTAAAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATTGGCCTCCAAGCTGATGTGCTTACAGAAACAGTGACAGGAAACAAAAATGTCAAGGGAGACTATGTATTATTAAGATGATAAATGAAATGATGTCCAAGCTGAGCAATTAAAGTGTGAAGTAGAAGGACACAG

TAACCGGAGGTTCGACTACACGAATGTCTTTGTCACTGTCCTTTGTTTTTACAGTTCCCTCTGATACATAATAATTCTACTATTTACTTTACTACAGGTTCGACTCGTTAATTTCACACTTCATCTTCCTGTGTC

I . >

LRRK2-201 >

LRRK2-201

GGTGAGAAACTGATGCTTCTCCTCAGCCTCTATAAAAAAGATACTGAATAAAGATAATTGAGAGGCATTAGGGGACTAGACTGAGAAAGGATTGGAAATCTGTTCACTGAGAGTACAGAAATGAGGAAGCTTGGA
N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCACTCTTTGACTACGAAGAGGAGTCGGAGATATTTTTTCTATGACTTATTTCTATTAACTCTCCGTAATCCCCTGATCTGACTCTTTCCTAACCTTTAGACAAGTGACTCTCATGTCTTTACTCCTTCGAACCT

I . >

TRRKZ-201 >

LRRK2-201

AGGCAGAAGATTTTGGTCAAAGACGTCTGGCTTGAAGCTATTTCAGCTCTTTGGATTATCTGTGGTGGAGGCCATCACGTCTTTGGAGTGGAGGTACCATGAAACTAGTGTCTGCAAAACATCATCTAAATGAAA
1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCCGTCTTCTAAAACCAGTTTCTGCAGACCGAACTTCGATAAAGTCGAGAAACCTAATAGACACCACCTCCGGTAGTGCAGAAACCTCACCTCCATGGTACTTTGATCACAGACGTTTTGTAGTAGATTTACTTT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GCAAAATTCCTGAGAAGGATGGCACTATAATTTTTAAAAGAAAAGCTATGAGTTAAGCATTCATATCAAGGTAGATGTTTGGAGTGTATTGCTTGTGTGTGAAAAGGCAGAGATGACCAGAATAAGAGTTAGAGG
N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGTTTTAAGGACTCTTCCTACCGTGATATTAAAAATTTTCTTTTCGATACTCAATTCGTAAGTATAGTTCCATCTACAAACCTCACATAACGAACACACACTTTTCCGTCTCTACTGGTCTTATTCTCAATCTCC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TATGCTGCGTTTTCTTCTTGGTTGATGAGTAGGATGGCCTGGACAAAGAAGTGACCTCTAGTAAAATACCTTCATAGTGTCAAATCATCTGGAGGAAATTCAGATTAAAGAGGTTGGATGATGTCGTAATTAAGA
1 M 1 L 1 M 1 M 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
ATACGACGCAAAAGAAGAACCAACTACTCATCCTACCGGACCTGTTTCTTCACTGGAGATCATTTTATGGAAGTATCACAGTTTAGTAGACCTCCTTTAAGTCTAATTTCTCCAACCTACTACAGCATTAATTCT

LRRK2-201 >

LRRK2-201

75,870

76,005

76,140

76,275

76,410

76,545

76,680

76,815

76,950

77,085

77,220



TCCTGGGCTTTTAAGGTGGACACATTTATATTCAAGTCCCAGGCCCAATGCATATTAGCTCTGTTACTTGAGCTTTTATTTCTGCATCTTTAAAGTTTGGCAAACCTATTACATGAAGCTGTTGAGGGGATAAAT
" 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
AGGACCCGAAAATTCCACCTGTGTAAATATAAGTTCAGGGTCCGGGTTACGTATAATCGAGACAATGAACTCGAAAATAAAGACGTAGAAATTTCAAACCGTTTGGATAATGTACTTCGACAACTCCCCTATTTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

GAAATAACGCATGCAAAGCACTTGCAGTAAAGACTAATTATCAATATTTTATTTGTTAAGAGGCAGCATTGCGTTTTACTGGTCAAGTATGTAGACTCTGGGGTGAAACATATTTGGTTTGGTTTCATCTCTGCA

CTTTATTGCGTACGTTTCGTGAACGTCATTTCTGATTAATAGTTATAAAATAAACAATTCTCCGTCGTAACGCAAAATGACCAGTTCATACATCTGAGACCCCACTTTGTATAAACCAAACCAAAGTAGAGACGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTTATAGTTTGTGTAGACTTTGAGAATAGTTCTCAATCATTCTAACCCTCAGTGAATTCATCTTCTAATGGGAGTGATATCAGTATGGATTTCATGAGATTATGAAAAGAAAATGCCTACAAAGTATTTATTAC
N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAATATCAAACACATCTGAAACTCTTATCAAGAGTTAGTAAGATTGGGAGTCACTTAAGTAGAAGATTACCCTCACTATAGTCATACCTAAAGTACTCTAATACTTTTCTTTTACGGATGTTTCATAAATAATG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AATGCCTGGCACAGAACAAGCTCTCCTTAATTGTAAAAATGCTAACTCTTATTCTTCATAATAAATAAAAGTAATTAATGTTATAGAAAACAAAATCAAGGATACTGATTTATATTTGGATTACTTGATTTATAT
1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTACGGACCGTGTCTTGTTCGAGAGGAATTAACATTTTTACGATTGAGAATAAGAAGTATTATTTATTTTCATTAATTACAATATCTTTTGTTTTAGTTCCTATGACTAAATATAAACCTAATGAACTAAATATA

I . >

LRRK2-201 >

LRRK2-201

TTTGTCAGTCTATAACTGGTCTTAACTAAGGTAAGTATTAAGATCTCATTTTTAACAGCGAGTATTCTTTTGATTTTAGTTCATTGGAAATCCTGGGATTCAGAAATGTGGATTAAAAGTAATTTCTTCTATTGT
L 1 L 1 N 1 N 1 N 1 N 1 L 1 M 1 M 1 L 1 L 1 N 1 M 1 M

T T T T T T T T T T T T T T
AAACAGTCAGATATTGACCAGAATTGATTCCATTCATAATTCTAGAGTAAAAATTGTCGCTCATAAGAAAACTAAAATCAAGTAACCTTTAGGACCCTAAGTCTTTACACCTAATTTTCATTAAAGAAGATAACA

I ————T——SS

LRRK2-201 >
s L 555 s s L 560 s s L 565 s s L. 570
1 G N G Q C L K Vv | § S S 1 '
B L L L R L L L L L L L L T IR ENSE00001365484 >
LRRK2-201

ACATTTTCCTGATGCATTAGAGATGTTATCCCTGGAAGGTGCTATGGATTCAGTGCTTCACACACTGCAGATGTATCCAGATGACCAAGGTCAGTACAATTTGAATTCAGGATTTAGAATAGATTTTTGTAGGGC
1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TGTAAAAGGACTACGTAATCTCTACAATAGGGACCTTCCACGATACCTAAGTCACGAAGTGTGTGACGTCTACATAGGTCTACTGGTTCCAGTCATGTTAAACTTAAGTCCTAAATCTTATCTAAAAACATCCCG

I ————————————

LRRK2-201 >
L L L 575 s s L 580 s s s 585 s L s 500 s s s s s s s 600
H ¥ 5 D A L E M L 5 L & G A M D 5 \4 L H X L Q M Y P D D Q
‘ ENSE00001365484 eI R R R R ) >
LRRK2-201

ATTAGCTGGTGACTGGATGTCTTTAAATATTTTTCTTCAGTTTTGAGATTTAAAACAATTCTTTTTTTTTATTTTCCTAGAAATTCAGTGTCTGGGTTTAAGTCTTATAGGATACTTGATTACAAAGAAGAATGT
N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TAATCGACCACTGACCTACAGAAATTTATAAAAAGAAGTCAAAACTCTAAATTTTGTTAAGAAAAAAAAATAAAAGGATCTTTAAGTCACAGACCCAAATTCAGAATATCCTATGAACTAATGTTTCTTCTTACA

I . >

[RRK2-201 >
" Fi L " 605 Fi L " " 610 L " " Fi 615 " " Fi L
E 1 Q c L G L 5 L 1 G ¥ L 1 T K K N \
----------------------------------------------------------------- ENSE00001387519 >
LRRK2-201

GTTCATAGGAACTGGACATCTGCTGGCAAAAATTCTGGTTTCCAGCTTATACCGATTTAAGGATGTTGCTGAAATACAGACTAAAGTATGTGCATTATCTTGGAAAGAATTTGGGAACTTGTGCGAATTTCACTT

CAAGTATCCTTGACCTGTAGACGACCGTTTTTAAGACCAAAGGTCGAATATGGCTAAATTCCTACAACGACTTTATGTCTGATTTCATACACGTAATAGAACCTTTCTTAAACCCTTGAACACGCTTAAAGTGAA

I . R >

LRRK2-201 >
620 s s L 625 s s s 630 L s s 635 s s s 640 s s s 645 s
F 1 G T G H L L A K 1 L v 5 S L Y R |3 K D v A E 1 Q T K
‘ ENSE00001387519 e I >
LRRK2-201

TTGGAGCAGTTTGTGTAATTCCCACTTTGCATGAATGGGGTATTCTAGTTAATGGAAAACCATTTATCCTTTTGTAGTATTTTAATTATACAAGCAAAGAAAATTGGATTGAATCTCTAAAGATCCAGTGTTTCA
1 1 1 1 M 1 1 1 N 1 N 1 N 1 N 1 i 1 N 1 N 1 1 1 " 1 1
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AACCTCGTCAAACACATTAAGGGTGAAACGTACTTACCCCATAAGATCAATTACCTTTTGGTAAATAGGAAAACATCATAAAATTAATATGTTCGTTTCTTTTAACCTAACTTAGAGATTTCTAGGTCACAAAGT

I . >

LRRK2-201 >

LRRK2-201

TTATGAAATCTCTAAAGTCAGCATGGTTATTCACCATTTATCTTGCCCATAAAAGTTCAGAGAATGTGCTAAGAAATCCCAGCTAGCTGAGTTTATTCGCTTAGATTTTAGATAAATAGAATTTATAAATATTCC
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T T
AATACTTTAGAGATTTCAGTCGTACCAATAAGTGGTAAATAGAACGGGTATTTTCAAGTCTCTTACACGATTCTTTAGGGTCGATCGACTCAAATAAGCGAATCTAAAATCTATTTATCTTAAATATTTATAAGG

I R >

LRRK2-201 >

LRRK2-201

AAAGTTTGTCACTCTCTGGGTTTTATTGCAGGTTGCTTACCTTTAGTAATTTTGCTTGTTGATTTTTTTCCTTGCAGTGAAAAAATGTTTTTAACATTTTTCATCAAGCAAAATTTAAAACATGATATATAATAA
M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 i
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TTTCAAACAGTGAGAGACCCAAAATAACGTCCAACGAATGGAAATCATTAAAACGAACAACTAAAAAAAGGAACGTCACTTTTTTACAAAAATTGTAAAAAGTAGTTCGTTTTAAATTTTGTACTATATATTATT

LRRK2-201 >

LRRK2-201

77,355

77,490

77,625

77,760

77,895

78,030

78,165

78,300

78,435

78,570

78,705



CTGTCTTTGTAAGGAATTCAAGATACTGGCCTAGAGTTAGTTCACGGGAGATTAAGAATAAATTTGTTTTGTTTTGTTTTTTAATTGTAGCAAAACAAATAGTTTTTCTTCAAGAGTTTCTGCCTTGGTTGTGGA
1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
GACAGAAACATTCCTTAAGTTCTATGACCGGATCTCAATCAAGTGCCCTCTAATTCTTATTTAAACAAAACAAAACAAAAAATTAACATCGTTTTGTTTATCAAAAAGAAGTTCTCAAAGACGGAACCAACACCT

T ———— T ——————

LRRK2-201 >

LRRK2-201

GTTTGCAACTTTCATAAACTACAAAGGAATTTTTTTTTTTTTTTTGGAGACAGGGTCTCACTCTGTCACCCAGGCTGGAGTGTAGTGGCAGATTTCAGCTCACTACAACAGCTGCTTCCCGAGCTCAAGTGATTC

CAAACGTTGAAAGTATTTGATGTTTCCTTAAAAAAAAAAAAAAAACCTCTGTCCCAGAGTGAGACAGTGGGTCCGACCTCACATCACCGTCTAAAGTCGAGTGATGTTGTCGACGAAGGGCTCGAGTTCACTAAG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TCTTGCCTCAGCCTCCTGAGTAGCTCAGACTACAGGCATGCACTCCCATGCCTGGCTAATTTTTGTATTTTTTGTAGAGATGAGGTTTCACCATATTTCCCAGGCTGGTCTCAAACTCCCTGGTCTCAAGCAATC
1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 . 1 X 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
AGAACGGAGTCGGAGGACTCATCGAGTCTGATGTCCGTACGTGAGGGTACGGACCGATTAAAAACATAAAAAACATCTCTACTCCAAAGTGGTATAAAGGGTCCGACCAGAGTTTGAGGGACCAGAGTTCGTTAG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TGTCCTGCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCAAGGTGCCCAGCTGACTCAGGAAATATTTTTTGTAACTGGCAGCATTGACCAGGAATAAAAATACCTGGTCTCTAATCTTTGCACAGACA
N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAGGACGAGTCGGAGGGTTTCACGACCCTAATGTCCACACTCGGTTCCACGGGTCGACTGAGTCCTTTATAAAAAACATTGACCGTCGTAACTGGTCCTTATTTTTATGGACCAGAGATTAGAAACGTGTCTGT

I . >

LRRK2-201 >

LRRK2-201

TTATCAGTAAATGAGAGAATATGTGTAAAGTTTTTTAAAAAATTATAAAGTTATGAACATACAAAATTCTTAGATTAATAACAACAATGTGTTTTATAACTGCTTTTCATAATGTGCCTCAGGCTAGGCTGATTA
1 N 1 M 1 L 1 L 1 L 1 M 1 M 1 L 1 M 1 M 1 M 1 L 1 M 1

T T T T t T y T t T y T t T
AATAGTCATTTACTCTCTTATACACATTTCAAAAAATTTTTTAATATTTCAATACTTGTATGTTTTAAGAATCTAATTATTGTTGTTACACAAAATATTGACGAAAAGTATTACACGGAGTCCGATCCGACTAAT

[RRK2-201 >

LRRK2-201

AACCAAGATAGGATTGATTAAAAGTAATCTTAGGGAAAGGGAAGGATTTTGTGCCGGTATGGAACTCTCAGTTACTCTGGATTAATTCATCTAGGCATAAATTTTAGAATCTCTATAGTAGAGTTTATGAACTAA

TTGGTTCTATCCTAACTAATTTTCATTAGAATCCCTTTCCCTTCCTAAAACACGGCCATACCTTGAGAGTCAATGAGACCTAATTAAGTAGATCCGTATTTAAAATCTTAGAGATATCATCTCAAATACTTGATT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATCTGGCCTGCCAACATATTTTATTTGTCCAGTTCAGGGTTTTGCTTTGTTTTTTGAGACAGAGTCTCACTCTGTTGCCCAGGCTGTAGTGCAGTGGCGCAGTCTCAGCTCACATCACCCTCCGCCTCCTGGGTT

TAGACCGGACGGTTGTATAAAATAAACAGGTCAAGTCCCAAAACGAAACAAAAAACTCTGTCTCAGAGTGAGACAACGGGTCCGACATCACGTCACCGCGTCAGAGTCGAGTGTAGTGGGAGGCGGAGGACCCAA

I . >

LRRK2-201 >

LRRK2-201

CAAGCAATTCTCCTGCCTCAGCCTCCCTAGTAGCTAGGACTACAAGTATGCACCACCATGCTCAGCTAATGTTTGTATTTTTAGCTGAGATGGGGTTTCGCCGTGTTGGCCAGGCTGGTCTCAAACTCCTGACCT
N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTTCGTTAAGAGGACGGAGTCGGAGGGATCATCGATCCTGATGTTCATACGTGGTGGTACGAGTCGATTACAAACATAAAAATCGACTCTACCCCAAAGCGGCACAACCGGTCCGACCAGAGTTTGAGGACTGGA

I . >

TRRKZ-201 >

LRRK2-201

CAAGTGATTCACTCACCTCGGACTCCCAAAGTGTTGGGATTACAGGCATGAGCCACTGCACCCGGCCTTCAGTTCAGTGTTTAAAAGTTTTTAATTCGAATGACGTACTTTCTGCACATTTGCATGGCCTGCTCT
1 M 1 N 1 N 1 M 1 N 1 i 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTTCACTAAGTGAGTGGAGCCTGAGGGTTTCACAACCCTAATGTCCGTACTCGGTGACGTGGGCCGGAAGTCAAGTCACAAATTTTCAAAAATTAAGCTTACTGCATGAAAGACGTGTAAACGTACCGGACGAGA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GCTGTAGCATTCACTTGTTTTCAGAGACCTCTGCTCTAGAGGCAGGTGGATCACCTGTCCCTCAGACATACATAAATTAAGGCTACTTTGCTTATCAAATATTAGTATTCGTAGATACTCAGCATCATAAGAGTT
M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGACATCGTAAGTGAACAAAAGTCTCTGGAGACGAGATCTCCGTCCACCTAGTGGACAGGGAGTCTGTATGTATTTAATTCCGATGAAACGAATAGTTTATAATCATAAGCATCTATGAGTCGTAGTATTCTCAA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CGAAGTAATAATTTTAATATTTAGATGACGTAAGTTAATTTAAAATTTTTTTGAGATGGGGTCTCACTCTATGGCCCAGGCTAGAGTGCAGTGGCACAATCTCGGTTCACTGCAACCTCTGCCTCCTGGGCCCAT
1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
GCTTCATTATTAAAATTATAAATCTACTGCATTCAATTAAATTTTAAAAAAACTCTACCCCAGAGTGAGATACCGGGTCCGATCTCACGTCACCGTGTTAGAGCCAAGTGACGTTGGAGACGGAGGACCCGGGTA

LRRK2-201 >

LRRK2-201

78,840

78,975

79,110

79,245

79,380

79,515

79,650

79,785

79,920

80,055

80,190



CCTCCTGGGTGGGCTCAAGTGATCCACCTCAGCCTCCTGAGTAGCTGGGACTACAGGTGCATGCACGGGTAATTTTAAAATATTTTTTATAGGCACAAGATTTTGCCATATTGTGCAGGCTGGTCTTGAATTCCT
M 1 M 1 M 1 " 1 M 1 i 1 3 1 M 1 " 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
GGAGGACCCACCCGAGTTCACTAGGTGGAGTCGGAGGACTCATCGACCCTGATGTCCACGTACGTGCCCATTAAAATTTTATAAAAAATATCCGTGTTCTAAAACGGTATAACACGTCCGACCAGAACTTAAGGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

GGGCTCAAGCAATCCCACAGTGCTGAGATTACAGGTGTGAGCCATGGTGTCTAGCCAATTTTATTAATATGTAATATTAGAGGTAATAAAACATTAAAAAGTTAAGATGATCCTTGGTGGCTTTACCCAACCTAA

CCCGAGTTCGTTAGGGTGTCACGACTCTAATGTCCACACTCGGTACCACAGATCGGTTAAAATAATTATACATTATAATCTCCATTATTTTGTAATTTTTCAATTCTACTAGGAACCACCGAAATGGGTTGGATT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATAATACTAAAGTCAAAAGCCCAATCTTTCATTAAAACATCACATGAGTGAAGAGGACAGACTCTGGGGATGTGCTTAAGGTGGTTCTAAAAAAGTAACGGTGTTCTTTATAAATAACTTATTATTAGAATGTAA
M 1 . 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATTATGATTTCAGTTTTCGGGTTAGAAAGTAATTTTGTAGTGTACTCACTTCTCCTGTCTGAGACCCCTACACGAATTCCACCAAGATTTTTTCATTGCCACAAGAAATATTTATTGAATAATAATCTTACATT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TCCTCAGAGTGCCCTCAGCGCTTCTCAACTACACTCAACATAAATGAAATCTAGGAGTCCACACTAGCCTTTCTGAGATAAACATTTCGGAAGACAGCGCAAAAAGCTGGGGGATATGCTAGGCTCTCTAGAGAA
1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGGAGTCTCACGGGAGTCGCGAAGAGTTGATGTGAGTTGTATTTACTTTAGATCCTCAGGTGTGATCGGAAAGACTCTATTTGTAAAGCCTTCTGTCGCGTTTTTCGACCCCCTATACGATCCGAGAGATCTCTT

I . >

LRRK2-201 >

LRRK2-201

CCTACTGTTCAATATTATAATACAAATTTTTACTCTATTGACCTGTTTGGATGTGTAGTTCTGCTGATCCAACCGCTTTAATCCTGTTTAATATCTGGGTTTCATCCTATAACTATGGCTTTAGACAAGCATCTT
L 1 M 1 N 1 L 1 L 1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
GGATGACAAGTTATAATATTATGTTTAAAAATGAGATAACTGGACAAACCTACACATCAAGACGACTAGGTTGGCGAAATTAGGACAAATTATAGACCCAAAGTAGGATATTGATACCGAAATCTGTTCGTAGAA

LRRK2-201 >

LRRK2-201

TGAAAACCAAATTTGAGGGTATTAGTTCTTTTTCCTGCTTTGCTACTGAATGGTTTGTTAACTAGCATTTTATTCTCTGTGCCTGCTATATTTCTTAGTCATGAGAGAGAGAGGGAGTATTTATTTACAGGATAA

ACTTTTGGTTTAAACTCCCATAATCAAGAAAAAGGACGAAACGATGACTTACCAAACAATTGATCGTAAAATAAGAGACACGGACGATATAAAGAATCAGTACTCTCTCTCTCCCTCATAAATAAATGTCCTATT

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

ATACTTTAAAGCACCAACCCAATATATCTATAGTTAAATGAACATCCTAGGTATTGTTTCATATACAAACTCTCTCTGCTTTATACTGTTTATTCATTTTGCCTGTAATTGCTTATTTTATTATTTTTTTTCTTA
M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATGAAATTTCGTGGTTGGGTTATATAGATATCAATTTACTTGTAGGATCCATAACAAAGTATATGTTTGAGAGAGACGAAATATGACAAATAAGTAAAACGGACATTAACGAATAAAATAATAAAAAAAAGAAT

I . >

LRRK2-201 >

LRRK2-201

TACTTTTAGGGATTTCAGACAATCTTAGCAATCCTCAAATTGTCAGCATCTTTTTCTAAGCTGCTGGTGCATCATTCATTTGACTTAGTAATATTCCATCAAATGTCTTCCAATATCATGGAACAAAAGGATCAA
1 N 1 L 1 N 1 M 1 L 1 L 1 L 1 M 1 L 1 M 1 L 1 L 1 L 1

T T T T T T T T T T T T T T
ATGAAAATCCCTAAAGTCTGTTAGAATCGTTAGGAGTTTAACAGTCGTAGAAAAAGATTCGACGACCACGTAGTAAGTAAACTGAATCATTATAAGGTAGTTTACAGAAGGTTATAGTACCTTGTTTTCCTAGTT

W< ____________________Ppg

LRRK2-201 >
s L 650 s L s L 655 s s L L 660 s L s L 665 L L s s 670 s s s s 675 s s s s 680 s s s s 585 s L s
P ENSE00001378687 >
LRRK2-201

CAGGTACAGTGTTTTTCACTTGCATCCTAAATGTTATGTATTTATCTGACTCTAATTCTCATTTCCACTCTTTTTAGTTTCTAAACCTCTGTTGCAAGTGTTTTGCAAAAGTAGCTATGGATGATTACTTAAAAA
M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GTCCATGTCACAAAAAGTGAACGTAGGATTTACAATACATAAATAGACTGAGATTAAGAGTAAAGGTGAGAAAAATCAAAGATTTGGAGACAACGTTCACAAAACGTTTTCATCGATACCTACTAATGAATTTTT

T —————————————————————————————————————— T ————>

LRRK2-201 >
690 L L 595 s s s s 700 s s s L 705 s s s s
‘----------------------------------------------------.------- ENSE00001382909 >
LRRK2-201

ATGTGATGCTAGAGAGAGCGTGTGATCAGAATAACAGCATCATGGTTGAATGCTTGCTTCTATTGGGAGCAGATGCCAATCAAGCAAAGGAGGGATCTTCTTTAATTTGTCAGGTAAATATTCAAGGCCTCACTT
1 3 1 3 1 3 1 | 1 3 1 3 1 3 1 3 1 3 1 3 1 3 1 3 1 3 1
T T T T T T T T T T T T t T t T t T y T t T y i t

T T
TACACTACGATCTCTCTCGCACACTAGTCTTATTGTCGTAGTACCAACTTACGAACGAAGATAACCCTCGTCTACGGTTAGTTCGTTTCCTCCCTAGAAGAAATTAAACAGTCCATTTATAAGTTCCGGAGTGAA

I . R >

[RRK2-201 >
710, L " " 715 " " L 720 " L " 725 L L " 730 " L " 75 L " " 740 " " " 745 "
\ M L E R A C D Q N N S 1 M \ E e L L L L G A D A N Q A K E G S S L 1 C Q
] ENSE00001382909 o R >
LRRK2-201

TTGTCTTTGCTCAGTATTCTTATAGAATGTAAGAGCCCTGCCATTGTGTATCTCTTACTTATATCATATTATTCTTCACTACAGAAATTTACCAGTTTATTGCAATTGTTTGTGTCTTGTAGTAGATTTATAGAA
N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACAGAAACGAGTCATAAGAATATCTTACATTCTCGGGACGGTAACACATAGAGAATGAATATAGTATAATAAGAAGTGATGTCTTTAAATGGTCAAATAACGTTAACAAACACAGAACATCATCTAAATATCTT

I . >

LRRK2-201 >

I T T

LRRK2-201

80,325

80,460

80,595

80,730

80,865

81,000

81,135

81,270

81,405

81,540

81,675



TTCCAGAAGTAATAGGGTCCTTTAGGTGTTATCCAGTCTAATCTTTCATTTCATCTGTTTACTTATCTTGTTAAGTTGATAAATAACTTTTCAAATGTGTCCCTTAGTAGGCATCTCTACAACTTAGTCTCCAGA
1 " 1 M 1 M 1 1 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
AAGGTCTTCATTATCCCAGGAAATCCACAATAGGTCAGATTAGAAAGTAAAGTAGACAAATGAATAGAACAATTCAACTATTTATTGAAAAGTTTACACAGGGAATCATCCGTAGAGATGTTGAATCAGAGGTCT

T ———— T ——————

LRRK2-201 >

LRRK2-201

TACACTCCACATAACACATAGTTCTAATGTTTTGATAATTTTTTAACCATTTTTTTCCATGGTTTTAGTTTCTTTGCCTAGAAAGTTCTCCCCTGAGGGCTACCACACATGGCTATGCAGGCTGTGGATGGCACA

ATGTGAGGTGTATTGTGTATCAAGATTACAAAACTATTAAAAAATTGGTAAAAAAAGGTACCAAAATCAAAGAAACGGATCTTTCAAGAGGGGACTCCCGATGGTGTGTACCGATACGTCCGACACCTACCGTGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CTTTTGTCGGTGCCATTCACAGTGACATGAGTTGCTGTTGGCCAAAGTTGTGTAACACTGGTCTTTCTTTCCTTCTCTCTTCCCTCCTGAACCATGTAAACATATATCTATCTGATTGTTCTGCTCTCCCTTCAA
1 M 1 N 1 . 1 M 1 N 1 N 1 M 1 M 1 X 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T . T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T . T
GAAAACAGCCACGGTAAGTGTCACTGTACTCAACGACAACCGGTTTCAACACATTGTGACCAGAAAGAAAGGAAGAGAGAAGGGAGGACTTGGTACATTTGTATATAGATAGACTAACAAGACGAGAGGGAAGTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AATATAATTCAAATTATCTTTCTTTAAAGCCCTCCCCATACCTCCAAACCTCCAAACAAAATTAAGATTTACTTCTTTTGTCAGTCTATGAAAATATATACATATCTCTTGTATACTTGGTGAGTTGTGTGAAAA
M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTATATTAAGTTTAATAGAAAGAAATTTCGGGAGGGGTATGGAGGTTTGGAGGTTTGTTTTAATTCTAAATGAAGAAAACAGTCAGATACTTTTATATATGTATAGAGAACATATGAACCACTCAACACACTTTT

I . >

LRRK2-201 >

LRRK2-201

TAACAGTGTACAGTGTTCATCTTTGTATCATTCAGAATATCGAGCTCATTGCTTTACATATGGTGTGTATTCAATAAATACTAGGTTCATTGCTTATATTTCAGATTTGTATTATTTGTATAAGTGTTAGAGTTT
1 N 1 M 1 N 1 M 1 M 1 L 1 M 1 L 1 M 1 M 1 M 1 N 1 L 1

T T T T t T y T t T y T t T
ATTGTCACATGTCACAAGTAGAAACATAGTAAGTCTTATAGCTCGAGTAACGAAATGTATACCACACATAAGTTATTTATGATCCAAGTAACGAATATAAAGTCTAAACATAATAAACATATTCACAATCTCAAA

[RRK2-201 >

LRRK2-201

ATACTAGCATTCAGGTAGCACTATGTCTATTTTCTAGAAATTTAATATTTCTAACAAAGCAATTATGTAGTGATTTAATACACATTATTAAATAATCAATAAAGTACTATGTTTGCCAATAGTTTACTTTTTAAA

TATGATCGTAAGTCCATCGTGATACAGATAAAAGATCTTTAAATTATAAAGATTGTTTCGTTAATACATCACTAAATTATGTGTAATAATTTATTAGTTATTTCATGATACAAACGGTTATCAAATGAAAAATTT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CCTTACTGTATTTAATATCCCTACTGTATTTAATATCCCACTTGCCTATGGATTGAAATCAATTTGTTGACTGTTAAGATTAAGTTAATACTAATTAGTAATCAACATAAAAAGAAAAAGAATTTGTAACCCATT

GGAATGACATAAATTATAGGGATGACATAAATTATAGGGTGAACGGATACCTAACTTTAGTTAAACAACTGACAATTCTAATTCAATTATGATTAATCATTAGTTGTATTTTTCTTTTTCTTAAACATTGGGTAA

I . >

LRRK2-201 >

LRRK2-201

TTCATGCATTACGTTTATGAATTAAAATCACATAAACAATCTAATTATTTAAATTTAGTCAAATTTCTTTTAAGCAAGCAACAATTAAAATAGTTGCTCCGCTTTACTAAAGATAATTAAATTTTTCCATCAATA
M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAGTACGTAATGCAAATACTTAATTTTAGTGTATTTGTTAGATTAATAAATTTAAATCAGTTTAAAGAAAATTCGTTCGTTGTTAATTTTATCAACGAGGCGAAATGATTTCTATTAATTTAAAAAGGTAGTTAT

I . >

TRRKZ-201 >

LRRK2-201

ATTTAATACATTTTTACTGTGCATCTTTTGCATGCAGATTATTGCATTAATTTTAATTGAAAATACCGAAGAACTAAAAAGAAACTTCCCCTTCTAAGTCCACATTAAGGAAACAACATACCTAAAAGCACCTGA
1 N 1 M 1 N 1 M 1 X 1 N 1 N 1 i 1 N 1 M 1 N 1 . 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAAATTATGTAAAAATGACACGTAGAAAACGTACGTCTAATAACGTAATTAAAATTAACTTTTATGGCTTCTTGATTTTTCTTTGAAGGGGAAGATTCAGGTGTAATTCCTTTGTTGTATGGATTTTCGTGGACT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TACAACTGTACTACATTCCCCACAGGAAATCATTTCTACTATTCTTTCAATTTATCCAAATCTTTCTACCCAACAGGATTTTTACTTTATTCCTCTTTCCATATTCTTTTGGACTTCATATGCTTAGTTTTATCT
N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATGTTGACATGATGTAAGGGGTGTCCTTTAGTAAAGATGATAAGAAAGTTAAATAGGTTTAGAAAGATGGGTTGTCCTAAAAATGAAATAAGGAGAAAGGTATAAGAAAACCTGAAGTATACGAATCAAAATAGA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TTTCTTTTTAAAACGAAATCTTAAATCCAAGGATTATGTATTAGGTTTAAAGAATTTATCCCAGTTGTCAGAGGTTATTTATATCTAGCAAACAATAACTGCTGATTAAATCTTGTGGATGAGTTTGTCGTATGT
1 N 1 L 1 L 1 N 1 L 1 L 1 N 1 N 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
AAAGAAAAATTTTGCTTTAGAATTTAGGTTCCTAATACATAATCCAAATTTCTTAAATAGGGTCAACAGTCTCCAATAAATATAGATCGTTTGTTATTGACGACTAATTTAGAACACCTACTCAAACAGCATACA

LRRK2-201 >

LRRK2-201

81,810

81,945

82,080

82,215

82,350

82,485

82,620

82,755

82,890

83,025

83,160



ACCTTATTTGTGCCAGAGCAAAATAAGGTAATCAGGACTATTTATTCATTTACCAAGAGGTTACATATTGAAGGACTATCTAGAGCAAGGGTGGAGTTGTGTTAGACTTTCTGCAGAGAATTTGATAATGGAATG
" 1 M 1 i 1 " 1 M 1 i 1 3 1 M 1 M 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
TGGAATAAACACGGTCTCGTTTTATTCCATTAGTCCTGATAAATAAGTAAATGGTTCTCCAATGTATAACTTCCTGATAGATCTCGTTCCCACCTCAACACAATCTGAAAGACGTCTCTTAAACTATTACCTTAC

T ———— T ——————

LRRK2-201 >

LRRK2-201

TACATGATTGGTAGAGAAGAATATGGAAGTTTAATACTGGGTATGCAAATGCATGGATAAAAACCTCAAGGTAAAACTCATCAAATCACAGTGGAAAAAGTATAGTGAAGTCTGAATAAAAATAATAAGAGGCTG

ATGTACTAACCATCTCTTCTTATACCTTCAAATTATGACCCATACGTTTACGTACCTATTTTTGGAGTTCCATTTTGAGTAGTTTAGTGTCACCTTTTTCATATCACTTCAGACTTATTTTTATTATTCTCCGAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GGCATGGTGGCTCACATCTGTAATCCCAACACTTTGGGATGTTGAGGTGGGAGGATCACTTGAGCCAGGAGTTCGAGACCAACTTGAGAAACATAGTGAGACTCCATTTCTACAAAACAAACCAACAAGCAAAAA
M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 . 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGTACCACCGAGTGTAGACATTAGGGTTGTGAAACCCTACAACTCCACCCTCCTAGTGAACTCGGTCCTCAAGCTCTGGTTGAACTCTTTGTATCACTCTGAGGTAAAGATGTTTTGTTTGGTTGTTCGTTTTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ACCATGTATGATGGCACACACATGTAGTCCTAGCTTCATGCAGGGTGGCTCATGCCTGTAATCCCAGGGCTTTGGGAAGTCAAGGCGGGAGGATCATTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACATAG
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGGTACATACTACCGTGTGTGTACATCAGGATCGAAGTACGTCCCACCGAGTACGGACATTAGGGTCCCGAAACCCTTCAGTTCCGCCCTCCTAGTAAACTCGGGTCCTCAAGTTCTGGTCGGACCCGTTGTATC

I . >

LRRK2-201 >

LRRK2-201

TTAGACCCCCATGTCTACAAAAAGTCAAAAAATTAGCTGGGTATGGTGGTACCTGCTTATAGTCCCAGCTACTTGGGAGTCTGAGGTGGGAGGATGACTTGAGCCTGGGAGGTTGAGGCTGCAGTTAGCTGAGAT
L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 N 1 M 1 L 1 M 1 M 1 M

t T t T t T t T t T t T T T
AATCTGGGGGTACAGATGTTTTTCAGTTTTTTAATCGACCCATACCACCATGGACGAATATCAGGGTCGATGAACCCTCAGACTCCACCCTCCTACTGAACTCGGACCCTCCAACTCCGACGTCAATCGACTCTA

[RRK2-201 >

LRRK2-201

TGCACCATTGCACTCCAGCCTAGGCAACAGAGCCAGACCCTGTTAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAATATAATAAGGCTGAGGTGGGAGGATCACTTGAGCCTAGGAGGTCAAGGC

ACGTGGTAACGTGAGGTCGGATCCGTTGTCTCGGTCTGGGACAATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTATATTATTCCGACTCCACCCTCCTAGTGAACTCGGATCCTCCAGTTCCG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TGCAGGAGCTAAGATTGTGCCACTGTACAGCAGCCTTGGTGACAGAGGGAGACTCTGTCTCAAAACCAACCGGTCGGGTGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCAT

ACGTCCTCGATTCTAACACGGTGACATGTCGTCGGAACCACTGTCTCCCTCTGAGACAGAGTTTTGGTTGGCCAGCCCACGCCACCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGGCTCCACCCACCTAGTA

I . >

LRRK2-201 >

LRRK2-201

GAGGTCAGGAGATCGAGACCATCCTGGCTAACCCGGTGAAACCTTGTTTCTACTAAAAAAATACAAAAAATTAGCCAGGCGTGGTGGCAGGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGG
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CTCCAGTCCTCTAGCTCTGGTAGGACCGATTGGGCCACTTTGGAACAAAGATGATTTTTTTATGTTTTTTAATCGGTCCGCACCACCGTCCACGGACATCAGGGTCGATGAACCCTCCGACTCCGTCCTCTTACC

I . >

TRRKZ-201 >

LRRK2-201

CGTGAACCTGGAAGGCGGAGCTTGCAGTGAGCCTAGATCGCGCCACTGCACTGCAGCCTGGGCGACAGAGTGAGACTCCGTCTCAAAAAAAAAAAAAACAAAAAACGAACCAACCAACCAACCAACAAAACAAAC
. 1 N 1 M 1 . 1 . 1 N 1 N 1 . 1 N 1 N 1 . 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GCACTTGGACCTTCCGCCTCGAACGTCACTCGGATCTAGCGCGGTGACGTGACGTCGGACCCGCTGTCTCACTCTGAGGCAGAGTTTTTTTTTTTTTTGTTTTTTGCTTGGTTGGTTGGTTGGTTGTTTTGTTTG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

AAACAAAAAACCAACAAAACCAAACACTTCTATCATGCTCATTACCACCTGGGCACTGCTCCAAATACTTTACACAATTTAATCCTTACGACAACCTACGAAAAGGTCCAGTAGGTTCTAATGTTATTCCCATTG
1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTGTTTTTTGGTTGTTTTGGTTTGTGAAGATAGTACGAGTAATGGTGGACCCGTGACGAGGTTTATGAAATGTGTTAAATTAGGAATGCTGTTGGATGCTTTTCCAGGTCATCCAAGATTACAATAAGGGTAAC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGCAAGTGAGAAGCTGAGGCACTGAGGGTTTAAATAACTTGCCTAAGAACAAGCTCCTGGTAACAGTGTGAAATCTGCCTCCACAGTGCCTGCTTTAATTTCTTGGCTACACAGCAGATTCATGGTAGTGGTGGT
L 1 M 1 N 1 L 1 L 1 M 1 L 1 L 1 L 1 M 1 L 1 L 1 L 1 L

t T t T t T t T t T t T T T
ACGTTCACTCTTCGACTCCGTGACTCCCAAATTTATTGAACGGATTCTTGTTCGAGGACCATTGTCACACTTTAGACGGAGGTGTCACGGACGAAATTAAAGAACCGATGTGTCGTCTAAGTACCATCACCACCA

LRRK2-201 >

LRRK2-201

83,295

83,430

83,565

83,700

83,835

83,970

84,105

84,240

84,375

84,510

84,645



AGTGGTGTTCATTTTCTCTAAAATAACAGTTTGAATAATTTGGTTTTGATAATGCACTGCATTTATTATAAATTAGATGATCAGAGAAAGATTGCAGGGATAAGAAATTATGCTTTTGATAATCTTTAGTTATAT
1 M 1 M 1 M 1 " 1 " 1 M 1 1 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
TCACCACAAGTAAAAGAGATTTTATTGTCAAACTTATTAAACCAAAACTATTACGTGACGTAAATAATATTTAATCTACTAGTCTCTTTCTAACGTCCCTATTCTTTAATACGAAAACTATTAGAAATCAATATA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TCTTAATTTTCTTCATTATTATTTAAATGTAAAAATAAATATCTGTGAGCAGTAGTATTTTCCTGTCATGAAGCTGAAATTACTTTCATAAATATGTGTGAATATTCTAAAGAGAATGACTCTGTAGGATTTAAA

AGAATTAAAAGAAGTAATAATAAATTTACATTTTTATTTATAGACACTCGTCATCATAAAAGGACAGTACTTCGACTTTAATGAAAGTATTTATACACACTTATAAGATTTCTCTTACTGAGACATCCTAAATTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GAAATTAATTCTTATTTTTGCTGGCATTTATTTATTTTATCAGATTCACTTTCTCATATATGTCTCTCTTCATGGCACCATATGCCTAAAGTCAGCTTGGATAGTTTGGATCCTCCAAGGAAAATTCCTTCCACA
1 N 1 N 1 . 1 M 1 M 1 N 1 M 1 . 1 . 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
CTTTAATTAAGAATAAAAACGACCGTAAATAAATAAAATAGTCTAAGTGAAAGAGTATATACAGAGAGAAGTACCGTGGTATACGGATTTCAGTCGAACCTATCAAACCTAGGAGGTTCCTTTTAAGGAAGGTGT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AACATGTGCAGCACACAGTGCTAGATAATTAATAGAGAATATAAAATGGGTTTCCTGTTTCAAGATGGTTTGTAGGTCTGTATGTGTAGGGCATTGACAAGAGAGTAAAACATAAATCACCTTAGTACAAAGTAA
M 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGTACACGTCGTGTGTCACGATCTATTAATTATCTCTTATATTTTACCCAAAGGACAAAGTTCTACCAAACATCCAGACATACACATCCCGTAACTGTTCTCTCATTTTGTATTTAGTGGAATCATGTTTCATT

I . >

LRRK2-201 >

LRRK2-201

GGAGTGAATGGCATATCTTAGAGAAAAAAAAGTTACTGGGCTATAAGAGAAGGCATTTGTGAGTTTTTCCCTCCCTCCCCGCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTC
1 N 1 N 1 N 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
CCTCACTTACCGTATAGAATCTCTTTTTTTTCAATGACCCGATATTCTCTTCCGTAAACACTCAAAAAGGGAGGGAGGGGCGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAG

[RRK2-201 >

LRRK2-201

CCTTCCCTTCCCTTCCCTTCCCTTCTCTTCCCTCCCCTCCCCTTCTCTTCCCTCCCCTCCCCTCCCCTCCCCTCCCCTCCCTTCTCCTTTCTCTTCCCCTTCCCCTTCCTCTTCCCCTTCCCCTTCTCCTTCCTT

GGAAGGGAAGGGAAGGGAAGGGAAGAGAAGGGAGGGGAGGGGAAGAGAAGGGAGGGGAGGGGAGGGGAGGGGAGGGGAGGGAAGAGGAAAGAGAAGGGGAAGGGGAAGGAGAAGGGGAAGGGGAAGAGGAAGGAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CCTTCCTTCCTTCCTCTTCCACCTGCCTTCCTTTTAATTTTGCTATGAGCCCTTAAAGAGGATTTTAGTAATTTGCTACTTAAATTAAATATATTTGCTAGATGTTGTGCTAGGCTTCAGGAATACAAGTTGGAT

GGAAGGAAGGAAGGAGAAGGTGGACGGAAGGAAAATTAAAACGATACTCGGGAATTTCTCCTAAAATCATTAAACGATGAATTTAATTTATATAAACGATCTACAACACGATCCGAAGTCCTTATGTTCAACCTA

I . >

LRRK2-201 >

LRRK2-201

TGCAGTAATGTAAAGCCCTTTGCATTCTAGCAAGAAAACAGATGGGTATGTATGTTTGCTCAGTGCTACATTAAATGAAATGGATGGGAGCCGGGAGGAGAAATGGTGTGTTTGGCCTGAGAGGTTAGTAGCAAG
N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACGTCATTACATTTCGGGAAACGTAAGATCGTTCTTTTGTCTACCCATACATACAAACGAGTCACGATGTAATTTACTTTACCTACCCTCGGCCCTCCTCTTTACCACACAAACCGGACTCTCCAATCATCGTTC

I . >

TRRKZ-201 >

LRRK2-201

GACTTCTCTGCAAGAAAGTTTGAAGCCAATTCTTCAAGAATGAACACCTTTTTGCTGGGTGAAAAGTAGAGGAAGGCATTTGGGGTAATAGAAATAGCATAAAAGGTAATGAGGTTTGAAAAATTACATGCTGTG
1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 . 1 M 1 M 1 . 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTGAAGAGACGTTCTTTCAAACTTCGGTTAAGAAGTTCTTACTTGTGGAAAAACGACCCACTTTTCATCTCCTTCCGTAAACCCCATTATCTTTATCGTATTTTCCATTACTCCAAACTTTTTAATGTACGACAC

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTGGAAGAATGTCCTGGAGCAGCAGCGTTTTAGAAGGTTTTTAAAGACGATGGTGACTTGATCAGAGCTCTGTAGTGCTTTGAGGATGGGTTGAAGGTGGGCGTACTTGGAGACTGGTGGGCATTTAATTGGTG
N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAACCTTCTTACAGGACCTCGTCGTCGCAAAATCTTCCAAAAATTTCTGCTACCACTGAACTAGTCTCGAGACATCACGAAACTCCTACCCAACTTCCACCCGCATGAACCTCTGACCACCCGTAAATTAACCAC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CCTTCCAACCACATAAATGAATGTCCCCTCAAATCCCTTGGAAACACTTTAATTCTAGAAAATTCAAAAATTGTCCCCAACATCTTTTTCCTCTGAGTTGGTACCCTGGATCTTTGGGTCTTCTTTTCTTTCCTT
1 M 1 L 1 L 1 N 1 L 1 L 1 N 1 N 1 L 1 M 1 N 1 L 1 M 1

T T T T t T y T t T y T ¥ T
GGAAGGTTGGTGTATTTACTTACAGGGGAGTTTAGGGAACCTTTGTGAAATTAAGATCTTTTAAGTTTTTAACAGGGGTTGTAGAAAAAGGAGACTCAACCATGGGACCTAGAAACCCAGAAGAAAAGAAAGGAA

LRRK2-201 >

LRRK2-201

84,780

84,915

85,050

85,185

85,320

85,455

85,500

85,725

85,860

85,995

86,130



TTTTGATGTTTTATTTTGGGTAATGAAAGTCACACAGGTTTTGAAGCCAGCAGATTTGGCTTCAAATCCAAGTCTCAGTTGCTTGCTAGCTGTAAGGGACAAATTATATATCTTTTCTAAATACTCATCTATAAA
" 1 M 1 M 1 M 1 M 1 " 1 3 1 M 1 M 1 " 1 M 1 " 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AAAACTACAAAATAAAACCCATTACTTTCAGTGTGTCCAAAACTTCGGTCGTCTAAACCGAAGTTTAGGTTCAGAGTCAACGAACGATCGACATTCCCTGTTTAATATATAGAAAAGATTTATGAGTAGATATTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATGGGAGTAATAATTGCTATGGCATAGGATTTTTTTAAAAAAAAGATTAGAAATCATGTGTGTACAGAATTTAGCACAGTAACTGATGGATATTATTTCTATTACCTGTTATCTTGGTCTTCTAGTTGATAGCTC
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TACCCTCATTATTAACGATACCGTATCCTAAAAAAATTTTTTTTCTAATCTTTAGTACACACATGTCTTAAATCGTGTCATTGACTACCTATAATAAAGATAATGGACAATAGAACCAGAAGATCAACTATCGAG

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

CTTGCTAGCGTCTAGCTCCTTTCCATAGCTCTTCCTGAGTAGGGCCAGCATGCAGTGCCACAGCTTGCTAAGGCTTCTCCTGGATTGCTGAGTTGTTCTAGTTTTTGTGGCACCTCACATGCTAACCCACCCTGA
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GAACGATCGCAGATCGAGGAAAGGTATCGAGAAGGACTCATCCCGGTCGTACGTCACGGTGTCGAACGATTCCGAAGAGGACCTAACGACTCAACAAGATCAAAAACACCGTGGAGTGTACGATTGGGTGGGACT

- _____________________pg

LRRK2-201 >

LRRK2-201

ACACATGCTCTGAAAACATAACATTTAGAGGAAGGTTGAAGACTGAGAGACAAGGTATATCTTTGAGGAAATTCAGATGCTTGTCTTGAGGAGCTCAGGAAAGCTAGACACGAGTAATGACTGTCGTTTGTGTGT
1 N 1 + 1 M 1 N 1 + 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTGTACGAGACTTTTGTATTGTAAATCTCCTTCCAACTTCTGACTCTCTGTTCCATATAGAAACTCCTTTAAGTCTACGAACAGAACTCCTCGAGTCCTTTCGATCTGTGCTCATTACTGACAGCAAACACACA

- _________________________________pg

LRRK2-201 >

LRRK2-201

GGCATTAATAAATTTTACAATAGCTATGTCCCCATTTAGTTATTCTATGTCACAAATAAAGGCAGGACAGTAGTATTTACTGTGTTAAGGTACTGGTTTCCCAGGTATCTTACAGTGAGAAGACAGAAGCTCAGA
M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 + 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGTAATTATTTAAAATGTTATCGATACAGGGGTAAATCAATAAGATACAGTGTTTATTTCCGTCCTGTCATCATAAATGACACAATTCCATGACCAAAGGGTCCATAGAATGTCACTCTTCTGTCTTCGAGTCT

T ——————S————. >

LRRK2-201 >

LRRK2-201

AAGTGTAAGCAATGTGCATATTTGGTGGAGTCTGGATGTAAACAGAGATCTTGATGCCAAGCCTGTGGAGCTTTGTCTCCATATAATGTTGTCTCTTTCATAATAACTGACTGTCATGTGGCAGATTATTCATGC
1 M 1 + 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 + 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCACATTCGTTACACGTATAAACCACCTCAGACCTACATTTGTCTCTAGAACTACGGTTCGGACACCTCGAAACAGAGGTATATTACAACAGAGAAAGTATTATTGACTGACAGTACACCGTCTAATAAGTACG

T —————————————T N ————

LRRK2-201 >

LRRK2-201

TATTCTGACATTGATGGCATTAATATCATCTTATTTTCCCAATCTATTCAAGGATCAGTTTTGCCTTATTTTATTTTGTTTCATTCCAAATTGGAGATGTAGAGAAAAATCACATGAAGTTTGATTTGCCAGTCT
M 1 M 1 1 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATAAGACTGTAACTACCGTAATTATAGTAGAATAAAAGGGTTAGATAAGTTCCTAGTCAAAACGGAATAAAATAAAACAAAGTAAGGTTTAACCTCTACATCTCTTTTTAGTGTACTTCAAACTAAACGGTCAGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CCTAAAAGGAAGAAAAATGTAGATTTTTAATATACTTAATTTTTTTTCTTTAATAGGTATGTGAGAAAGAGAGCAGTCCCAAATTGGTGGAACTCTTACTGAATAGTGGATCTCGTGAACAAGATGTACGAAAAG
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGATTTTCCTTCTTTTTACATCTAAAAATTATATGAATTAAAAAAAAGAAATTATCCATACACTCTTTCTCTCGTCAGGGTTTAACCACCTTGAGAATGACTTATCACCTAGAGCACTTGTTCTACATGCTTTTC

I ——S—S——wASASAAAA @

[RRK2-201 >
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LRRK2-201

CGTTGACGATAAGCATTGGGAAAGGTGACAGCCAGATCATCAGCTTGCTCTTAAGGAGGCTGGCCCTGGATGTGGCCAACAATAGCATTTGCCTTGGAGGATTTTGTATAGGAAAAGTTGAACCTTCTTGGCTTG
M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 N 1 " 1 M 1 N 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GCAACTGCTATTCGTAACCCTTTCCACTGTCGGTCTAGTAGTCGAACGAGAATTCCTCCGACCGGGACCTACACCGGTTGTTATCGTAAACGGAACCTCCTAAAACATATCCTTTTCAACTTGGAAGAACCGAAC

T — >

LRRK2-201 >
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LRRK2-201

GTCCTTTATTTCCAGATAAGACTTCTAATTTAAGGAAACAAACAAGTAAGTAACAAGGAGAATATTTTTTACAATTCTTATTTTTAATAGTATTTTTTTAAGTCACTAGTCTTTTAGTGGTTATTCATGCCAGTT
1 " 1 " 1 M 1 N 1 " 1 M 1 " 1 M 1 M 1 i 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CAGGAAATAAAGGTCTATTCTGAAGATTAAATTCCTTTGTTTGTTCATTCATTGTTCCTCTTATAAAAAATGTTAAGAATAAAAATTATCATAAAAAAATTCAGTGATCAGAAAATCACCAATAAGTACGGTCAA

T ———— T ——————

LRRK2-201 >
L 820 L L . 825 L L . 830 L L
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ENSE00001365419 e T I I Tl T >
LRRK2-201

TGAGGGACCTTAAGCCAAAGATATTGCAAAGGTTTGGATTTTTTTTTTTTTTGGCTATGAAATACTTCAAAATGACATTTAAGTTCTTTATGAGATAGCAAATAGTTATTTATAAAAATAGAGCAAAATAGTGGA
M 1 M 1 " 1 " 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1 N 1 3 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ACTCCCTGGAATTCGGTTTCTATAACGTTTCCAAACCTAAAAAAAAAAAAAACCGATACTTTATGAAGTTTTACTGTAAATTCAAGAAATACTCTATCGTTTATCAATAAATATTTTTATCTCGTTTTATCACCT

T —————————————

LRRK2-201 >

LRRK2-201

86,265

86,400

86,535

86,670

86,805

86,940

87,075

87,210

87,345

87,480

87,615



AGCTTTTTGAAGGGGTACTTTTTAATATATATTTTTTATTATTAAAGTAAGATATCCCTGTTTTTAAAGGAAATATAAAATTATAAAAAAGAAAATAAAAATAACTTATTTTATCTCTTATAAGTAATTAATATG
1 N 1 " 1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 1 1 " 1 M 1 1 1

T T T T
TCGAAAAACTTCCCCATGAAAAATTATATATAAAAAATAATAATTTCATTCTATAGGGACAAAAATTTCCTTTATATTTTAATATTTTTTCTTTTATTTTTATTGAATAAAATAGAGAATATTCATTAATTATAC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GATATTTTTCCTAACTTTTTATATGCTTACATGTACCTATGCATTCAAATGTATGTAAAAGCATACACACATATTTATTTGGCATTTTTAACTTAGAATATACTTTATATTTCAATTGATAATGCATTTTCTTTA

CTATAAAAAGGATTGAAAAATATACGAATGTACATGGATACGTAAGTTTACATACATTTTCGTATGTGTGTATAAATAAACCGTAAAAATTGAATCTTATATGAAATATAAAGTTAACTATTACGTAAAAGAAAT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TACTTTCAAGCTCATGTGTATTTTGTACATATTATGTGTATTGATGGTAAGTTACCATCTTCTGACACTATTTTTATCTTTTGAGCTCTCTCATTTGTTCACACTAAATGTGTTTTTAGCGTGAAAGCTCCCAGC
1 M 1 N 1 M 1 N 1 . 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
ATGAAAGTTCGAGTACACATAAAACATGTATAATACACATAACTACCATTCAATGGTAGAAGACTGTGATAAAAATAGAAAACTCGAGAGAGTAAACAAGTGTGATTTACACAAAAATCGCACTTTCGAGGGTCG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTCCCTGTGTTAACTTAGTCCCATGCCCATCTCCTTCCCCATGGTCATCAAACTCCATGAATCAACACCTTAAGGACCATCTTGCAAGTAACATGTTTGCTTCTCTCATTTTTATGATGCACTCACTAGCAAAA
N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAGGGACACAATTGAATCAGGGTACGGGTAGAGGAAGGGGTACCAGTAGTTTGAGGTACTTAGTTGTGGAATTCCTGGTAGAACGTTCATTGTACAAACGAAGAGAGTAAAAATACTACGTGAGTGATCGTTTT

I . >

LRRK2-201 >

LRRK2-201

CACCAGTTTTGGTCAGTCTACCAGTCTACTTTTTCCCTCAGTTTCACCAAGAAAACTGAGTGCTGCTAGAGAAAAGTACCCATCCATGCAATTTGGTGCCTTTATACATCAAGGTTTCCAACCGCTCAGTAGGCT
1 M 1 N 1 M 1 L 1 N 1 L 1 L 1 L 1 L 1 M 1 L 1 N 1 M 1

T T T T t T y T t T y T t T
GTGGTCAAAACCAGTCAGATGGTCAGATGAAAAAGGGAGTCAAAGTGGTTCTTTTGACTCACGACGATCTCTTTTCATGGGTAGGTACGTTAAACCACGGAAATATGTAGTTCCAAAGGTTGGCGAGTCATCCGA

[RRK2-201 >

LRRK2-201

CCAAAAGTTCCAATCAGGCTGAATTTTCCTCGGTTTCTCAAACACTTCGTGTACCCTTACTTCCAGTCTTTTTCCAGTGTTACTCTCTCTCTACCTAGCTCTAAATTCTCTCTTCACCTGGCTGTCTCTTCATTC

GGTTTTCAAGGTTAGTCCGACTTAAAAGGAGCCAAAGAGTTTGTGAAGCACATGGGAATGAAGGTCAGAAAAAGGTCACAATGAGAGAGAGATGGATCGAGATTTAAGAGAGAAGTGGACCGACAGAGAAGTAAG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTCCTGTCTCAGTGCTATCACCAGTCTGGAAGGTTCTCTTACATGACCCTATAGCACTTTATTTCTCACATATACTACCATTCACCACATTATATAATTTAATTTTTCATTTTTATAATCTACTTTTTGGTAAAT

AAGGACAGAGTCACGATAGTGGTCAGACCTTCCAAGAGAATGTACTGGGATATCGTGAAATAAAGAGTGTATATGATGGTAAGTGGTGTAATATATTAAATTAAAAAGTAAAAATATTAGATGAAAAACCATTTA

I . >

LRRK2-201 >

LRRK2-201

TGTTAGTACCATGAAGTCAATGTCAATTTTGTTCATGGTTGTAACCTTACCATTGATACTAGTGTTTTGCACATAGTAGATTATCATTTAGAATTAAGTATTCAATATTGGCAAAAAATAAAAATTGTGTAATAC
N 1 3 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAATCATGGTACTTCAGTTACAGTTAAAACAAGTACCAACATTGGAATGGTAACTATGATCACAAAACGTGTATCATCTAATAGTAAATCTTAATTCATAAGTTATAACCGTTTTTTATTTTTAACACATTATG

I . >

TRRKZ-201 >

LRRK2-201

ATTATGTTGATAAGCATGTGTGGAAACATGCTTCATATATTGATATGAATTTAAATTGTCCTCTTTTGAGGACAATTTGGCAATATCTACTAATATTTTTAATATATGTACATACTTTTTTGACCTCACAATGTA
1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAATACAACTATTCGTACACACCTTTGTACGAAGTATATAACTATACTTAAATTTAACAGGAGAAAACTCCTGTTAAACCGTTATAGATGATTATAAAAATTATATACATGTATGAAAAAACTGGAGTGTTACAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CTGTTAGGAATCTATGATACAGACATTCTCAATGTGCACAAAAATTATGTACAAAAATGCACATTAAAACATTGTTTATAATAGCAAAAGAGTAGGAAAAAAACCTAAGTATTCCCCAAAAGGAACTATTCAAAT
M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACAATCCTTAGATACTATGTCTGTAAGAGTTACACGTGTTTTTAATACATGTTTTTACGTGTAATTTTGTAACAAATATTATCGTTTTCTCATCCTTTTTTTGGATTCATAAGGGGTTTTCCTTGATAAGTTTA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AAATAATGGTACATACATGTTGTGGAATGCTTTGCAATCATTGAGGAAAAAAAAACGTGGAGCAAATTTAATGTCCTGATAAAGATTACATTACTCCGTGGCAAAAAAAAGGGCACAGACAGTGTTTTTACTATG
1 M 1 L 1 L 1 N 1 L 1 L 1 L 1 N 1 L 1 M 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
TTTATTACCATGTATGTACAACACCTTACGAAACGTTAGTAACTCCTTTTTTTTTGCACCTCGTTTAAATTACAGGACTATTTCTAATGTAATGAGGCACCGTTTTTTTTCCCGTGTCTGTCACAAAAATGATAC

LRRK2-201 >

LRRK2-201

87,750

87,885

88,020

88,155

88,290

88,425

88,560

88,695

88,830

88,965

89,100



CTAATGTTGATGAAAATGCAACTGGAATATGATAGTTATAAAAGTTTGAATATGAAATAAAACCCTCCAGAAATGGGTTCCCTGGTTGTCTCTGGGTCTTTGGAAATTACTGAGACATGGTTAGATCCCATGTTT
" 1 M 1 M 1 " 1 M 1 i 1 M 1 M 1 M 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
GATTACAACTACTTTTACGTTGACCTTATACTATCAATATTTTCAAACTTATACTTTATTTTGGGAGGTCTTTACCCAAGGGACCAACAGAGACCCAGAAACCTTTAATGACTCTGTACCAATCTAGGGTACAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CATTACTTAAACTAGTCTTATGCCAAAAACCTGCTTACTTTAATCTTCAATATCCGATGGAGAGGAATTGTGGGCCCATTGGAGAGGGACAGAGGGAGATTTATCATTCACTATATTCTCTTTGTTCTGTCTGGA

GTAATGAATTTGATCAGAATACGGTTTTTGGACGAATGAAATTAGAAGTTATAGGCTACCTCTCCTTAACACCCGGGTAACCTCTCCCTGTCTCCCTCTAAATAGTAAGTGATATAAGAGAAACAAGACAGACCT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTTTTTACCATTGACACATCTTACCCAGTTAAAAAAACATAGAATTGTCATTTGATTAATTGGAGGGTATAACCATGATTTCACTGGCAGCTGGTCTGAGTAAAGAACACTTTGGGTCATAGCTTTCAAACATTT
M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAAAAATGGTAACTGTGTAGAATGGGTCAATTTTTTTGTATCTTAACAGTAAACTAATTAACCTCCCATATTGGTACTAAAGTGACCGTCGACCAGACTCATTTCTTGTGAAACCCAGTATCGAAAGTTTGTAAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTCAGGTAGTATTTGCCTAAGTGACATATTTGTGTGTGAGCTCATCCTACCGGGCTTCGGGATAATTTCCCATATCATAACATATTACTCTGGAAAAAGGAACCATTTGGGTATATGGGTATAGTGTAAGCCATA
1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGTCCATCATAAACGGATTCACTGTATAAACACACACTCGAGTAGGATGGCCCGAAGCCCTATTAAAGGGTATAGTATTGTATAATGAGACCTTTTTCCTTGGTAAACCCATATACCCATATCACATTCGGTAT

I . >

LRRK2-201 >

LRRK2-201

GTATCAGTTGCCTTCTTGGGGTTTATCATATGGGTCCACCACATATTTACAGTAGGAATAGATGTAGATACATGAGCATACTTCACTCTGCTACTATAATTATTGCTATTCCTACTGTTGTCAAAGTCTTTTAGC
L 1 L 1 N 1 N 1 L 1 M 1 M 1 N 1 N 1 L 1 L 1 M 1 N 1 N

t T t T t T t T t T t T T T
CATAGTCAACGGAAGAACCCCAAATAGTATACCCAGGTGGTGTATAAATGTCATCCTTATCTACATCTATGTACTCGTATGAAGTGAGACGATGATATTAATAACGATAAGGATGACAACAGTTTCAGAAAATCG

[RRK2-201 >

LRRK2-201

TGATTATCTACACTTCACAGGGGTAATATCAAATGATCCCCCACCATGCTCTGAGCCCCAGGGTTTATTTTCCTTTTTACAGTAGGAGGCCTAACCAGCATTGTATTAGCCAACTCATCACTGGATATTGTACTA

ACTAATAGATGTGAAGTGTCCCCATTATAGTTTACTAGGGGGTGGTACGAGACTCGGGGTCCCAAATAAAAGGAAAAATGTCATCCTCCGGATTGGTCGTAACATAATCGGTTGAGTAGTGACCTATAACATGAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CATGATACAGCAGTATCATGTAGTAATATTTGAAGTCATTACAGTAGTAATATTTGAAGAAATCTTCCTGGCTGTATGTAGAACAATGAGGACTCAGCCAACTTATTCTTCATAGTAGAGCTAATACATAATGTA

GTACTATGTCGTCATAGTACATCATTATAAACTTCAGTAATGTCATCATTATAAACTTCTTTAGAAGGACCGACATACATCTTGTTACTCCTGAGTCGGTTGAATAAGAAGTATCATCTCGATTATGTATTACAT

I . >

LRRK2-201 >

LRRK2-201

ATGAAGTTGTGAGAAGAATGTTAACTTTGAAATTCCATCAGGTTTCCCAATAGTCATAATGAATCACTCAGCAAACTTTATAAAAATAACAAGATCCTTTATTTAGCAGTTTATGTGTTCTATGCATTGTGCTAA
1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 L 1 N 1 M 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TACTTCAACACTCTTCTTACAATTGAAACTTTAAGGTAGTCCAAAGGGTTATCAGTATTACTTAGTGAGTCGTTTGAAATATTTTTATTGTTCTAGGAAATAAATCGTCAAATACACAAGATACGTAACACGATT

I . >

TRRKZ-201 >

LRRK2-201

ACATTTTATATGCATCATTTCAATTACTCTTTTTCATCACCATATACTGTATTTATTATCATCTTCATTTTCCAGGTGAGGACACTGATACCCAGGGAGCTCATATAACTCACAAATGGCATTTCTATGACTTGA
M 1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 . 1 N 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTAAAATATACGTAGTAAAGTTAATGAGAAAAAGTAGTGGTATATGACATAAATAATAGTAGAAGTAAAAGGTCCACTCCTGTGACTATGGGTCCCTCGAGTATATTGAGTGTTTACCGTAAAGATACTGAACT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ACACAGGCCTGTCTGGCTTCAAAGCCTAGGCCTTTTCCTGAATAAAGTTAGTTCCATAGAGATTCAGTTTTGCTGTCTACATGAAAGCATTGTGTACATGGTTATGTTTTTTTAAAAAATATATGATCTGCCACC
1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTGTCCGGACAGACCGAAGTTTCGGATCCGGAAAAGGACTTATTTCAATCAAGGTATCTCTAAGTCAAAACGACAGATGTACTTTCGTAACACATGTACCAATACAAAAAAATTTTTTATATACTAGACGGTGG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGTTAATTATTCAGGATCACTAGTGTAAGGTGACTTTGAAAGGAAAAATAGAAATATTCTCCAGAAGCATAGCAATACGTAAGAACTTTGGTCCTATGTATGTTTATTTTTGCATAATTGTTGATTTCTAAGTTG
L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 N 1 M 1 M 1 M 1 M 1 L

t T t T t T t T t T t T T T
ACAATTAATAAGTCCTAGTGATCACATTCCACTGAAACTTTCCTTTTTATCTTTATAAGAGGTCTTCGTATCGTTATGCATTCTTGAAACCAGGATACATACAAATAAAAACGTATTAACAACTAAAGATTCAAC

LRRK2-201 >

LRRK2-201

89,235

89,370

89,505

89,640

89,775

89,910

90,045

90,180

90,315

90,450

90,585



CTGGTGTATCTCTTATTTTCAGATATAGCATCTACACTAGCAAGAATGGTGATCAGATATCAGATGAAAAGTGCTGTGGAAGAAGGAACAGCCTCAGGCAGCGATGGAAATTTTTCTGAAGATGTGCTGTCTAAA
1 M 1 M 1 M 1 " 1 " 1 M 1 1 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
GACCACATAGAGAATAAAAGTCTATATCGTAGATGTGATCGTTCTTACCACTAGTCTATAGTCTACTTTTCACGACACCTTCTTCCTTGTCGGAGTCCGTCGCTACCTTTAAAAAGACTTCTACACGACAGATTT

T ———— T ——————

LRRK2-201 >
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LRRK2-201

TTTGATGAATGGACCTTTATTCCTGACTCTTCTATGGACAGTGTGTTTGCTCAAAGTGATGACCTGGATAGTGAAGGTATTTATTATAAAAAAAAACCCTTTATGCTTTATATTTACACACTGACATTGAACAAT

AAACTACTTACCTGGAAATAAGGACTGAGAAGATACCTGTCACACAAACGAGTTTCACTACTGGACCTATCACTTCCATAAATAATATTTTTTTTTGGGAAATACGAAATATAAATGTGTGACTGTAACTTGTTA

I . >

LRRK2-201 >
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LRRK2-201
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AGGACCCAAGACAAAAACCTGACCTAAATCATCTGGAAAAACTTGAGTAGAAATGTGTTTATTATCGCAAACAGTTAAGTTTACTAATTTTGGTTAAAGTGATGGGTCAAGGAAGTGTGTCTCTGTGCTTCTAAA

TCCTGGGTTCTGTTTTTGGACTGGATTTAGTAGACCTTTTTGAACTCATCTTTACACAAATAATAGCGTTTGTCAATTCAAATGATTAAAACCAATTTCACTACCCAGTTCCTTCACACAGAGACACGAAGATTT

I . >

LRRK2-201 >

LRRK2-201

TGTTATACTAATTGGTTAATGGTTAATATTCCAGGAAACAAACTCTGACTAGACTGGAACGAGATTCCACGCTCTGTCATTGACTAGATCCTTTCGTGGCTTGTGTAAGCCCCTTAACCTTGTTAAAGGTAGTAA
i 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAATATGATTAACCAATTACCAATTATAAGGTCCTTTGTTTGAGACTGATCTGACCTTGCTCTAAGGTGCGAGACAGTAACTGATCTAGGAAAGCACCGAACACATTCGGGGAATTGGAACAATTTCCATCATT

I . R >

LRRK2-201 >

LRRK2-201

TGTCGACTTTGCAGGGTTATACATAATAATTAGAAAAAATGTATGTAAAATGTCTGCAACAATGCTTGGCAAACAGGAAGCGCTTAATAAAAAAGGTTTTTATCTTTACTATAGCTTAAAACAATATTAATATTT
1 M 1 M 1 M 1 M 1 . 1 N 1 M 1 N 1 N 1 M 1 M 1 . 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACAGCTGAAACGTCCCAATATGTATTATTAATCTTTTTTACATACATTTTACAGACGTTGTTACGAACCGTTTGTCCTTCGCGAATTATTTTTTCCAAAAATAGAAATGATATCGAATTTTGTTATAATTATAAA

I . R >

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TAATAGCTCACTTGAGATAACTTTTTAAAAAATTAATATGGTGAAATATATAATGACAATGATTAGGGCTGATGTATTTAGCATTAGCAGTTTGGTAAAAATGGAGTGAGGGGCTTTCTTATTAATATAGTATGA
N 1 . 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTATCGAGTGAACTCTATTGAAAAATTTTTTAATTATACCACTTTATATATTACTGTTACTAATCCCGACTACATAAATCGTAATCGTCAAACCATTTTTACCTCACTCCCCGAAAGAATAATTATATCATACT

I N S ———S———————=@

LRRK2-201 >

LRRK2-201

TTGAAAACACTGGGTGATAGAATAAGGATATTTGAGAGGGCAAAAAATGAGAGTTGTTCCAAAATATTGTGTCTCAAGTCAAACCATTTTTAAAAATCAAGTGTAGTGATTTATATACATATATAATTTATATAA

AACTTTTGTGACCCACTATCTTATTCCTATAAACTCTCCCGTTTTTTACTCTCAACAAGGTTTTATAACACAGAGTTCAGTTTGGTAAAAATTTTTAGTTCACATCACTAAATATATGTATATATTAAATATATT

I . >

LRRK2-201 >

LRRK2-201

AATAAAATGCATTCACTTTAAGTATATATTTTCATGCGCTTTGAAAATTAACATATTCATGTGGTCATTGTCGCTATTAAGTTATGCAATATTTTCATTATCCAAAAAAGTTTCTTCATGCCTCTTCACTGAAAA
i 1 i 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 i 1 M 1 M 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TTATTTTACGTAAGTGAAATTCATATATAAAAGTACGCGAAACTTTTAATTGTATAAGTACACCAGTAACAGCGATAATTCAATACGTTATAAAAGTAATAGGTTTTTTCAAAGAAGTACGGAGAAGTGACTTTT

LRRK2-201 >

LRRK2-201

CATCCCCTTCCCCTGGCCCCCCTGACCCTTAGCAATCATTTGCTTCCTGACAATGTAGATTAATGTTTTCTCTAGTTTTATATACATAGGATCATACAGTGAGTACTCTTTTGTGTCTGTTTTCCAAAATGATTG
1 M 1 N 1 M 1 M 1 . 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
GTAGGGGAAGGGGACCGGGGGGACTGGGAATCGTTAGTAAACGAAGGACTGTTACATCTAATTACAAAAGAGATCAAAATATATGTATCCTAGTATGTCACTCATGAGAAAACACAGACAAAAGGTTTTACTAAC

I . >

LRRK2-201 >

L R L Y

LRRK2-201

TACTATGTTCTACCCCCACCAGCAGTACATGAGCATTCTGGTTGCTCTACATCCTTGTCAGTACTTGGTATTTTCAAGTTACTTTTAGCTGTTCTAGTGGAGGTTTAATTCATTTAGATGTAATTTTCATTTCCC
N 1 N 1 M 1 N 1 N 1 M 1 M 1 . 1 M 1 M 1 M 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ATGATACAAGATGGGGGTGGTCGTCATGTACTCGTAAGACCAACGAGATGTAGGAACAGTCATGAACCATAAAAGTTCAATGAAAATCGACAAGATCACCTCCAAATTAAGTAAATCTACATTAAAAGTAAAGGG

I . R >

LRRK2-201 >

LRRK2-201

TGATGACTAATTATGTAGAGGATGTTTTCATGTTCTTATTGGCCATTCTTATTTTTGTGTGAAGTGTTGAAGTATTTTGCTTTTAATTGGGTTGTCTTATTATATAAGAGTTCTTTGTATATTCTAGATAGAAGT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
ACTACTGATTAATACATCTCCTACAAAAGTACAAGAATAACCGGTAAGAATAAAAACACACTTCACAACTTCATAAAACGAAAATTAACCCAACAGAATAATATATTCTCAAGAAACATATAAGATCTATCTTCA

&< _________________________pg

LRRK2-201 >
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LRRK2-201

90,720

90,855

90,990

91,125

91,260

91,395

91,530

91,665

91,800

91,935

92,070



TGTGACAGGTATATGTATTGCATATTTTTTTCCCAGTCATAGCTTGTCTTTTCATTTTACTAATTCTATTTTTAACAAAACAGAGGTTTTAAATCTTGGTGAAATGCAGTTTTCCAGTTTTTTTCTTTTATGGTT
M 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1 M 1 M 1 M 1 M 1 M

+ T T t T + T t
ACACTGTCCATATACATAACGTATAAAAAAAGGGTCAGTATCGAACAGAAAAGTAAAATGATTAAGATAAAAATTGTTTTGTCTCCAAAATTTAGAACCACTTTACGTCAAAAGGTCAAAAAAAGAAAATACCAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TGTGCTTTTTGTATCCCACTTAAGAAACCTTTTCTTAGCCTAAATTTGTGAATATTTTCTCCCATATTTTCTCTTAGAAGTGTTAAAATCTCAGCTTTGGCATTTAGGTCTAAAACATTTTAAGTTGATTTTTGT

ACACGAAAAACATAGGGTGAATTCTTTGGAAAAGAATCGGATTTAAACACTTATAAAAGAGGGTATAAAAGAGAATCTTCACAATTTTAGAGTCGAAACCGTAAATCCAGATTTTGTAAAATTCAACTAAAAACA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTGTGGTGTGTCAATGAAGAGTTGACATTTATTTCTTTCTGTATGGATATCCAGTTGTTCCAACATTACTTGTTGAAAATATTATATAATTCCTCATTGAATTAATGGAAGCTTTGTTCTCTTTAATTGACTATT
N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CACACCACACAGTTACTTCTCAACTGTAAATAAAGAAAGACATACCTATAGGTCAACAAGGTTGTAATGAACAACTTTTATAATATATTAAGGAGTAACTTAATTACCTTCGAAACAAGAGAAATTAACTGATAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TAGGTATGGTTCTATTTTAGCATTATTTATTCTGTGCCACTGATTTATACCTTATTCTTATGCCAATACCACACTGTCTTGATTACTCTAGCTTAATAGCAGTTCTTGAAATCAGATAGTGTAAGTCCTCTGGTG
1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATCCATACCAAGATAAAATCGTAATAAATAAGACACGGTGACTAAATATGGAATAAGAATACGGTTATGGTGTGACAGAACTAATGAGATCGAATTATCGTCAAGAACTTTAGTCTATCACATTCAGGAGACCAC

I . >

LRRK2-201 >

LRRK2-201

TTCTTTTAAAAAAAATTGTTCTTATTATTCTAGGTTCTTTGCATTTCCATATAAATTTTTAATCAACTAACTTTATGCTGGGATTTTTATTGTAATTAAGTCCATATTTAGATTTTATATAGAATTTATTTATAA
L 1 L 1 M 1 M 1 M 1 N 1 L 1 N 1 M 1 L 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
AAGAAAATTTTTTTTAACAAGAATAATAAGATCCAAGAAACGTAAAGGTATATTTAAAAATTAGTTGATTGAAATACGACCCTAAAAATAACATTAATTCAGGTATAAATCTAAAATATATCTTAAATAAATATT

[RRK2-201 >

LRRK2-201

ATTAAATCATATTACCTATGATTTTAATGTAATCTATAATATATAATTAATACATAAATAATAATTTATATAGATTATATCTATAAATTAATTTGAGGGAACTAATATATTAATAATGAGTCTTTTGACATATTA

TAATTTAGTATAATGGATACTAAAATTACATTAGATATTATATATTAATTATGTATTTATTATTAAATATATCTAATATAGATATTTAATTAAACTCCCTTGATTATATAATTATTACTCAGAAAACTGTATAAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATGTGATATATAGTTCAATTAGTCTTTTAAAATTTCTAACAGTGTGTTGTATTGGATGTTTTCTGATACTATTATAGATGGTATTGTATTTGAATTCTAATTTCCAGTAGTTCACTGTTGATATATAGAAACATA

TACACTATATATCAAGTTAATCAGAAAATTTTAAAGATTGTCACACAACATAACCTACAAAAGACTATGATAATATCTACCATAACATAAACTTAAGATTAAAGGTCATCAAGTGACAACTATATATCTTTGTAT

I . >

LRRK2-201 >

LRRK2-201

ATTCATTTATTTGTACATGAATTTTGTATCCTGTAAACTTACTAAGCTCACTTACGTGTTCCAGTACCTTATTATAGATTCTACAGGATTTTCTTTGTTCACAATTATACCATTTGGTAATAAAGACAGATTTGC
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TAAGTAAATAAACATGTACTTAAAACATAGGACATTTGAATGATTCGAGTGAATGCACAAGGTCATGGAATAATATCTAAGATGTCCTAAAAGAAACAAGTGTTAATATGGTAAACCATTATTTCTGTCTAAACG

I . >

TRRKZ-201 >

LRRK2-201

TTTTTCTTTTCTAATATTTATGTCTTCTTTTTTTTTCTTGTCCTATTGCACTGGCTAGGACCTCCAGTACTATGTTGAATAGAATTGGTCAGACTGGGCATCATTCCCTGGTTTCCAAACTTAGAGGAAAAACAT
M 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 . 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAAGAAAAGATTATAAATACAGAAGAAAAAAAAAGAACAGGATAACGTGACCGATCCTGGAGGTCATGATACAACTTATCTTAACCAGTCTGACCCGTAGTAAGGGACCAAAGGTTTGAATCTCCTTTTTGTA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ACAGTCTCTAATCACTAATTATGACATTATCTGTAGTTTTTCATAGATGCCCTTCATCAAATTGAAGAAGCTTCTTCCTAGTCATTTTTGGAGAGCCTTTTTTTATCATTAATAGGTGTTGAAAAATGCTCTTCA
1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTCAGAGATTAGTGATTAATACTGTAATAGACATCAAAAAGTATCTACGGGAAGTAGTTTAACTTCTTCGAAGAAGGATCAGTAAAAACCTCTCGGAAAAAAATAGTAATTATCCACAACTTTTTACGAGAAGT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

GCATCTGCTGAGGTATTCATATTTTTCACCTTTATTTTGTTAATATGGTCAAATACACTGACTGATTTTCTAATGTTAAACCAACTTGCATTCCTGGAGTAAATCTCACTTGGTTATGGTACATTATCCTTTTTA
L 1 N 1 M 1 L 1 L 1 N 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 L

t T t T t T t T t T t T T T
CGTAGACGACTCCATAAGTATAAAAAGTGGAAATAAAACAATTATACCAGTTTATGTGACTGACTAAAAGATTACAATTTGGTTGAACGTAAGGACCTCATTTAGAGTGAACCAATACCATGTAATAGGAAAAAT

LRRK2-201 >

LRRK2-201

92,205

92,340

92,475

92,610

92,745

92,880

93,015

93,150

93,285

93,420

93,555



TATAGTATTAAATTTTGTTTTCTAAATTTTGTTAAGAATTTTGCATCTGTGAGAGATATTAGTCTGTAGTTTTATACTTCCTTGTAATTATGGGAGTAATGCTGGCCTCTTGAAATGAATTGGGAAGTGTTTCCC
1 N 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1

T T T T
ATATCATAATTTAAAACAAAAGATTTAAAACAATTCTTAAAACGTAGACACTCTCTATAATCAGACATCAAAATATGAAGGAACATTAATACCCTCATTACGACCGGAGAACTTTACTTAACCCTTCACAAAGGG

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATTCCACAATTTTCTGGAAGAATTTGTGTAAAGGTATTTTCTTCTTAAATGTCTGATAGACTTCACCAGCAAAGGCCATCTAGGTTTTAAATTTTTGTGAGGAGGAGATTTAGAATTATGAATTTAATAACTTTG

TAAGGTGTTAAAAGACCTTCTTAAACACATTTCCATAAAAGAAGAATTTACAGACTATCTGAAGTGGTCGTTTCCGGTAGATCCAAAATTTAAAAACACTCCTCCTCTAAATCTTAATACTTAAATTATTGAAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATAGATGTATGATTATTTTAATTTTCTTTTACTTCTTAAGTCAGTTTTAGTAATGTGTAACTTTCAAGGAATATGCCCATTTCATATAAGTTGCCAAATTTATTTGTTTAATGTTACTTATAGCAATTATTTAAT
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
TATCTACATACTAATAAAATTAAAAGAAAATGAAGAATTCAGTCAAAATCATTACACATTGAAAGTTCCTTATACGGGTAAAGTATATTCAACGGTTTAAATAAACAAATTACAATGAATATCGTTAATAAATTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TATCCTGTTAGTGATTTAATTATCCTGTTAATCTCTTCAAAGAATCAGATTTTTGTTATATTGATTTTCTCTATTGTTTGTGTTACTTTCTCACGGACTTTTGTTCTTATCTTTATTGTTCCCTTTTCCTTACTT
N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATAGGACAATCACTAAATTAATAGGACAATTAGAGAAGTTTCTTAGTCTAAAAACAATATAACTAAAAGAGATAACAAACACAATGAAAGAGTGCCTGAAAACAAGAATAGAAATAACAAGGGAAAAGGAATGAA

I . >

LRRK2-201 >

LRRK2-201

ATTTTTATTTTAATTGACTCTTTTTATAGATTCTTAATTTGGAAGCTTAGAACACTGGTTTTTAGAACCTTCTTATTTTGTAACAGAAACATTTATTTAAGGCTGTATATGTCCTTATAAATATCACTTTCACTG
1 M 1 N 1 N 1 M 1 L 1 M 1 M 1 L 1 L 1 N 1 M 1 N 1 M 1

T T T T t T y T t T y T t T
TAAAAATAAAATTAACTGAGAAAAATATCTAAGAATTAAACCTTCGAATCTTGTGACCAAAAATCTTGGAAGAATAAAACATTGTCTTTGTAAATAAATTCCGACATATACAGGAATATTTATAGTGAAAGTGAC

[RRK2-201 >

LRRK2-201

CATCCCAATATTTTGATGTGTCCTCTTTCTATTCATTTAAAAAAATTTAATTTCCCAAATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACATGTACACCATGGAATACTATGCAGCCATAAAAAATG

GTAGGGTTATAAAACTACACAGGAGAAAGATAAGTAAATTTTTTTAAATTAAAGGGTTTACAGGTTGTTACTATCTGACCTAATTCTTTTACACCGTGTACATGTGGTACCTTATGATACGTCGGTATTTTTTAC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATGAGTTCATGTCCTTTGTAGGGACATGGATGAAGCTGGAAACCATCGTTCTCAGCAAACTATTGCAAGGACAAAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAATTGAACAATGAGAACACTTGGAC

TACTCAAGTACAGGAAACATCCCTGTACCTACTTCGACCTTTGGTAGCAAGAGTCGTTTGATAACGTTCCTGTTTTTTGGTTTGTGGCGTACAAGAGTGAGTATCCACCCTTAACTTGTTACTCTTGTGAACCTG

I . >

LRRK2-201 >

LRRK2-201

ACAGGAAGGGGAACATCACACACCAGGGCCTGTTGTGGGGTGGGGGGAAGGGGGAGGGATAGCATTAGGAGATACACCTAATGTAAATGAGGAGTTAATGGGTGCAGCACACCAGCATGGCACATGTATACATAT
N 1 3 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTCCTTCCCCTTGTAGTGTGTGGTCCCGGACAACACCCCACCCCCCTTCCCCCTCCCTATCGTAATCCTCTATGTGGATTACATTTACTCCTCAATTACCCACGTCGTGTGGTCGTACCGTGTACATATGTATA

I . >

TRRKZ-201 >

LRRK2-201

GTAACAAACCTGCATGTTGTGCATGTGTACCCTAGAACTTAAAGTATAATAAAATATATATATATATATATAAATTTAATTTCCTTTGTGACTTCTTTGATTCACGAGTTATTTAGAAGGCTGTCATTTATTTTC
1 M 1 M 1 N 1 M 1 M 1 . 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CATTGTTTGGACGTACAACACGTACACATGGGATCTTGAATTTCATATTATTTTATATATATATATATATATTTAAATTAAAGGAAACACTGAAGAAACTAAGTGCTCAATAAATCTTCCGACAGTAAATAAAAG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CAAATATTTGGAGATTTTCTGGATAACTTTCTGGTTATTGGTTTCAGTTTGACTTTTTTGTGCTCAGATAACCTACTCTGATGATTTCTATCCTTTTATATTTATTGAAACATGCTTTATGGATTATCATATGGT
M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTTTATAAACCTCTAAAAGACCTATTGAAAGACCAATAACCAAAGTCAAACTGAAAAAACACGAGTCTATTGGATGAGACTACTAAAGATAGGAAAATATAAATAACTTTGTACGAAATACCTAATAGTATACCA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTGTCTTGGTGATGTGCCATGTGCAACTGAAAAGAAAGTATATTCAGCTGTTATTGGGTCAAATCAATAGGCCAAATTGTTTGGTAGGATTTCTCAAGTTTTCTGTGACTTCACTGACTTTTCTTTCTATTTATT
1 M 1 L 1 N 1 N 1 L 1 L 1 M 1 N 1 L 1 M 1 M 1 M 1 M 1

T T T T t T y T t T y T ¥ T
GACAGAACCACTACACGGTACACGTTGACTTTTCTTTCATATAAGTCGACAATAACCCAGTTTAGTTATCCGGTTTAACAAACCATCCTAAAGAGTTCAAAAGACACTGAAGTGACTGAAAAGAAAGATAAATAA

LRRK2-201 >

LRRK2-201

93,690

93,825

93,960

94,095

94,230

94,365

94,500

94,635

94,770

94,905

95,040



GTATTTGATAGAGAAATATTGAAGTTGTAATTGAGGATTTGTTGGTTGCCTTTTCAGTTTTATCTGTTTATGCTTTGTATATTTTGAAGCTCTGTTGTTTGTTGTGCAAACATTAAGGACTATATAACAAAGGAC
" 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
CATAAACTATCTCTTTATAACTTCAACATTAACTCCTAAACAACCAACGGAAAAGTCAAAATAGACAAATACGAAACATATAAAACTTCGAGACAACAAACAACACGTTTGTAATTCCTGATATATTGTTTCCTG

T ———— T ——————

LRRK2-201 >

LRRK2-201

TATATATAAAAATAATTTTTTAAATAAAGTAACCACTTTATATTAATCTAAGTTTGCAGTTAGTATCATTTTCTTCCTCTGGAAGAATTCCCTTTTACATTTCTAGCGCAGATCTTCCAGAAACCCATATGCAGA

ATATATATTTTTATTAAAAAATTTATTTCATTGGTGAAATATAATTAGATTCAAACGTCAATCATAGTAAAAGAAGGAGACCTTCTTAAGGGAAAATGTAAAGATCGCGTCTAGAAGGTCTTTGGGTATACGTCT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTACTGGAGCACTTTTTCCATAACTGCCCCAGAACTCCCAGCTATCTCAGTCTCCATAAATGTTGATCTCTATCTCCTCATCTCAGGAAAGCCATGAGACTGTTTAAATTTCTTCTTATGTATATGGCCCTTAAT
M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATGACCTCGTGAAAAAGGTATTGACGGGGTCTTGAGGGTCGATAGAGTCAGAGGTATTTACAACTAGAGATAGAGGAGTAGAGTCCTTTCGGTACTCTGACAAATTTAAAGAAGAATACATATACCGGGAATTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTGTCTCTAAGCAGAAGGCCAGAGTGATCATAGGGCTCACATAATTTGTTTCCCTTCTTTCGGGTATTACATAGTCCTATGCTGTCTGTTGCCCAGTGTCTGTATCCAGTCATTTAATATATTTATCCAGTTTTC
1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACAGAGATTCGTCTTCCGGTCTCACTAGTATCCCGAGTGTATTAAACAAAGGGAAGAAAGCCCATAATGTATCAGGATACGACAGACAACGGGTCACAGACATAGGTCAGTAAATTATATAAATAGGTCAAAAG

I . >

LRRK2-201 >

LRRK2-201

TTGTTGTTTATGTGAGTAGGTTAAGTTCACATTTGTTACTCTATCATGCCTGAAAGAACTCTCTTCAAGTATTTTTCAAGAAAACATTAGAAATTTTAACATAAAATAATTATAAAATGCACTATGCTGCTTGTA
L 1 L 1 L 1 L 1 L 1 N 1 M 1 M 1 M 1 M 1 L 1 N 1 M 1 N

t T t T t T t T t T t T T T
AACAACAAATACACTCATCCAATTCAAGTGTAAACAATGAGATAGTACGGACTTTCTTGAGAGAAGTTCATAAAAAGTTCTTTTGTAATCTTTAAAATTGTATTTTATTAATATTTTACGTGATACGACGAACAT

[RRK2-201 >

LRRK2-201

CAAATAATGTGCTAATAGACATTTCACACACATATAAAGTGGGATAATTATGATAATTTAATAATCTTTATAATTATGTAATTGTTACTAAATTATAAATTATATTTTATTAAAATTCTTAAGCATTAAAATAAT

GTTTATTACACGATTATCTGTAAAGTGTGTGTATATTTCACCCTATTAATACTATTAAATTATTAGAAATATTAATACATTAACAATGATTTAATATTTAATATAAAATAATTTTAAGAATTCGTAATTTTATTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTAAACTATAGAATTAATTAAACTTTAGCAATGAACCAGGCAGGAACTGTTTATATCAGGATTTATACTGAATATTATAAGGGTGGTATTTGGATATACAGATTTTATAATTTGGTTTTGACATAAAATGAATTC

AATTTGATATCTTAATTAATTTGAAATCGTTACTTGGTCCGTCCTTGACAAATATAGTCCTAAATATGACTTATAATATTCCCACCATAAACCTATATGTCTAAAATATTAAACCAAAACTGTATTTTACTTAAG

I . >

LRRK2-201 >

LRRK2-201

TTTCTTTTTCTAAGATAAAGAGTAGGGGAATTTAAAATCATAATTAATTTTTCACAAATGCATTCACATTATTTATCTTTAATATGATTTTTTTATTGATCTTTGTTTTCTTGTAAATTTATTATTTTGAAAGTA
1 M 1 N 1 . 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAAGAAAAAGATTCTATTTCTCATCCCCTTAAATTTTAGTATTAATTAAAAAGTGTTTACGTAAGTGTAATAAATAGAAATTATACTAAAAAAATAACTAGAAACAAAAGAACATTTAAATAATAAAACTTTCAT

I . >

TRRKZ-201 >

LRRK2-201

CTGCCTTTTCCTTATTTTATAAAACAATTATTGCCAGCCAAATTTATTGTGTTTATTTTAATACCATTCCATAAAAGAAACCATGAAACATGAAATTCAAATAGAAATTTATTAAAAATTGCTGACTGTTAAATA
N 1 M 1 M 1 N 1 M 1 N 1 N 1 i 1 M 1 . 1 . 1 N 1 . 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACGGAAAAGGAATAAAATATTTTGTTAATAACGGTCGGTTTAAATAACACAAATAAAATTATGGTAAGGTATTTTCTTTGGTACTTTGTACTTTAAGTTTATCTTTAAATAATTTTTAACGACTGACAATTTAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ATTTGTGTGATTACAACATTTAAAGCAAGATTTGAAAAATTTATAAGAAAAATTCAGGGAGTTAATCCACTCTCTTTCCTATGCTGCTAGACCCTATTCCAGCGGTCTCCATAAAAAAAATTCAGAGAAACAGAA
1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAAACACACTAATGTTGTAAATTTCGTTCTAAACTTTTTAAATATTCTTTTTAAGTCCCTCAATTAGGTGAGAGAAAGGATACGACGATCTGGGATAAGGTCGCCAGAGGTATTTTTTTTAAGTCTCTTTGTCTT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AGCAGTAACAGTGATCAGATTGCATACAAACTTTCTGCACACACATATATTTGTTATAACTTATGTAACCGTTGATTGATTTGGCTTTTTCCTGCTGGACTATGAGCTCCTCTGAGGAATAGATTTATTTTTTTT
L 1 M 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 N 1 M 1 L

t T t T t T t T t T t T T T
TCGTCATTGTCACTAGTCTAACGTATGTTTGAAAGACGTGTGTGTATATAAACAATATTGAATACATTGGCAACTAACTAAACCGAAAAAGGACGACCTGATACTCGAGGAGACTCCTTATCTAAATAAAAAAAA

LRRK2-201 >

LRRK2-201

95,175

95,310

95,445

95,580

95,715

95,850

95,985

96,120

96,255

96,390

96,525



CTGCATATCAGTATCCCGTGCTTACCCAGTGTCTAGTCTGTAACAGCCATTCTATAAATATTTATGGGTGAAGAAAAATGTTGTTGAATTTTTAAAGTGAAAAACCAACATGGCTTATCATCTCTATTTTAAAGA
1 N 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 " 1

T T T T
GACGTATAGTCATAGGGCACGAATGGGTCACAGATCAGACATTGTCGGTAAGATATTTATAAATACCCACTTCTTTTTACAACAACTTAAAAATTTCACTTTTTGGTTGTACCGAATAGTAGAGATAAAATTTCT

T ———— T ——————

LRRK2-201 >

I e R LY

LRRK2-201

TTTTACAAAGGGAATGGACTGTGAAATTTCCATTAATAAAAATAGGTCTAATCTTCCATGATTGAACTATGATAGAAGGATCTTATGATTGAGTAAGCTTTTTGTATTCACCTTCATGTTATTTTATCATTTTCA

AAAATGTTTCCCTTACCTGACACTTTAAAGGTAATTATTTTTATCCAGATTAGAAGGTACTAACTTGATACTATCTTCCTAGAATACTAACTCATTCGAAAAACATAAGTGGAAGTACAATAAAATAGTAAAAGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AAATAGGAAGTGAAGGCTCATTTCTTGTGAAAAAGAAATCTAATTCAATTAGTGTAGGAGAATTTTACCGAGATGCCGTATTACAGCGTTGCTCACCAAATTTGCAAAGACATTCCAATTCCTTGGTAAGTTAAA
1 M 1 N 1 . 1 M 1 M 1 N 1 M 1 . 1 M 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
TTTATCCTTCACTTCCGAGTAAAGAACACTTTTTCTTTAGATTAAGTTAATCACATCCTCTTAAAATGGCTCTACGGCATAATGTCGCAACGAGTGGTTTAAACGTTTCTGTAAGGTTAAGGAACCATTCAATTT

I . >

L[RRK2-201 >
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----- ENSE00001379815 fm >
LRRK2-201

TTGTGCAATTGTGATTATGTTGTGTTTTGCTGCTGACATTCTCTTGATAACTAAAATTTATGCCAAAGCTAGGAACAATTGGTAGGGATTTCCCTGATGTATGAAAACTATAATTTTGAGATTTTTATATATGTA
N 1 N 1 M 1 N 1 M 1 N 1 i 1 i 1 M 1 M 1 i 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AACACGTTAACACTAATACAACACAAAACGACGACTGTAAGAGAACTATTGATTTTAAATACGGTTTCGATCCTTGTTAACCATCCCTAAAGGGACTACATACTTTTGATATTAAAACTCTAAAAATATATACAT

vz _______________pg

LRRK2-201 >

LRRK2-201

ATAGATATGAAAACATATTAGATGTAAATTATGCTCAATTCACATTTGTAGTCTTTTGAGTATGCAGGGTATGAATTTTTTGGGGCACATATATATATATATATATACTTACAGTACACTTCAAGATGGTTTTCT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
TATCTATACTTTTGTATAATCTACATTTAATACGAGTTAAGTGTAAACATCAGAAAACTCATACGTCCCATACTTAAAAAACCCCGTGTATATATATATATATATATGAATGTCATGTGAAGTTCTACCAAAAGA

I . R >

LRRK2-201 >

I L Y e e L E R T T T Y

LRRK2-201

TCTTTCTTTTCAGAACTCCATGTCTGAAAAGAGCCCAGGCTAGACCTCTACCTAATGGTGTGGGTTGGTCCCATGAACACTTTAGCTAGAAATCTGATAGTGATTTCTAAGAAACCAGACAGAAGTCTGAAGGAC
M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AGAAAGAAAAGTCTTGAGGTACAGACTTTTCTCGGGTCCGATCTGGAGATGGATTACCACACCCAACCAGGGTACTTGTGAAATCGATCTTTAGACTATCACTAAAGATTCTTTGGTCTGTCTTCAGACTTCCTG

I ————————————

LRRK2-201 >

LRRK2-201

ACTGAACAAGATGGAGTAGCATAATATAATTCATTGTTCATCTATCTATCTATCATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCATCTATCTATCAATCATCTATCTATTTTGGTGTA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T T
TGACTTGTTCTACCTCATCGTATTATATTAAGTAACAAGTAGATAGATAGATAGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGTAGATAGATAGTTAGTAGATAGATAAAACCACAT

I . >

LRRK2-201 >

LRRK2-201

TTGAAAGTCATTTAATTTTTTAGATACCTTTATTATTATTTCAACCTCTTGTCTGTTTTGGAACTATGGAAGGACTATGGCATATTTGCATGAGGAGTCTGATAATTCTAGTTGAGGAAATTGGGAGCCACCTTA
i 1 i 1 M 1 . 1 N 1 M 1 M 1 N 1 M 1 N 1 i 1 N 1 N 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AACTTTCAGTAAATTAAAAAATCTATGGAAATAATAATAAAGTTGGAGAACAGACAAAACCTTGATACCTTCCTGATACCGTATAAACGTACTCCTCAGACTATTAAGATCAACTCCTTTAACCCTCGGTGGAAT

= __________pJ

LRRK2-201 >

LRRK2-201

TTCTCAGGTTCACTTTGAAAGACCTGTTCTAACCTATTCTCCAATTTTGATTATAGCTGAGTACTAAAAATATGAGGGTTGTTTTGTGTTAATTCTAGATCTTAAGATGGGTGAAATGAATGACTGTAGTTGAAT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
AAGAGTCCAAGTGAAACTTTCTGGACAAGATTGGATAAGAGGTTAAAACTAATATCGACTCATGATTTTTATACTCCCAACAAAACACAATTAAGATCTAGAATTCTACCCACTTTACTTACTGACATCAACTTA

I . >

[RRK2-201 >

L LY

LRRK2-201

CGGTTAAATTAGCTGTCAGTCTTTATATGCTCTTTCGAATTTATATATAAATTTAGTTATAAAAAGTAGTTTGGTTAATGAGAAATTATATGGATATAGCTTTTTCACTCAACCTTTCTGTTTTTCAGTTTCCTT
M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GCCAATTTAATCGACAGTCAGAAATATACGAGAAAGCTTAAATATATATTTAAATCAATATTTTTCATCAAACCAATTACTCTTTAATATACCTATATCGAAAAAGTGAGTTGGAAAGACAAAAAGTCAAAGGAA

I . R >

LRRK2-201 >

LRRK2-201

ATATTTAAAACAAAGGAGAAAGAGTAGATGCTTTCTAAGGTCATTTGAGCACTGAACTGGAGTTTTCTTTTATCCTCATAATTGGGTTCTTAGTTTTTACTTGCCTATTTTTTCCCATAATTATAAATACCATTA
1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 M 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T
TATAAATTTTGTTTCCTCTTTCTCATCTACGAAAGATTCCAGTAAACTCGTGACTTGACCTCAAAAGAAAATAGGAGTATTAACCCAAGAATCAAAAATGAACGGATAAAAAAGGGTATTAATATTTATGGTAAT

I . >

LRRK2-201 >

e e L e L)

LRRK2-201

96,660

96,795

96,930

97,065

97,200

97,335

97,470

97,605

97,740

97,875

98,010



ACCCTATTAAAATTTCATGGTTCCTTCCTTATAAAAATGTCCTCTTCTCCAATAAATGACAGCAATTTTATTATAAATTATTTTTTAATAGGGGCCCATTTTTGATCATGAAGATTTACTGAAGCGAAAAAGAAA
" 1 M 1 " 1 M 1 M 1 i 1 3 1 M 1 " 1 M 1 M 1 " 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TGGGATAATTTTAAAGTACCAAGGAAGGAATATTTTTACAGGAGAAGAGGTTATTTACTGTCGTTAAAATAATATTTAATAAAAAATTATCCCCGGGTAAAAACTAGTACTTCTAAATGACTTCGCTTTTTCTTT

T ———— T ——————

[RRK2-201 >
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LRRK2-201

AATATTATCTTCAGATGATTCACTCAGTAAGTATTTGGATGTAATCATAAGTAAATAGATATTTTGGGCAGAATGCAGTGTTTGGTTGAATTTCCTCCAATTATTCAAATATTCTTGGTGCCAGTTTCATCTTAC
1 " 1 " 1 M 1 " 1 M 1 M 1 N 1 " 1 M 1 1 1 " 1 M 1 " 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTATAATAGAAGTCTACTAAGTGAGTCATTCATAAACCTACATTAGTATTCATTTATCTATAAAACCCGTCTTACGTCACAAACCAACTTAAAGGAGGTTAATAAGTTTATAAGAACCACGGTCAAAGTAGAATG

T —————————————

LRRK2-201 >
L L L 955 n L L
1 L S D D L
ENSE00001364454 R el e e >
LRRK2-201

ATAATCTTCATATATATTTACCTAATGATTCCTTCCATAAGCTATAGAAAAATGAAACATACATTTAAAAATTTACCTTTCTTGAATATTATAGAACACATTAGTCTTTTTTTTTACAAGTTTTCTGAAATGTAA
M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 M 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TATTAGAAGTATATATAAATGGATTACTAAGGAAGGTATTCGATATCTTTTTACTTTGTATGTAAATTTTTAAATGGAAAGAACTTATAATATCTTGTGTAATCAGAAAAAAAAATGTTCAAAAGACTTTACATT

T —————————————T N ————

LRRK2-201 >

LRRK2-201

ATAACACCTCCACCAAGGCCACTCTTCATCCTCTCCTCCAGTTTTCTTTCTTTCTTTTTTTTTTCACACCACTTACACCACCTGATTAAATGCTTTTTATTTACTGTTCATCTCTGCCACTGGAATGTAAACTCC
1 M 1 M 1 M 1 1 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1 1 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TATTGTGGAGGTGGTTCCGGTGAGAAGTAGGAGAGGAGGTCAAAAGAAAGAAAGAAAAAAAAAAGTGTGGTGAATGTGGTGGACTAATTTACGAAAAATAAATGACAAGTAGAGACGGTGACCTTACATTTGAGG

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATAGTTTGGTTTTCTACTGAATCTTCAGTGCCTTGAAGAAAGCCTGATTGCTAGGAGGTGCTCACTAAACTTTTACTACATGAATTTAAATTATTTGCTTATATTTCCATTGTTTGTTTGTTTTTGACAAAAGGG
M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TATCAAACCAAAAGATGACTTAGAAGTCACGGAACTTCTTTCGGACTAACGATCCTCCACGAGTGATTTGAAAATGATGTACTTAAATTTAATAAACGAATATAAAGGTAACAAACAAACAAAAACTGTTTTCCC

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

TCATCAAAACTTCAATCCCATATGAGGCATTCAGACAGCATTTCTTCTCTGGCTTCTGAGAGAGAATATATTACATCACTAGACCTTTCAGCAAATGAACTAAGAGATATTGATGCCCTAAGCCAGAAATGCTGT
1 1 1 3 1 M 1 N 1 " 1 M 1 N 1 " 1 M 1 1 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTAGTTTTGAAGTTAGGGTATACTCCGTAAGTCTGTCGTAAAGAAGAGACCGAAGACTCTCTCTTATATAATGTAGTGATCTGGAAAGTCGTTTACTTGATTCTCTATAACTACGGGATTCGGTCTTTACGACA

T — >

LRRK2-201 >
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LRRK2-201

ATAAGTGTTCATTTGGAGCATCTTGAAAAGCTGGAGCTTCACCAGAATGCACTCACGAGCTTTCCACAACAGCTATGTGAAGTAAATTTAATTTATCCTTGTAACTTTCAAGACATTTGAAGAGCTTTTGTATTT
" 1 M 1 " 1 M 1 M 1 1 1 M 1 M 1 1 1 M 1 M 1 i 1 M 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TATTCACAAGTAAACCTCGTAGAACTTTTCGACCTCGAAGTGGTCTTACGTGAGTGCTCGAAAGGTGTTGTCGATACACTTCATTTAAATTAAATAGGAACATTGAAAGTTCTGTAAACTTCTCGAAAACATAAA

T ———— T ——————

[RRK2-201 >
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1 S \ H L E H L E K L E L H Q N A L T S F P Q L C E
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LRRK2-201

ATATCTAATTTGCATAATTAAGTCGTTTAAAAGAACATTCTACTTTTGTGTCACTGGGTGATAAGTCCCCCGTGCCTCTGGTTTTTGCACACATATCTTAGTCTGTGTGATGTTCAGGAGCATCTTTGAGGGCAG
1 " 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TATAGATTAAACGTATTAATTCAGCAAATTTTCTTGTAAGATGAAAACACAGTGACCCACTATTCAGGGGGCACGGAGACCAAAAACGTGTGTATAGAATCAGACACACTACAAGTCCTCGTAGAAACTCCCGTC

T —————————————

LRRK2-201 >

LRRK2-201

GCAATGGAAACAGATCTGATTAGAAAGGAATTCCAGGTTCTGTACGGAGTACATGTTAAAGTCTGTCAAGTGTATATTGATTATACTTTAATCATTTAATTCAAGTAAGACAACTTCAACAATTTAAATTAGATT
" 1 M 1 N 1 3 1 M 1 1 1 M 1 M 1 N 1 " 1 M 1 M 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CGTTACCTTTGTCTAGACTAATCTTTCCTTAAGGTCCAAGACATGCCTCATGTACAATTTCAGACAGTTCACATATAACTAATATGAAATTAGTAAATTAAGTTCATTCTGTTGAAGTTGTTAAATTTAATCTAA

T — >

LRRK2-201 >

LRRK2-201

AGGTAAACTAGAATTAGACCTGGTTTGGTAGTACTGGCTCTGACTCAGCTACCAACTGTGTGACAATATGAACATGTCACTCCGCCTGCTCTAATCCTTCATTTTCTCATCTGTGAAATAGAGATTCAACTAAAT
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCCATTTGATCTTAATCTGGACCAAACCATCATGACCGAGACTGAGTCGATGGTTGACACACTGTTATACTTGTACAGTGAGGCGGACGAGATTAGGAAGTAAAAGAGTAGACACTTTATCTCTAAGTTGATTTA

- _______________________pg

LRRK2-201 >

LRRK2-201

GATTACTGAAAGTTTTTTTTTCAGTTTAAAATAATGTGTAACTTAAAGATTTTTTTCTTTTTGGTCAAAGTTCCTGTCTTGTAAGAATTAAAGTATAACATAGTTTGTTGATAGGATAGCTCTCTGAAAATTGAC
+ 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 + 1 M 1 N 1 M 1 M
+ T + T t T + T + T t T + T + T t T + T + T t T + T +
CTAATGACTTTCAAAAAAAAAGTCAAATTTTATTACACATTGAATTTCTAAAAAAAGAAAAACCAGTTTCAAGGACAGAACATTCTTAATTTCATATTGTATCAAACAACTATCCTATCGAGAGACTTTTAACTG

- ___________________________________pg

LRRK2-201 >

LRRK2-201

98,145

98,280

98,415

98,550

98,685

98,820

98,955

99,090

99,225

99,360

99,495



TTTGCTCACCATTTGTATGTACTACAGATCAAAATAGTTTTGAAAGCCAAAGAAGATATCATAAAAGTTAAAATTATTTTAATGCAAATGTTTAAATTGTTAAATTCTCAAGGCTGGGCATGGTGACTCATGCCT
1 M 1 " 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1 " 1 M 1 1 1

T T T T
AAACGAGTGGTAAACATACATGATGTCTAGTTTTATCAAAACTTTCGGTTTCTTCTATAGTATTTTCAATTTTAATAAAATTACGTTTACAAATTTAACAATTTAAGAGTTCCGACCCGTACCACTGAGTACGGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCTTTTTGAGTTCAGGAGTTCAAGACCAGCTTAAGCATCAGCAAAATCCTGTCTCTACCAAAAATATGAAAAATTAGCCAGGTGTGGTGGGGTGCACCT

TATTAGGGTCGTGAAACCCTCCGACTCCGCCCACCTAGAAAAACTCAAGTCCTCAAGTTCTGGTCGAATTCGTAGTCGTTTTAGGACAGAGATGGTTTTTATACTTTTTAATCGGTCCACACCACCCCACGTGGA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTGGTCCCAGCTACTTGGGATGCTGAGGTGGGAGGATTGCCTGATCCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATCGCACCACTGTACTCTAGCCTGGGCAACAGAGTGAGACCCTGTCTCAAAAAAAAAAAA
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T . T
CACCAGGGTCGATGAACCCTACGACTCCACCCTCCTAACGGACTAGGACCCTCCGTCTCCAACGTCACTCGGTTCTAGCGTGGTGACATGAGATCGGACCCGTTGTCTCACTCTGGGACAGAGTTTTTTTTITTTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTCTTGTTGCAAATGCATTTCCCCCTTTTTAAGCCTAAAAAATTAATCATAATTTTGAGATGTTTTAAAGGCAACATTACATAAATTTTAAGTATATTTAAGGGATGTTTTTTCTCTAAAGTTTTTATATCTGGA
M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAGAACAACGTTTACGTAAAGGGGGAAAAATTCGGATTTTTTAATTAGTATTAAAACTCTACAAAATTTCCGTTGTAATGTATTTAAAATTCATATAAATTCCCTACAAAAAAGAGATTTCAAAAATATAGACCT

I . >

LRRK2-201 >

LRRK2-201

GACAGAGAGAAGAAAGAAAGGTGACCCACTCCTCCAGCCATGCCCTAATGTCTAAAATGTGTCTTTCTCTCTTCTCCACTTCTTTGCCTTGCTAAATACTTCAAGCCACCCAGGGCTCAATTTAACTGTCACTTC
1 N 1 L 1 M 1 L 1 L 1 L 1 M 1 M 1 M 1 M 1 L 1 N 1 M 1

T T T T t T y T t T y T t T
CTGTCTCTCTTCTTTCTTTCCACTGGGTGAGGAGGTCGGTACGGGATTACAGATTTTACACAGAAAGAGAGAAGAGGTGAAGAAACGGAACGATTTATGAAGTTCGGTGGGTCCCGAGTTAAATTGACAGTGAAG

[RRK2-201 >

LRRK2-201

ATCACTCTCTGCTTCTCTTCCTTTTTCCTTCTACCCTCCAGCCAACCTACCCACCTAGCCTCCATGTCCATAACACCTGATGCTTTCCACCTAATTCTCATTCGGTCATCCAATTTGATTTAAAATACCTTTGCC

TAGTGAGAGACGAAGAGAAGGAAAAAGGAAGATGGGAGGTCGGTTGGATGGGTGGATCGGAGGTACAGGTATTGTGGACTACGAAAGGTGGATTAAGAGTAAGCCAGTAGGTTAAACTAAATTTTATGGAAACGG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CCCACTAGACTGTGAACTCTTTGAGGACAGGACTTGTTTCAGGCTTGTTTCTGTCTATTCCCAGTGCCTAGTGAGATCTGACATATGGTAGAAGTTTAGTACTTACTGAATTGATTTGTGGAGGAATAAATGTCT

GGGTGATCTGACACTTGAGAAACTCCTGTCCTGAACAAAGTCCGAACAAAGACAGATAAGGGTCACGGATCACTCTAGACTGTATACCATCTTCAAATCATGAATGACTTAACTAAACACCTCCTTATTTACAGA

I . >

LRRK2-201 >

LRRK2-201

GAAACTTGGTAATCCTTCAATTAATATTTGTTAAATGAGCAAGCAAAATAATTTTGGGATTTAGTCTAGTTAAAACAAAGAGAATTGGAAGAGACTGTGACAAGGTGAGACATGCCGGCATTCAATGACTGGACA
N 1 N 1 M 1 N 1 . 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTTGAACCATTAGGAAGTTAATTATAAACAATTTACTCGTTCGTTTTATTAAAACCCTAAATCAGATCAATTTTGTTTCTCTTAACCTTCTCTGACACTGTTCCACTCTGTACGGCCGTAAGTTACTGACCTGT

I . >

TRRKZ-201 >

LRRK2-201

AGCTCAGAACCTTCTCTTAGGGAAATTTCAAAATGACACCATTAGATGGCACTTTGTTTGTTTGTTTGTTATTGTCAAAGGGTCTCATCTATGTTCCTTTTATAGGAACATTTCCTGATTAAACCTTGGGAATAA
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 . 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCGAGTCTTGGAAGAGAATCCCTTTAAAGTTTTACTGTGGTAATCTACCGTGAAACAAACAAACAAACAATAACAGTTTCCCAGAGTAGATACAAGGAAAATATCCTTGTAAAGGACTAATTTGGAACCCTTATT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTTAAAATCTTTACTTCAGAATAAGTTAATGAGGGTCTGAAACAAAAGCAGGAATTTTGAAACAACTTCTGGGGCTAAGAGTGGTTAATAAGCCTCTATAATGATATCAAACTCTAGAGTTTCTCGTGTGGATA
N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAATTTTAGAAATGAAGTCTTATTCAATTACTCCCAGACTTTGTTTTCGTCCTTAAAACTTTGTTGAAGACCCCGATTCTCACCAATTATTCGGAGATATTACTATAGTTTGAGATCTCAAAGAGCACACCTAT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AATATATTGATAAATAAAGAAGACCATAGAGAAGTGATTGATTTTGGTATTTTAGCTCTTTGAGAGTATTACGTACCTAAGTTTTAAAAAATTGACATAATGTGTAAGTAGGGGTTTGCTATTATCATTATAAAA
1 L 1 L 1 L 1 N 1 L 1 M 1 M 1 N 1 L 1 L 1 L 1 M 1 N 1

T T T T t T y T t T y T ¥ T
TTATATAACTATTTATTTCTTCTGGTATCTCTTCACTAACTAAAACCATAAAATCGAGAAACTCTCATAATGCATGGATTCAAAATTTTTTAACTGTATTACACATTCATCCCCAAACGATAATAGTAATATTTT

LRRK2-201 >

LRRK2-201

99,630

99,765

99,900

100,035

100,170

100,305

100,440

100,575

100,710

100,845

100,980



TTAGAAATTGCTTAAAAATAGAAAGTAGAAATTTGAAACAAAAAGTTTCGTAAAAAACAGGAGGTTCTAAAATGAAACACATTATAAGTAACTATTTTTATAGTTAAATCTTAAATATATCAAAATATGTAAAAT
M 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 " 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
AATCTTTAACGAATTTTTATCTTTCATCTTTAAACTTTGTTTTTCAAAGCATTTTTTGTCCTCCAAGATTTTACTTTGTGTAATATTCATTGATAAAAATATCAATTTAGAATTTATATAGTTTTATACATTTTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTCTGACAGCATTTAAAACATATTCCCAGGATTATATTGTACTTTTTGTTAAATCATTAATTCAAATATTTGTTGAGGCGTATTCTGCTTCCATTTTGCTCTTTCTGGAAATAATTTACAAAAAAGCTGAAGGAA
1 N 1 : 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T
AAGACTGTCGTAAATTTTGTATAAGGGTCCTAATATAACATGAAAAACAATTTAGTAATTAAGTTTATAAACAACTCCGCATAAGACGAAGGTAAAACGAGAAAGACCTTTATTAAATGTTTTTTCGACTTCCTT

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

GCTTTCAACTCTATTTTTGTGAACCTGCTTTTTACAATCTACCTGTTGTAATTTTCCTGGTTTTACCCATGCTACAAGCAGAGACGATTGGGCCAATTAGTATACTGAAATTCTGTTGTGGATTGTGTTTTCAAC
M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CGAAAGTTGAGATAAAAACACTTGGACGAAAAATGTTAGATGGACAACATTAAAAGGACCAAAATGGGTACGATGTTCGTCTCTGCTAACCCGGTTAATCATATGACTTTAAGACAACACCTAACACAAAAGTTG

- _____________________pg

LRRK2-201 >

LRRK2-201

TTTTTGAAAATTCTTGATGGTTCTAGTTACCAGAGGTGTGTAAGGCAGAAATATTAGCTAGACTTAAGTTCCTCAGATGGTTCACTTTAGAATTTTAAACTATTGTCTTTTCAGACTCTGAAGAGTTTGACACAT
1 N 1 M 1 M 1 N 1 + 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAACTTTTAAGAACTACCAAGATCAATGGTCTCCACACATTCCGTCTTTATAATCGATCTGAATTCAAGGAGTCTACCAAGTGAAATCTTAAAATTTGATAACAGAAAAGTCTGAGACTTCTCAAACTGTGTA

- _________________________________pg

LRRK2-201 >

L1035 o,
T L K s L T H

------------------------------------------------------------------------------------------- ENSE00001374565 >

LRRK2-201

TTGGACTTGCACAGTAATAAATTTACATCATTTCCTTCTTATTTGTTGAAAATGAGTTGTATTGCTAATCTTGATGTCTCTCGAAATGACATTGGACCCTCAGTGGTTTTAGATCCTACAGTGAAATGTCCAACT
+ 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 + 1 M
+ T + T t T + T + T t T + T + T t T + T + T t T + T +

AACCTGAACGTGTCATTATTTAAATGTAGTAAAGGAAGAATAAACAACTTTTACTCAACATAACGATTAGAACTACAGAGAGCTTTACTGTAACCTGGGAGTCACCAAAATCTAGGATGTCACTTTACAGGTTGA
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CTGAAACAGTTTAACCTGTCATATAACCAGCTGTCTTTTGTACCTGAGAACCTCACTGATGTGGTAGAGAAACTGGAGCAGCTCATTTTAGAAGGGTAAGAAAGAGCTCATTAAAAATAAAAGGGTTGCCTAAAT
1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
GACTTTGTCAAATTGGACAGTATATTGGTCGACAGAAAACATGGACTCTTGGAGTGACTACACCATCTCTTTGACCTCGTCGAGTAAAATCTTCCCATTCTTTCTCGAGTAATTTTTATTTTCCCAACGGATTTA
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LRRK2-201

ATGCTGATGTTAACAAAATATGCTGACATTTTTATAGCAATGAGTTTTAACAACATGGTGAAACTCCATCTCTACTAAAAATACAAAAATTAGCCCAGCGTGGTGGTGCGCACCTTATAATCCCAGCTACTCAGA
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N

+ T T T T T T T
TACGACTACAATTGTTTTATACGACTGTAAAAATATCGTTACTCAAAATTGTTGTACCACTTTGAGGTAGAGATGATTTTTATGTTTTTAATCGGGTCGCACCACCACGCGTGGAATATTAGGGTCGATGAGTCT
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LRRK2-201

GGCTGAGGCATGAGAATCGCTTGAACCCAGGAGGCGGAGGTCGCAGTGAGCCGAGATCGTGCCATTGCACTCCAGCCTGGGTGACAGAGGCGAGACTCTGTCTCAAAGAAATATATATATATATATATATAATAT
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 M 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
CCGACTCCGTACTCTTAGCGAACTTGGGTCCTCCGCCTCCAGCGTCACTCGGCTCTAGCACGGTAACGTGAGGTCGGACCCACTGTCTCCGCTCTGAGACAGAGTTTCTTTATATATATATATATATATATTATA
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LRRK2-201

ATGTATTATAATATATAATACATATATTATATATATTTATTATATATAATACCTATATATTATATATATACTATATATAATACTTATTATATATATACTATATATAATACTTATTATATATATAATAAAAGACCG
+ 1 N 1 M 1 + 1 M 1 f 1 M 1 N 1 M 1 + 1 M 1 M 1 + 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TACATAATATTATATATTATGTATATAATATATATAAATAATATATATTATGGATATATAATATATATATGATATATATTATGAATAATATATATATGATATATATTATGAATAATATATATATTATTTTCTGGC
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AGGCAATGAATATTACAACTTTTATCAACTGACTTACATTTTTACAACTAATTTTTAAATTAATGAGTCCTCTTTGATGCTGTTCTTTGAAAGCAAATTGTTTTTGATATTTTTTCTTTAAAGCATATGAATTTA

TCCGTTACTTATAATGTTGAAAATAGTTGACTGAATGTAAAAATGTTGATTAAAAATTTAATTACTCAGGAGAAACTACGACAAGAAACTTTCGTTTAACAAAAACTATAAAAAAGAAATTTCGTATACTTAAAT
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LRRK2-201 >

LRRK2-201

TGCAATTTAATCATTATCTTGTCTCTTGTGACTAGAAATAAAATATCAGGGATATGCTCCCCCTTGAGACTGAAGGAACTGAAGATTTTAAACCTTAGTAAGAACCACATTTCATCCCTATCAGAGAACTTTCTT
M 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 N 1 " 1 M 1 " 1 3 1 M

+ T T t T + T t
ACGTTAAATTAGTAATAGAACAGAGAACACTGATCTTTATTTTATAGTCCCTATACGAGGGGGAACTCTGACTTCCTTGACTTCTAAAATTTGGAATCATTCTTGGTGTAAAGTAGGGATAGTCTCTTGAAAGAA
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GAGGCTTGTCCTAAAGTGGAGAGTTTCAGTGCCAGAATGAATTTTCTTGGTAAGTGTTCTGTGTGGGTCTCCTCCTTACCAGGCCCTCTAAGTTGTACAAGATGAGTCATATATGGACCCTTTAGTTGTGGATTT
1 M 1 M 1 M 1 1 1 " 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTCCGAACAGGATTTCACCTCTCAAAGTCACGGTCTTACTTAAAAGAACCATTCACAAGACACACCCAGAGGAGGAATGGTCCGGGAGATTCAACATGTTCTACTCAGTATATACCTGGGAAATCAACACCTAAA
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AAAAGTGGCATTTCAGTTTAAATATTATGCTGGATTTAAAAAATAAAATTAGCAGGTTGGCAATAAAACAAAATGCTATAAAACTATGAAAAGACATGAAAGAAACATAAATGCATATTGGTAAGTGAAAGAAGC
N 1 . 1 M 1 M 1 N 1 M 1 . 1 N 1 N 1 N 1 i 1 N 1 N 1 N
t T t t t t t t t t t t t t t

T T T T T T T T T T T T
TTTTCACCGTAAAGTCAAATTTATAATACGACCTAAATTTTTTATTTTAATCGTCCAACCGTTATTTTGTTTTACGATATTTTGATACTTTTCTGTACTTTCTTTGTATTTACGTATAACCATTCACTTTCTTCG
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LRRK2-201

CAATCTGAAAAGGCTACATACTATTCGTTCCCAACTATAAGACATTCTGGAAGAGACAAAATTATGAGGACATTAAAAAGATCAATGGTTGTCAGGGGTTAGGGGAGGGAGAGATGAATAGATAAAGGACAGAGG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
GTTAGACTTTTCCGATGTATGATAAGCAAGGGTTGATATTCTGTAAGACCTTCTCTGTTTTAATACTCCTGTAATTTTTCTAGTTACCAACAGTCCCCAATCCCCTCCCTCTCTACTTATCTATTTCCTGTCTCC
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ATTTTTAGGGCAGTGAAACTGTTTTGTATACTATAGAGGGGGATATGTGCCATGGTACACTTGTCAAAACCCATAGAATGTGCAGTATAAAGAATGAACCCTGATGTAAACTATGGACTTTGAGTGATAATGGTG
t } t } y } t } t } t } t } t } y } t } t } t } y } t
TAAAAATCCCGTCACTTTGACAAAACATATGATATCTCCCCCTATACACGGTACCATGTGAACAGTTTTGGGTATCTTACACGTCATATTTCTTACTTGGGACTACATTTGATACCTGAAACTCACTATTACCAC
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LRRK2-201

TGTCAAATATTGGCTCATTGATTGGAACAACTGTGCCAAACTAATGCAAATTGTTAATAATAGGGGAAAATGTGTGTGGGGTGGTGGTGGTGGTGAGGGAAGAAGGGATTTATTGAAAGTCTCTGGACTGTGTGC
1 M 1 L 1 N 1 L 1 N 1 N 1 N 1 L 1 L 1 N 1 M 1 M 1 L 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACAGTTTATAACCGAGTAACTAACCTTGTTGACACGGTTTGATTACGTTTAACAATTATTATCCCCTTTTACACACACCCCACCACCACCACCACTCCCTTCTTCCCTAAATAACTTTCAGAGACCTGACACACG
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TCAATTTTCCTGTGTATCTAAAGCTGCCCTAAAAATAGTCTATAATTTAAAAAAATTATCACATTTTTATTGTCAGAGGTTAAAATGATAGTTACTTGGCCTACTGTGTAGTACCCTGTGGTTCCCTTTAGTCTT
N 1 N 1 " 1 i 1 i 1 i 1 N 1 1 1 i 1 N 1 N 1 M 1 " 1 N
t T t t t t t t t t t t t t t

T T T T T T T T T T T T
AGTTAAAAGGACACATAGATTTCGACGGGATTTTTATCAGATATTAAATTTTTTTAATAGTGTAAAAATAACAGTCTCCAATTTTACTATCAATGAACCGGATGACACATCATGGGACACCAAGGGAAATCAGAA
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LRRK2-201

AAACTAAACATGCACATGGCTGCCTGAGCTGGGTAAGGCATCCTGATACTGAGATATTGTTTTTCATACTGAAGTTTCTTCAGCAACTTTTTGTATGATAAATATGATTACTCTTTGCTGTTGTTAGAAATAAAA
1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 . 1 N 1 N 1

T T T T T T T T T T T T T T
TTTGATTTGTACGTGTACCGACGGACTCGACCCATTCCGTAGGACTATGACTCTATAACAAAAAGTATGACTTCAAAGAAGTCGTTGAAAAACATACTATTTATACTAATGAGAAACGACAACAATCTTTATTTT
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TTAATCATTTAATGGTTTTCAAATTAGTGAAGTTAATGTATATTCATTCAGCTCTTGTGCTTTGCAAGACATTATAATAATGCAAATTATTATCATCACTTTTATTAAAAGTTGTAGAATCCCCTGCCTTCTCTT
M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 . 1 M 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATTAGTAAATTACCAAAAGTTTAATCACTTCAATTACATATAAGTAAGTCGAGAACACGAAACGTTCTGTAATATTATTACGTTTAATAATAGTAGTGAAAATAATTTTCAACATCTTAGGGGACGGAAGAGAA
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AGCATATGAAATAATAGAGGAAATTATGTTCATTTGTATCCTAAATGAACATTTTAATTTTAAGGAACAAAATACTTTTATGACAATAAACAGGAATTCCCCATATTTTATCTTCCTTCATAGAGAATACTCACA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T t T + T t T t T t T t T t T t T t T + T t T + T t T
TCGTATACTTTATTATCTCCTTTAATACAAGTAAACATAGGATTTACTTGTAAAATTAAAATTCCTTGTTTTATGAAAATACTGTTATTTGTCCTTAAGGGGTATAAAATAGAAGGAAGTATCTCTTATGAGTGT
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TCTTGCCACCCATGTGTTTATTCTATACCTGACTCAGTAAAATAATTTTTAATTCTATTTAATAGCAGAATATGGCTTAACTACTTATTAATAGTATTTTAATTTGTCAGAGCTTTCAGAAACTAATAATGATCA
t } t } t } t } t } y } t } t } y } t } t } t } t } t
AGAACGGTGGGTACACAAATAAGATATGGACTGAGTCATTTTATTAAAAATTAAGATAAATTATCGTCTTATACCGAATTGATGAATAATTATCATAAAATTAAACAGTCTCGAAAGTCTTTGATTATTACTAGT
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AAGCCATCTTAATTTGGATAGTATTTTCCTCCTTTTCCGCGCCCTCCCTTCCTCCTACCCTCCTGAATATTGGCCACTTTCCAACCATGATCTTGAAACTGGGGATAGAGTTGTTGACTCACTCACTAGTAAGCA
1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCGGTAGAATTAAACCTATCATAAAAGGAGGAAAAGGCGCGGGAGGGAAGGAGGATGGGAGGACTTATAACCGGTGAAAGGTTGGTACTAGAACTTTGACCCCTATCTCAACAACTGAGTGAGTGATCATTCGT
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AAGCAAACTCGGTCTCTGTCCTTAAGGAACTTGTGATTAAGTTCAGAGCACAGACAAACATTAAGTAATGATGGCATAAATAAATGTAATTTTATATTGTGGTGCCTTCTGTGGAAAAGTTTCAGGATGCTCTGT
M 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
TTCGTTTGAGCCAGAGACAGGAATTCCTTGAACACTAATTCAAGTCTCGTGTCTGTTTGTAATTCATTACTACCGTATTTATTTACATTAAAATATAACACCACGGAAGACACCTTTTCAAAGTCCTACGAGACA
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GGTACCTCAGGGGAATCTGATTCAGACTGTGGAGTCAGGAAAGCATTTCTGTGCCTGTGACATTTAAGTTGGGTCTGGAAAGAGGAGCATCCAAAAGGACCTTGAAGCTTGTGTATGGTCAGTGTGTCATCTCAG

CCATGGAGTCCCCTTAGACTAAGTCTGACACCTCAGTCCTTTCGTAAAGACACGGACACTGTAAATTCAACCCAGACCTTTCTCCTCGTAGGTTTTCCTGGAACTTCGAACACATACCAGTCACACAGTAGAGTC
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CTGAATCTCACAATGATCCTAATGGTCATACCTAGGACAGGTATGACCTCTGCCCAATTGAGGAAATTGAAGCCGTGAGATTTTTTGTGTGATGCTTACAGGTGCATACAATTAATTATCTTGTTGTGAAAGTTT
N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACTTAGAGTGTTACTAGGATTACCAGTATGGATCCTGTCCATACTGGAGACGGGTTAACTCCTTTAACTTCGGCACTCTAAAAAACACACTACGAATGTCCACGTATGTTAATTAATAGAACAACACTTTCAAA
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LRRK2-201

GAATGGACCCCAGTTCAAAATCTGTTTGCTTTGCACTACACAATCTTAATAGTTTGAGAAGTGGTCTTACATTTGAGAAGATGCCCCATGGAGGTGACATCTGAGCAGGACCACTAACCATTAAAAAATAATCCC
1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTACCTGGGGTCAAGTTTTAGACAAACGAAACGTGATGTGTTAGAATTATCAAACTCTTCACCAGAATGTAAACTCTTCTACGGGGTACCTCCACTGTAGACTCGTCCTGGTGATTGGTAATTTTTTATTAGGG
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LRRK2-201

ATGTAAATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGCGTGTGACTATAATCCCAGCTACTCGGGAGGCTGAGGCAGAAGAATCGCTTGAACCAGGGAGTCAGAGGTTGCAGTG
L 1 L 1 M 1 N 1 L 1 M 1 L 1 N 1 M 1 L 1 L 1 N 1 L 1 L

t T t T t T t T t T t T T T
TACATTTACCACTTTGGGACAGAGATGATTTTTATGTTTTTAATCGACCCACACCACCGCACACTGATATTAGGGTCGATGAGCCCTCCGACTCCGTCTTCTTAGCGAACTTGGTCCCTCAGTCTCCAACGTCAC
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AGTGGAGATCAGGCCACAGCACTCCAGCCTGGCGACAGAGCAAGACTCCGTCAATCAATCAATCAAACAATCAATAAATCCCATGTAAAATAAAGTTTTAGTTCTGTGGCCTTATGAGTGTTTTCCATACAGCAT

TCACCTCTAGTCCGGTGTCGTGAGGTCGGACCGCTGTCTCGTTCTGAGGCAGTTAGTTAGTTAGTTTGTTAGTTATTTAGGGTACATTTTATTTCAAAATCAAGACACCGGAATACTCACAAAAGGTATGTCGTA
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LRRK2-201

ATGAAACTCAAGACTCTGAAGTCTTAAGTGGAGAATCATTTCGATTCATTTATTTTGCGAATAGGTGAGGTATAATAGCTATCTTTCTGCTTCTCAGGAAGACAGCTTCTAGGAGTGTCCTGGAACATTTTGACC

TACTTTGAGTTCTGAGACTTCAGAATTCACCTCTTAGTAAAGCTAAGTAAATAAAACGCTTATCCACTCCATATTATCGATAGAAAGACGAAGAGTCCTTCTGTCGAAGATCCTCACAGGACCTTGTAAAACTGG
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LRRK2-201

CTTGAAGATTGTCTAGATAAAGAATAACCCATATTTTTAACCTTGAAAATGCTAATAACTAATTCCTCAATCCGTTTTCCTAGAAACGGTAGATTTGTAGATCTCTCAAGTGTCTTAGTGTTCATCTGATCTAGC
1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GAACTTCTAACAGATCTATTTCTTATTGGGTATAAAAATTGGAACTTTTACGATTATTGATTAAGGAGTTAGGCAAAAGGATCTTTGCCATCTAAACATCTAGAGAGTTCACAGAATCACAAGTAGACTAGATCG
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LRRK2-201

TACACTCTTTTACAGATAAGAAAAGAGACTGTGTGATTTTCTGTTTCCCAAATTGTGTTTCACAGAATTTTATTTCTTGGAGGTACCTCATACTGCATTTCCTTCTTAACAATTCATAAAGTAGGCCAGGCACGG
N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATGTGAGAAAATGTCTATTCTTTTCTCTGACACACTAAAAGACAAAGGGTTTAACACAAAGTGTCTTAAAATAAAGAACCTCCATGGAGTATGACGTAAAGGAAGAATTGTTAAGTATTTCATCCGGTCCGTGCC
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LRRK2-201

TGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGGGGCGGGCAGATCACAAGGTCAGGAGATGGAGACCATCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAGAAAATTAGCTGGACATGAT
1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACCGAGTACGGACATTAGGGTCGTGAAACCCTCCGGCCCCGCCCGTCTAGTGTTCCAGTCCTCTACCTCTGGTAGGACCGATTGTACCACTTTGGGGTAGAGATGATTTTTATGTCTTTTAATCGACCTGTACTA
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GGCACCTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCTCTTGAACCTGGGAGGCGGAGATTGCATTGAGCTGAGATCACGCTACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCTGTCTCA
L 1 N 1 M 1 M 1 L 1 N 1 L 1 L 1 L 1 L 1 L 1 N 1 N 1 L

t T t T t T t T t T t T T T
CCGTGGACGGACATTAGGGTCGATGAGTCCTCCGACTCCGTCCTCTTAGAGAACTTGGACCCTCCGCCTCTAACGTAACTCGACTCTAGTGCGATGACGTGAGGTCGGACCCGTTGTCTCGCTCTGAGACAGAGT
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AATAACAATAATAATAATAAAATAATAAAAAATAAAAAAATCATAAAATATACCAGAGTATTGAGAACTCAGATATTTTACTTTATTTTACTGAATGTTTCCCAATCTCTTAAGATTATATGATCGAAGAATACT
1 N 1 M 1 M 1 1 1 M 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 1 1

T T T T
TTATTGTTATTATTATTATTTTATTATTTTTTATTTTTTTAGTATTTTATATGGTCTCATAACTCTTGAGTCTATAAAATGAAATAAAATGACTTACAAAGGGTTAGAGAATTCTAATATACTAGCTTCTTATGA
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LRRK2-201

TTTATTAAATAACACCCATTATTATTCCATAGAACACTCTTTATGAGCTAGTACCATAAAGAATTTTTGTCCTTATAATATACTGTATTTTAGTAAAGTGTTCATAGTTGTTTTGCTATAGTTATTTAAGAGTAA

AAATAATTTATTGTGGGTAATAATAAGGTATCTTGTGAGAAATACTCGATCATGGTATTTCTTAAAAACAGGAATATTATATGACATAAAATCATTTCACAAGTATCAACAAAACGATATCAATAAATTCTCATT
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TTCTAGTTAATCTATATGGTATATAATAACATCACACATAATTTGAAATGAATATTCTAGGAATTTTTACTTTGTACAAATGTTGGGTAGACAAATTTATATTTAAATAGCTGTTTAGCTTCCAGGTTAAAAGGT
1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 . 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
AAGATCAATTAGATATACCATATATTATTGTAGTGTGTATTAAACTTTACTTATAAGATCCTTAAAAATGAAACATGTTTACAACCCATCTGTTTAAATATAAATTTATCGACAAATCGAAGGTCCAATTTTCCA
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LRRK2-201

TCTGGTAAGTATAGCATATTATTTTATTGTTTAGTGGAAGTATTAAGGCTATTACCTTATTTTTAAAAGTGGATTTTTAAAAATTGTCAGTGTGAGAATGGAAATCAAATTAAGTGACACACTATTGGTAGCTGT
N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGACCATTCATATCGTATAATAAAATAACAAATCACCTTCATAATTCCGATAATGGAATAAAAATTTTCACCTAAAAATTTTTAACAGTCACACTCTTACCTTTAGTTTAATTCACTGTGTGATAACCATCGACA
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LRRK2-201 >

LRRK2-201

TCTTATTTTTGAATTTAATGGAAATCTGGTTAAAATGATTAAAATGTTTATCTCATTTTTTTTCTTTTAGCTGCTATGCCTTTCTTGCCTCCTTCTATGACAATCCTAAAATTATCTCAGAACAAATTTTCCTGT
1 M 1 L 1 M 1 M 1 N 1 M 1 L 1 L 1 M 1 N 1 N 1 L 1 M 1

T T T T T T T T T T T T T T
AGAATAAAAACTTAAATTACCTTTAGACCAATTTTACTAATTTTACAAATAGAGTAAAAAAAAGAAAATCGACGATACGGAAAGAACGGAGGAAGATACTGTTAGGATTTTAATAGAGTCTTGTTTAAAAGGACA
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LRRK2-201

ATTCCAGAAGCAATTTTAAATCTTCCACAGTAAGTTTATTGTTATTTTAATTTTAAAAGCACATTAGCTGGAACAGAACCTTTAGAAACATGATTTCGATTTAGTCATATAGAGGTAATTGATTTCTAAACCTAC
N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TAAGGTCTTCGTTAAAATTTAGAAGGTGTCATTCAAATAACAATAAAATTAAAATTTTCGTGTAATCGACCTTGTCTTGGAAATCTTTGTACTAAAGCTAAATCAGTATATCTCCATTAACTAAAGATTTGGATG
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LRRK2-201

TCAACTTGATGTTTTTGTATGTATGAATGATTTTCACTAGATAAAAGACCCAACTCATTACTTAAAATGGAAACTTTTATATTTATTTAGTGGATCATTGTGTAAAAACAACTTAAGATTGTTTAATTAATTGCT

AGTTGAACTACAAAAACATACATACTTACTAAAAGTGATCTATTTTCTGGGTTGAGTAATGAATTTTACCTTTGAAAATATAAATAAATCACCTAGTAACACATTTTTGTTGAATTCTAACAAATTAATTAACGA
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LRRK2-201

GTATTAGTATAATGAAATGAGATTATACTGGCTATCACTTTAACTTTTAAAATTTTAATTGTTTGTGGAACTTGATATGTTGCCAAAATACCCTTAACTTTCACATTATGCTTAAGTTATGTTTGAGTGAAATTT

CATAATCATATTACTTTACTCTAATATGACCGATAGTGAAATTGAAAATTTTAAAATTAACAAACACCTTGAACTATACAACGGTTTTATGGGAATTGAAAGTGTAATACGAATTCAATACAAACTCACTTTAAA
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TGGGGGAAGATTAGGCAAGTTTATGTAGTTCCAGGTTTTTGAGATATTTTGGTTAATTCATGAAACCAGAAGCTTCCTGTTAACTTTAAATTCAGGCATTAATTGGATCTTGAGTGTGTTGTAATCTTAAATGCT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
ACCCCCTTCTAATCCGTTCAAATACATCAAGGTCCAAAAACTCTATAAAACCAATTAAGTACTTTGGTCTTCGAAGGACAATTGAAATTTAAGTCCGTAATTAACCTAGAACTCACACAACATTAGAATTTACGA
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LRRK2-201

ATTCTAATTATATCATACATGATAAACCAAATTCATAAAAATATATGTGTAAATTTATCTTTTCCTTTGTTTTCTTGCTGTCAGCTATTCCTTCAAACACTATGGCTTTTTAGAATTGACACTAAAATGCTGCTT
M 1 . 1 N 1 N 1 . 1 M 1 N 1 M 1 M 1 X 1 N 1 N 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TAAGATTAATATAGTATGTACTATTTGGTTTAAGTATTTTTATATACACATTTAAATAGAAAAGGAAACAAAAGAACGACAGTCGATAAGGAAGTTTGTGATACCGAAAAATCTTAACTGTGATTTTACGACGAA
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LRRK2-201

GCATGATGCTGCAATGAGCTCTTCTGTGAGCTTATATTTAGGCAAATAATAATTAGAATTTAGCCATAGAGAGTGTTACACAAACCTATAATAGCTAAATTACGTCTAGCTTTAGAATGTGTTTAACTGTTCTAA
1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CGTACTACGACGTTACTCGAGAAGACACTCGAATATAAATCCGTTTATTATTAATCTTAAATCGGTATCTCTCACAATGTGTTTGGATATTATCGATTTAATGCAGATCGAAATCTTACACAAATTGACAAGATT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

105,570

105,705

105,840

105,975

106,110

106,245

106,380

106,515

106,650

106,785

106,920



CTACTCTACAGCGGTTCATCTCTTTAATCTTCCTAATAATGCCCTACGATAGCCACTGTTATTATCTCCACTTCATAAGAGATGAAGTAACTTGCCCAGAGTCATAGTTCTTAAACACTGGTGGTTCAACTTCAG
" 1 M 1 " 1 M 1 M 1 i 1 " 1 M 1 1 1 M 1 M 1 N 1 " 1 M

+ T T t T + T t
GATGAGATGTCGCCAAGTAGAGAAATTAGAAGGATTATTACGGGATGCTATCGGTGACAATAATAGAGGTGAAGTATTCTCTACTTCATTGAACGGGTCTCAGTATCAAGAATTTGTGACCACCAAGTTGAAGTC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GCTCTCAAATCACATGCATACTCATATGTCAATAATGCTAGTTTTGACGTTACACTTTATTCTCACCCTGGGGAAAATTATTTGTGATGTTATTTCATGTATTTTGGAAATACTCATTTGGTTTATGTCTTTTCT

CGAGAGTTTAGTGTACGTATGAGTATACAGTTATTACGATCAAAACTGCAATGTGAAATAAGAGTGGGACCCCTTTTAATAAACACTACAATAAAGTACATAAAACCTTTATGAGTAAACCAAATACAGAAAAGA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTGTATTGTTTTAGCTTGCGGTCTTTAGATATGAGCAGCAATGATATTCAGTACCTACCAGGTCCCGCACACTGGAAATCTTTGAACTTAAGGGAACTCTTATTTAGCCATAATCAGATCAGCATCTTGGACTTG
N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 . 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CACATAACAAAATCGAACGCCAGAAATCTATACTCGTCGTTACTATAAGTCATGGATGGTCCAGGGCGTGTGACCTTTAGAAACTTGAATTCCCTTGAGAATAAATCGGTATTAGTCTAGTCGTAGAACCTGAAC

I . >

L[RRK2-201 >
i 1200 i i 1205 i i 1210 L /! i 1915 L i 1220 i i 1225 i i 11230 L i i 3235 i
L R 8 L D M 5 5 N D 1 Q Y L P G | A H W K 5 L N L R E L L F S H N Q 1 S 1 E D L
------------ ENSE00003476749 >
LRRK2-201

AGTGAAAAAGCATATTTATGGTCTAGAGTAGAGAAACTGCATCTTTCTCACAATAAACTGAAAGAGGTAAGACGATTATTGCCACTTAAAAAATATACTTTATGATTTGCATCATTACAAATTATCATTTTAAGT
1 M 1 N 1 N 1 M 1 . 1 N 1 N 1 N 1 i 1 M 1 N 1 . 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TCACTTTTTCGTATAAATACCAGATCTCATCTCTTTGACGTAGAAAGAGTGTTATTTGACTTTCTCCATTCTGCTAATAACGGTGAATTTTTTATATGAAATACTAAACGTAGTAATGTTTAATAGTAAAATTCA

vz _______________pg

LRRK2-201 >
L L1240 L L L1245 L L L 1250 L L L 1255 L L L
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] ENSE00003476749 e e >

LRRK2-201

GATATTTAGCTTCTAAATACCAATTTCATGAAACTAGAAGCTTCCTGTTAACTATAAATTCCTGTCAACTATAAATCCAGATTTCCATTAAATTTAAAAATAAGAACAGCTACTAATGATGTGTCACTTAATTTA
1 1 1 1 1 1 1 1 1 1 1 1 1

CTATAAATCGAAGATTTATGGTTAAAGTACTTTGATCTTCGAAGGACAATTGATATTTAAGGACAGTTGATATTTAGGTCTAAAGGTAATTTAAATTTTTATTCTTGTCGATGATTACTACACAGTGAATTAAAT

o~ ______________pg

LRRK2-201 >

LRRK2-201

ATTTCCATTCTCACACCGACAATTTAAAAAAATCTACTTTTAAAAATAAGGTAGTAGCCTTAATACTTCCACTAAACAATAAAACAATATGCTATACTTATCAGAACCTTTTAATCTGAAAGCTAAACAGCTAGA
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 . 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TAAAGGTAAGAGTGTGGCTGTTAAATTTTTTTAGATGAAAATTTTTATTCCATCATCGGAATTATGAAGGTGATTTGTTATTTTGTTATACGATATGAATAGTCTTGGAAAATTAGACTTTCGATTTGTCGATCT

I . >

LRRK2-201 >

LRRK2-201

TATAAATTTGTCTACCCAACATTTGTACAAAGTAAAAATTATTAGAATATTCATTTCAAATTATGTGTGATGTTATCATATAACATATTATAGATTAACTCAAATTATTCTTAACTGTTACTTAACTATGACAAA

ATATTTAAACAGATGGGTTGTAAACATGTTTCATTTTTAATAATCTTATAAGTAAAGTTTAATACACACTACAATAGTATATTGTATAATATCTAATTGAGTTTAATAAGAATTGACAATGAATTGATACTGTTT

I . >

LRRK2-201 >

LRRK2-201

ACAACTTAGAACGCTTTGCTAATACACAAGATAGTATAAGGATAAAAATTCTTTATAGTACTAGCTCATAAAGAGTGTTCTATGGAATAGTAGTGGATGTCATTTAATAACTATAAATTCAAAATAAGCATTGTA

TGTTGAATCTTGCGAAACGATTATGTGTTCTATCATATTCCTATTTTTAAGAAATATCATGATCGAGTATTTCTCACAAGATACCTTATCATCACCTACAGTAAATTATTGATATTTAAGTTTTATTCGTAACAT

o~ __________________Pg

LRRK2-201 >

LRRK2-201

AATATCAATACCATTCAATTTTTTTTTGTTTTTTAAACAAGTTGTAAGCCTACCCTATGGTAAATGGATATGGTAACACAGCATAATTTCCTCAAAAAATTACTTTTGTGATATACTTTTAAAGGATTATATGAA
1 1 1 1 1 1 1 1 1 1 1 1 1

TTATAGTTATGGTAAGTTAAAAAAAAACAAAAAATTTGTTCAACATTCGGATGGGATACCATTTACCTATACCATTGTGTCGTATTAAAGGAGTTTTTTAATGAAAACACTATATGAAAATTTCCTAATATACTT

I . >

LRRK2-201 >

LRRK2-201

TATATACATAATTATAGATGAATGTGATGCTGTGTGTCATTGTATCACCAAATCTCTGTCCAATCTGTTAACAGACTCTTAAATAAACCATTTTTCTCAAGTTGTTACTGGCCTGTATACTGTATTACTTGTTTT
1 N 1 N 1 N 1 M 1 X 1 N 1 N 1 M 1 X 1 N 1 N 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATATATGTATTAATATCTACTTACACTACGACACACAGTAACATAGTGGTTTAGAGACAGGTTAGACAATTGTCTGAGAATTTATTTGGTAAAAAGAGTTCAACAATGACCGGACATATGACATAATGAACAAAA

I . >

LRRK2-201 >

I L T T

LRRK2-201

TCAGCTTTCCTTGGTACATTCTTAAATTTCTGCATTCCGCCACCATGCTATCACCCTAATGGATCAACCTTTTTTGTTTTGCTCCATTCTCTCTGTTGTAAATCTGAAATTGATAATTTGTTTGTCTCAGAAAAT
M 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AGTCGAAAGGAACCATGTAAGAATTTAAAGACGTAAGGCGGTGGTACGATAGTGGGATTACCTAGTTGGAAAAAACAAAACGAGGTAAGAGAGACAACATTTAGACTTTAACTATTAAACAAACAGAGTCTTTTA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

107,055

107,190

107,325

107,460

107,595

107,730

107,865

108,000

108,135

108,270

108,405



ATTATTTTTCAAGTTCTAGCGTATTGCCTACAAAAACCAAAAGAATTAAGTGTCTGACACTGTGAGGTTCAGCAAAACTGTGCATATATTTTGCTACCTGATTTTTTGCCAGCAAATGAGTGTTTTCTATTATAA
1 M 1 M 1 M 1 1 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 " 1

T T T T
TAATAAAAAGTTCAAGATCGCATAACGGATGTTTTTGGTTTTCTTAATTCACAGACTGTGACACTCCAAGTCGTTTTGACACGTATATAAAACGATGGACTAAAAAACGGTCGTTTACTCACAAAAGATAATATT

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATATAGTATATATTGCTTAAAAATTTGGAACAGAAAAGAAATTACTCCAATTAGGATGCCACCTAAAGTATAAGCATGTAGCTGTACTTTGAGAACACTAAATTGCATGCAGGTTTGTAGTGACTAGGTCTTCTT
: 1 N 1 N 1 : 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N

+ T T t T + T t
TATATCATATATAACGAATTTTTAAACCTTGTCTTTTCTTTAATGAGGTTAATCCTACGGTGGATTTCATATTCGTACATCGACATGAAACTCTTGTGATTTAACGTACGTCCAAACATCACTGATCCAGAAGAA

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

GCCTTTACTGAAGGAGCAGAATGAAGTCACAGATAATGGATAACCAAATCCATTTTGTGGTAAGAACTTCCTTACTTTCAATGTCTTGAAGAGATGAAGTATGTTACCAAAGGAGATTGGGTTTTTTAATATTAC
1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T ¥ T T T ¥ T ¥ T ¥ T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
CGGAAATGACTTCCTCGTCTTACTTCAGTGTCTATTACCTATTGGTTTAGGTAAAACACCATTCTTGAAGGAATGAAAGTTACAGAACTTCTCTACTTCATACAATGGTTTCCTCTAACCCAAAAAATTATAATG

- _____________________pg

LRRK2-201 >

LRRK2-201

AGATGAGTGACATAGATTGTTTGGGAGTAAGTTTTTATATGTAAGTTTTTATGTTTTTAAACACATACTGACAACTTATGACAAACCTTTGGAAAGTTTTAAAACTCTGTTGAAAGGTTGTGCAAGCTGCTGATG
M 1 M 1 N 1 M 1 M 1 M 1 + 1 M 1 N 1 + 1 M 1 N 1 + 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCTACTCACTGTATCTAACAAACCCTCATTCAAAAATATACATTCAAAAATACAAAAATTTGTGTATGACTGTTGAATACTGTTTGGAAACCTTTCAAAATTTTGAGACAACTTTCCAACACGTTCGACGACTAC

- _________________________________pg

LRRK2-201 >

LRRK2-201

GAATCTGTGAGCCTTTCTTGTTTCTTATCACGTTTTTTGGCAGAGCACATTTCTTCCTTCCCACCAACAGGTTTTGCCCTTTTTTTTCCCATTAAGATTCCTCCTGAGATTGGCTGTCTTGAAAATCTGACATCT
1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTAGACACTCGGAAAGAACAAAGAATAGTGCAAAAAACCGTCTCGTGTAAAGAAGGAAGGGTGGTTGTCCAAAACGGGAAAAAAAAGGGTAATTCTAAGGAGGACTCTAACCGACAGAACTTTTAGACTGTAGA

T ——————S————. >
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LRRK2-201

CTGGATGTCAGTTACAACTTGGAACTAAGATCCTTTCCCAATGAAATGGGGAAATTAAGCAAAATATGGGATCTTCCTTTGGATGAACTGCATCTTAACTTTGATTTTAAACATATAGGATGTAAAGCCAAAGAC
+ 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 f 1 + 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GACCTACAGTCAATGTTGAACCTTGATTCTAGGAAAGGGTTACTTTACCCCTTTAATTCGTTTTATACCCTAGAAGGAAACCTACTTGACGTAGAATTGAAACTAAAATTTGTATATCCTACATTTCGGTTTCTG

- ________________________pg

LRRK2-201 >
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LRRK2-201

ATCATAAGGTTAGATAATTTTTTTCTATTTGGTTTTACTAAATTTATTTCAGATTTTCTACTCTCTGTGACTTTGATGGACATATATTGTTACTATTTAGGGAAAAATAAATAGTAATATTTGGCATTAATATGC
1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 N 1 + 1 M 1 N 1

T T T T T T T T T
TAGTATTCCAATCTATTAAAAAAAGATAAACCAAAATGATTTAAATAAAGTCTAAAAGATGAGAGACACTGAAACTACCTGTATATAACAATGATAAATCCCTTTTTATTTATCATTATAAACCGTAATTATACG

- ___________________________________pg

LRRK2-201 >

0

R

1 1
ENSE0000

LRRK2-201

TGTGTGTCATTTGCCTTTCATTTAATGAATGTGTTTCTGTGGTGCCACTGTAGAGATTTCTCATTCTTCTTAGCCAGACTAATGTTGAGAGCGGCTTCTCCTCCTTCTGTTTCTTTTCAGTGGAGTAGACTCTAA
M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
ACACACAGTAAACGGAAAGTAAATTACTTACACAAAGACACCACGGTGACATCTCTAAAGAGTAAGAAGAATCGGTCTGATTACAACTCTCGCCGAAGAGGAGGAAGACAAAGAAAAGTCACCTCATCTGAGATT

- ___________________________________pg

LRRK2-201 >

LRRK2-201

AAGAAAATAAGTATTGCTATTTGGTCTCTGGTTACCAATTACACAATCTAAAGAAATACAGCACAGTATAATAACTTCTCACACTGTATTTCATATAGCAACTAGTTAACATATGCCTCTTACATCTTAAAGCAT
1 f 1 M 1 M 1 M 1 + 1 N 1 i 1 M 1 M 1 f 1 M 1 M 1 i 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCTTTTATTCATAACGATAAACCAGAGACCAATGGTTAATGTGTTAGATTTCTTTATGTCGTGTCATATTATTGAAGAGTGTGACATAAAGTATATCGTTGATCAATTGTATACGGAGAATGTAGAATTTCGTA

- _____________________pg

LRRK2-201 >

LRRK2-201

TATAGCTACTGACATCATGTGAAATTACTAACTTCTATTTTGCCCATTAGGATGAGTAATCTACTCACCTTGATCAGTTTTGAAAGCACCAAAACTTCTCAAGTATCACTGTTTCTGGTCTTTACACTTTAAGCA

ATATCGATGACTGTAGTACACTTTAATGATTGAAGATAAAACGGGTAATCCTACTCATTAGATGAGTGGAACTAGTCAAAACTTTCGTGGTTTTGAAGAGTTCATAGTGACAAAGACCAGAAATGTGAAATTCGT

T —————————————T N ——" >

LRRK2-201 >

LRRK2-201

CTTTAAATATCTTTGGTAATGGATTTTATCCTCCTTTTTGTTCCCTTTCAGCACATCGGTCTTATTACTTTCTCATAAAATCCTTTGCTCCCTTTTCCACAGTTACTGTATTAACGTTGCAGACCTCAGCTCTGT
1 " 1 " 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 M 1

T T T T
GAAATTTATAGAAACCATTACCTAAAATAGGAGGAAAAACAAGGGAAAGTCGTGTAGCCAGAATAATGAAAGAGTATTTTAGGAAACGAGGGAAAAGGTGTCAATGACATAATTGCAACGTCTGGAGTCGAGACA

T —————————————

LRRK2-201 >

LRRK2-201

108,540

108,675

108,810

108,945

109,080

109,215

109,350

109,485

109,620

109,755

109,890



CATCACCTCTCAACTTGACTGTAATATCCACCAAGGCAGAGACCATGGCTGTGTTCACTCACTATTCAAATCTTGGCACCCAACACAGTGCCTGGCATACAATTAATAGTTGTTTAATTACCAGTGATTTATACT
M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
GTAGTGGAGAGTTGAACTGACATTATAGGTGGTTCCGTCTCTGGTACCGACACAAGTGAGTGATAAGTTTAGAACCGTGGGTTGTGTCACGGACCGTATGTTAATTATCAACAAATTAATGGTCACTAAATATGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TACTCATTCTCTTCTGCCTAAAATCTCTTAAATTTATATTTAACTTCATCTGTTTTTATGAGGAAGGATTTTGTTTTCTGAACTCCTGAGCTTGATTTCATTTTAAAGGAGTTTGTTATCTTTTGTGCTAATTGT

ATGAGTAAGAGAAGACGGATTTTAGAGAATTTAAATATAAATTGAAGTAGACAAAAATACTCCTTCCTAAAACAAAAGACTTGAGGACTCGAACTAAAGTAAAATTTCCTCAAACAATAGAAAACACGATTAACA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GGCTACCCTTCATCCTACCCAATTATTTTTCTCTCTTGAAACTGGAAAAGATGGTCATATAAAAATTGGTTCAGTTCTTACTAAACATTTAGTAGAACTAGCTTTCAGTGTATTATACTGTATTATCTAACTAAA
N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGATGGGAAGTAGGATGGGTTAATAAAAAGAGAGAACTTTGACCTTTTCTACCAGTATATTTTTAACCAAGTCAAGAATGATTTGTAAATCATCTTGATCGAAAGTCACATAATATGACATAATAGATTGATTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TATTTTTAATATTTAATATTTAATTTAATATATAACTAAATATTTTTAAACATGTTTAACATTTTCAGAAAAGACAGAAAGACCTAGAGCAGATTAGAAATTGTAGGCATCATTTGCTTTTTGAAGAAAGACATT
1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATAAAAATTATAAATTATAAATTAAATTATATATTGATTTATAAAAATTTGTACAAATTGTAAAAGTCTTTTCTGTCTTTCTGGATCTCGTCTAATCTTTAACATCCGTAGTAAACGAAAAACTTCTTTCTGTAA

I . >

LRRK2-201 >

LRRK2-201

TTTTCAAATAGTGGTGCATTCTTAAGAAATAAATCAAGAAAGGTAATGTTGCTTTTTGGTCATATCATCAGGAATGTTGGTCAGATTCTTATTAGTTACAGGAATGAATTGATCACTACTCTGATGTAAAATTCA
L 1 M 1 N 1 L 1 L 1 M 1 M 1 M 1 N 1 L 1 L 1 N 1 M 1 N

t T t T t T t T t T t T T T
AAAAGTTTATCACCACGTAAGAATTCTTTATTTAGTTCTTTCCATTACAACGAAAAACCAGTATAGTAGTCCTTACAACCAGTCTAAGAATAATCAATGTCCTTACTTAACTAGTGATGAGACTACATTTTAAGT

[RRK2-201 >

LRRK2-201

CTTATGATTTAGTCTTTTTCTCTAATTTGAAACTGTGGCAACATTTTAACATATTTCAAAATATATCTTTCTCTATCCATTATATTTTTGATAACACTTTGACTCTACTATTAGTTTAAAGGTGGTTTTTTAGCT

GAATACTAAATCAGAAAAAGAGATTAAACTTTGACACCGTTGTAAAATTGTATAAAGTTTTATATAGAAAGAGATAGGTAATATAAAAACTATTGTGAAACTGAGATGATAATCAAATTTCCACCAAAAAATCGA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ACCTAAACACTTCTATTTCATTCAGGTTTTACATTAAGATCATTAGGAATGAAAGCTAACATCTGCTGATAGTATAATAGTTTATATTTATTTATGATGTTATGTGATCTCACTATCCATATATACTATTATATG

TGGATTTGTGAAGATAAAGTAAGTCCAAAATGTAATTCTAGTAATCCTTACTTTCGATTGTAGACGACTATCATATTATCAAATATAAATAAATACTACAATACACTAGAGTGATAGGTATATATGATAATATAC

I . >

LRRK2-201 >

LRRK2-201

CATATGTGATATACATGAATATATAGCTATACATCATATATACCATATATGAATATATACACACACATATATAATGTAACTAATATGACCCTATTATCAAGCTTTAACAGTATACATATATCTCTACCTTGTTTC
1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GTATACACTATATGTACTTATATATCGATATGTAGTATATATGGTATATACTTATATATGTGTGTGTATATATTACATTGATTATACTGGGATAATAGTTCGAAATTGTCATATGTATATAGAGATGGAACAAAG

I . >

TRRKZ-201 >

LRRK2-201

TATGTCATATGGACTTTGTGAAATTTTGAACTTTATAATTTATAGGGTTTTTCTTTTCTTTTCTTTTCTTTTTTTTTTTITTTTTTGAGACTGAGTTTCACTCTTGTCACCCAGGCTGGAGTGCAGTGGCCTGATC
M 1 M 1 M 1 . 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATACAGTATACCTGAAACACTTTAAAACTTGAAATATTAAATATCCCAAAAAGAAAAGAAAAGAAAAGAAAAAAAAAAAAAAAAACTCTGACTCAAAGTGAGAACAGTGGGTCCGACCTCACGTCACCGGACTAG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTGGCTCACTGCAACCTCTGCCTCTTGGCTTCAGGCGATTCTCCTGCCTCAACCTCCCAAGTAGCTGGAATTACAGGCACCTGCCACTGTTCCCGGCTACTTTTTGGATTTTTAATAGAGACGGGGTTTCACTAT
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACCGAGTGACGTTGGAGACGGAGAACCGAAGTCCGCTAAGAGGACGGAGTTGGAGGGTTCATCGACCTTAATGTCCGTGGACGGTGACAAGGGCCGATGAAAAACCTAAAAATTATCTCTGCCCCAAAGTGATA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ATTGGCCAGGCTGGTCTCAAACTCCTGACCTCATGATCCGCCCACCTCGGCCTCCCAAAATGCAGGGATTACAGGTGCGAGCCACCGCACCTGGCGTATAATTTGTAGGGTTTTTCATACTATTTAAAGACATTA
L 1 N 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 M 1 M 1 L

t T t T t T t T t T t T T T
TAACCGGTCCGACCAGAGTTTGAGGACTGGAGTACTAGGCGGGTGGAGCCGGAGGGTTTTACGTCCCTAATGTCCACGCTCGGTGGCGTGGACCGCATATTAAACATCCCAAAAAGTATGATAAATTTCTGTAAT

LRRK2-201 >

LRRK2-201

110,025

110,160

110,295

110,430

110,565

110,700

110,835

110,970

111,105

111,240

111,375



GAATATGTATACATGTATGTATATGTGTGTATATATAGAGGTATATATATATTGCATATCGTATTCTAATTAGTATTGCAAACATATTTTGGCCTTTTGATTATTTCTGGTGATAGTGTAACATGTTTTCTTTGG
1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTATACATATGTACATACATATACACACATATATATCTCCATATATATATAACGTATAGCATAAGATTAATCATAACGTTTGTATAAAACCGGAAAACTAATAAAGACCACTATCACATTGTACAAAAGAAACC

T ———— T ——————

LRRK2-201 >

LRRK2-201

TGATTTTACCAAACATTATCAACTACCCTAAAATCTCTAGCAAAATATATGCATTAACAGTACTCTGAAAGACATGTACATTATTAGTTATATGAGATATGCACTCTTCTGGATACTATATTTTAGAATAGTGTG
M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 : 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ACTAAAATGGTTTGTAATAGTTGATGGGATTTTAGAGATCGTTTTATATACGTAATTGTCATGAGACTTTCTGTACATGTAATAATCAATATACTCTATACGTGAGAAGACCTATGATATAAAATCTTATCACAC

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

ACATGTAAAAGAACTCACCTAAATCTCAAGTATACTTTTAAGCAGTTTATTATTTTATTTTTATCTTTCAAATACTAGGTTTCTTCAACAGCGATTAAAAAAGGCTGTGCCTTATAACCGAATGAAACTTATGAT
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TGTACATTTTCTTGAGTGGATTTAGAGTTCATATGAAAATTCGTCAAATAATAAAATAAAAATAGAAAGTTTATGATCCAAAGAAGTTGTCGCTAATTTTTTCCGACACGGAATATTGGCTTACTTTGAATACTA

- _____________________pg

[RRK2-201 >
L. 1325 o, 1330 o, 1335 o, o,
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--------------------------------------------------------------- ENSE00003496760 >

LRRK2-201

TGTGGGAAATACTGGGAGTGGTAAAACCACCTTATTGCAGCAATTAATGAAAACCAAGAAATCAGATCTTGGAATGCAAAGTGCCACAGTTGGCATAGATGTGAAAGACTGGCCTATCCAAATAAGAGACAAAAG
M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ACACCCTTTATGACCCTCACCATTTTGGTGGAATAACGTCGTTAATTACTTTTGGTTCTTTAGTCTAGAACCTTACGTTTCACGGTGTCAACCGTATCTACACTTTCTGACCGGATAGGTTTATTCTCTGTTTTC

- _______________________pg

LRRK2-201 >
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ENSE00003496760 >
LRRK2-201

AAAGAGAGATCTCGTCCTAAATGTGTGGGATTTTGCAGGTATTTCTTTCTATAGAATTTTAAAATTCACTTTTACCATTTGTTTGGAACAGGGATTCAAAAACTGAGCTTTCTGTTCTAATATCCAGAAACCTGG
1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTCTCTCTAGAGCAGGATTTACACACCCTAAAACGTCCATAAAGAAAGATATCTTAAAATTTTAAGTGAAAATGGTAAACAAACCTTGTCCCTAAGTTTTTGACTCGAAAGACAAGATTATAGGTCTTTGGACC

I ——S—S——wASASAAAA @

LRRK2-201 >
1385 " " . 1390 " " . 1395
K R D L 4 L N 4 W D F A
ENSE00003496760 [ e >
LRRK2-201

TAGACTGTATGGAATTATTCCAAAGCCCTTCATTTCTCCTAATTTTACCCTTGCCTCCAGAATGGAGAAGAACATGGAGGGATATGTTAGGAACAATTTGGTGCTAGGTACTTTGATCGGTTGCTGACAAATATG
M 1 M 1 " 1 " 1 M 1 1 1 M 1 M 1 M 1 3 1 M 1 N 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATCTGACATACCTTAATAAGGTTTCGGGAAGTAAAGAGGATTAAAATGGGAACGGAGGTCTTACCTCTTCTTGTACCTCCCTATACAATCCTTGTTAAACCACGATCCATGAAACTAGCCAACGACTGTTTATAC

T — >

LRRK2-201 >

LRRK2-201

CTAAAAGTGGTCAATCCTAGTAAAAACCCAGAATAGTTCTCTAAACATGGTCTGTTGTTTTTCTCTTATTAGTATGCTAAATAATAAATAGTATTATTCTCCCAGATTTTTTTTTAAAAAAGGATTCTTGCCTGT
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GATTTTCACCAGTTAGGATCATTTTTGGGTCTTATCAAGAGATTTGTACCAGACAACAAAAAGAGAATAATCATACGATTTATTATTTATCATAATAAGAGGGTCTAAAAAAAAATTTTTTCCTAAGAACGGACA

- _______________________pg

LRRK2-201 >

LRRK2-201

CGTTTGAAAGATTAAAAAAATTTGTCTCTAATCTTTATTTAGGTCGTGAGGAATTCTATAGTACTCATCCCCATTTTATGACGCAGCGAGCATTGTACCTTGCTGTCTATGACCTCAGCAAGGGACAGGCTGAAG
M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 + 1 M

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
GCAAACTTTCTAATTTTTTTAAACAGAGATTAGAAATAAATCCAGCACTCCTTAAGATATCATGAGTAGGGGTAAAATACTGCGTCGCTCGTAACATGGAACGACAGATACTGGAGTCGTTCCCTGTCCGACTTC

- ___________________________________pg

[RRK2-201 >
L, 1400, 1405 ., ., 1410 ., ., ., 1415 ., 1420 ., ., 1425 ,
G R E E F Y S T H P H F M T Q R A L Y L A v Y D L S K G Q A E
---------------------------------- ENSE00003509533 >
LRRK2-201

TTGATGCCATGAAGCCTTGGCTCTTCAATATAAAGGTGATTTGTTCTGATCATTTGAAAATAGAAAATAATTCATGTGTCTGTGTGCGTGTGTGTGTGTGTGTGTAAGTTAATTTATTTTGGGCAAACAATTGCT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
AACTACGGTACTTCGGAACCGAGAAGTTATATTTCCACTAAACAAGACTAGTAAACTTTTATCTTTTATTAAGTACACAGACACACGCACACACACACACACACATTCAATTAAATAAAACCCGTTTGTTAACGA

- _______________________pg

LRRK2-201 >
L L1430 L L L1435 L L L
\ D A M K P W L F N 1 K
--------------------------------------------------------------------------------- >
LRRK2-201

TCAGTCTCTTTAAATACTTTCTTAAAAGAAGCACTAAAATTTTGAATTGGGAAACTTTCCGAGTAATGAAGTCATAACATGAAAATTGTATGTTCCATGTTGGTGAATGTTATTGGTAACCTGAAACTCTTTTAT
M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AGTCAGAGAAATTTATGAAAGAATTTTCTTCGTGATTTTAAAACTTAACCCTTTGAAAGGCTCATTACTTCAGTATTGTACTTTTAACATACAAGGTACAACCACTTACAATAACCATTGGACTTTGAGAAAATA

- _______________________pg

LRRK2-201 >

LRRK2-201

GCTGTAAAACTTGAAAATATATATGTTCAACTGTTTTTTAATTATATTATTTCTTAAATGAAATCTAAATTTTTCTAATTTAAAATAAGCTATATTAAAGAAAAGCAATCTATATATATATATCTCATCAACTTT
1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
CGACATTTTGAACTTTTATATATACAAGTTGACAAAAAATTAATATAATAAAGAATTTACTTTAGATTTAAAAAGATTAAATTTTATTCGATATAATTTCTTTTCGTTAGATATATATATATAGAGTAGTTGAAA

- ___________________________________pg

LRRK2-201 >

LRRK2-201

111,510

111,645

111,780

111,915

112,050

112,185

112,320

112,455

112,590

112,725

112,860



GTACTCAGGGGCCATTTAGTGTGAAATTCTTCAGATTGTATCCTTTAAGTGGTCCCAGATTATTATGCTGTTACATCTGGAATCTCCCTTTTGTTGCTTTTCTATCTTTTCCTTTGTTGTCTTGTTGTCAGCTAT
+ } + } : } + } + } : } + } + } : } + } + } : } + } + 112,995
CATGAGTCCCCGGTAAATCACACTTTAAGAAGTCTAACATAGGAAATTCACCAGGGTCTAATAATACGACAATGTAGACCTTAGAGGGAAAACAACGAAAAGATAGAAAAGGAAACAACAGAACAACAGTCGATA

>
[RRK2-201 >
"""""""""""""""""""""""""""" e
TCCTTCAAACACTATGECTTTTTAGAATGGAGACTAAACTGCTGCTTGCATGATGCTGCAATGAACTCTTCTGTGCATAAAGTCCTTAAAAAGETTGTGTCAGEACATTTAACCATGTAATTGGCTGCATACATS
AGGAAGTTTGTGATACCGAAAAATCTTACCTCTGATTTGACGACGAACGTACTACGACGT TACTTGAGAAGACACGTATTTCAGGAATTTTTCGAACACAGTCCTGTAAATTGETACAT TAACCGACGTATGTAC e
>
LRRK2-201 >
............................................................................................................. >

LRRK2-201

PCR Forward
ACAGCTAGCCAACGTGAGCAAATAG

CTTGTTTTGTAATTTGGGTATTTTTTAATGTTTCTTTTATTAACTTTTTTACAGCTAGCCAACGTGAGCAAATAGTACAGTGGCAGTCATATTTGCTTGAGTGGCTTTTATTCTTTCATTGTAGACTCCAAATTG
L L L L L L L L L L L L L L L L L L L L L L L L L L L
¢ i . ¥ i ¢ ¢ ¥ ¥ $ ¢ i ¢ ¥ 4 ¢ ¢ } ¥ $ ¥ i ¢ § . ¥ 4 113,265
GAACAAAACATTAAACCCATAAAAAATTACAAAGAAAATAATTGAAAAAATGTCGATCGGTTGCACTCGTTTATCATGTCACCGTCAGTATAAACGAACTCACCGAAAATAAGAAAGTAACATCTGAGGTTTAAC

>
LRRK2-201 >
"""""""""""""""""""""""""""" Fpany T TTTTT T msm s s s na >
GTTGACTTTAAAACGAATTTAGAAGATTAAATTCACAGATAAGGAAGAGAAAATATAAACTATATGACGTTAATTTGATATAATTTGTGGGTTTATGAAATGCTTATTTTATTTAGGAGTGAATAACTCATCTTA
CAACTGAAATTTTGCTTAAATCTTCTAATTTAAGTGTCTATTCCTTCTCTTTTATATTTGATATACTGCAATTAAACTATATTAAACACCCAAATACTTTACGAATAAAATAAATCCTCACTTATTGAGTAGAAT 1
>
LRRK2-201 >
"""""""""""""""""""""""""""" sy T T TS ST s mm s T mn nm s e s e >
AGGCATGAAGATGGGAAAGGAAAACTATACCACTACCGTTATATATGCCACCTAAAAGGGTGAAGAATTGGGTTAAGAAAGGCCAAAAATGACTTTTTAAAATGTCGTAAGGTTACATTTTTTTCTTAGGTTTAA
TCCGTACTTCTACCCTTTCCTTTTGATATGGTGATGGCAATATATACGGTGGATTTTCCCACTTCTTAACCCAATTCTTTCCGGTTTTTACTGAAAAATTTTACAGCATTCCAATGTAAAAAAAGAATCCAAATT s
>
TRRK2-201 >
............................................................................................................. >

LRRK2-201

Donor Template WT -> SNV
ICAACAGGAATGTGAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTT
GGAAAAAAGGACAGTTGTTCTTTTCTTCTTCTGAAGTCTGCTAGTTTCTCTTTTCCATTCAAGTGAATGTCACGGAAAGCAAATATCAACAGGAATGTGAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTT
t + t t : t t + t t } t t t t + t t t t t t t t t + t 113,670
CCTTTTTTCCTGTCAACAAGAAAAGAAGAAGACTTCAGACGATCAAAGAGAAAAGGTAAGTTCACTTACAGTGCCTTTCGTTTATAGTTGTCCTTACACTCGTCCGGGTCAAACTTTCGTTTGTGTTCTCCCAAA

LRRK2-201 >

LRRK2-201

= Donor Template WT -> SNV
TGTGTCTTTCCCTCCAGGCTC/:.CGCTTCTTCTTCCCCTGTGATTCTCGTTG
TGTGTCTTTCCCTCCAGGCTCGCGCTTCTTCTTCCCCTGTGATTCTCGTTGGCACACATTTGGATGTTTCTGATGAGAAGCAACGCAAAGCCTGCATGAGTAAAATCACCAAGGAACTCCTGAATAAGCGAGGGT
t+ } t t + t t } t t + t t+ t t+ : t t t t t t t t t t t 113,805
ACACAGAAAGGGAGGTCCGAGCGCGAAGAAGAAGGGGACACTAAGAGCAACCGTGTGTAAACCTACAAAGACTACTCTTCGTTGCGTTTCGGACGTACTCATTTTAGTGGTTCCTTGAGGACTTATTCGCTCCCA

LRRK2-201 >
1440 1 1 1445 1 1 L1450 1 1 L1455 L 1 L 1460 L L L 1465 L L L 1470 L L L 1475 L L
A R A 2 =4 S P \ 3 L \4 G T H L D \ 5 D E K R K A € M S K 1 T K E L [ N K G
-------------- ENSE00003508420 >
LRRK2-201

] Protospacer Sequence
PAM

SNV
GGTCCGAGCGCGAAGAAGAA| GAGGACTTATTCGCTCCCA
gRNA Protospacer Sanger Sequencing Primer

TCCCTGCCATACGAGATTACCACTTTGTGAATGCCACCGAGGAATCTGATGCTTTGGCAAAACTTCGGAAAACCATCATAAACGAGAGCCTTAATTTCAAGGTAACATGGTAGGCTGGTAGAGAAATGTAATTTA

113,940
AGGGACGGTATGCTCTAATGGTGAAACACTTACGGTGGCTCCTTAGACTACGAAACCGTTTTGAAGCCTTTTGGTAGTATTTGCTCTCOGAATTAAAGT TCCATTGTACCATCCGACCATCTCTT TACATTAAAT
TRRK2-201 >
. 1480 1 1 1485 1 1 L1490 1 1 L1495 1 1 . 1500 L L L 1505 L L L 1510 L
F P A 1 R D id H F \4 N A T E E S D A L A K L R K T  § 1 N E S L N E
ENSE00003508420 e T >
LRRK2-201

3

Sanger Sequencing Primer

TTGATTCTCAACTGCCTAGAAATGTCAGAAATTTTGAGAAGTGAGCAACTCACTTAAAATTGTGGGTTTTCTTTCCTTGTTGCTGTTAGCATTATTAAAGTCCTTTCCATTTTAAAATTATTTATGCCAGACTTC
1 L 1 1 1 1 1 L 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
. i # } & § + h : } I } . } ¥ § + } + } + } + } + } + 114,075
AACTAAGAGTTGACGGATCTTTACAGTCTTTAAAACTCTTCACTCGTTGAGTGAATTTTAACACCCAAAAGAAAGGAACAACGACAATCGTAATAATTTCAGGAAAGGTAAAATTTTAATAAATACGGTCTGAAG

LRRK2-201 >

LRRK2-201



ATTTCTAATTCATAGAAATGGGAACAAAAAATAATTAGAGGAACCTGAGAGAAACTAAGAGACCGTTTCTGGGATACTGAGAAAATGTTTCTGAGAGAGAATCTGAGAAAATGTTTTTGATGCCTTTTCTGATTC
1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
TAAAGATTAAGTATCTTTACCCTTGTTTTTTATTAATCTCCTTGGACTCTCTTTGATTCTCTGGCAAAGACCCTATGACTCTTTTACAAAGACTCTCTCTTAGACTCTTTTACAAAAACTACGGAAAAGACTAAG

LRRK2-201 >
LRRK2-201
CTGGCAAAGACCCTATGACTCTTTT|
PCR Reverse
AACTTCTTATAGTGGTGATTCAATCACAAGGGTAAAGGTGAATACTGAGGTCTTGGGATCATCTTTCTTCTATTATTCTTTAACTGTTATTTTTCCATTTCCTCTTTTCTTTTGGAATTCCTGTTTTATGGACAT
t } t } t } t } y } y } t } t } y } y } t } y } y } t
TTGAAGAATATCACCACTAAGTTAGTGTTCCCATTTCCACTTATGACTCCAGAACCCTAGTAGAAAGAAGATAATAAGAAATTGACAATAAAAAGGTAAAGGAGAAAAGAAAACCTTAAGGACAAAATACCTGTA
[RRK2-201 >
LRRK2-201
CTTGATCTTTTGTGCCACTCATTCATGAATTTTGTCACTGTGATTCCCATTCCAATTTTTTTCCCTCCGTATTGTGAGGCAGCTGTTTTATTTAGTCATGAAGACCACTAACTTGGTTTTCAGCAGTGTCTCACT
L 3 1 3 1 3 1 3 1 3 L 3 L 3 1 3 1 3 1 3 L 3 1 3 1 3 1
T & T ¥ T ® T A T & T ¥ T * T . T e T ) T i T ' T » T
GAACTAGAAAACACGGTGAGTAAGTACTTAAAACAGTGACACTAAGGGTAAGGTTAAAAAAAGGGAGGCATAACACTCCGTCGACAAAATAAATCAGTACTTCTGGTGATTGAACCAAAAGTCGTCACAGAGTGA
LRRK2-201 >

LRRK2-201

AATTACTTAGTTCATACAAAATGGGCTTTTTATTTTAGGAATTATGTTTTAAATGTTTAAAGTTATCTTCTCGTAAGCCAAATTTTTATAAAATGTAAATAAATCAGTTATCAGAGAGAACACTTTTTTTTTTAA

TTAATGAATCAAGTATGTTTTACCCGAAAAATAAAATCCTTAATACAAAATTTACAAATTTCAATAGAAGAGCATTCGGTTTAAAAATATTTTACATTTATTTAGTCAATAGTCTCTCTTGTGAAAAAAAAAATT

=z ______________________________pg

TRRKZ-201 >

LRRK2-201

ATACTTGGCAGAAAAAAGAAATCTTCACTGGGTACTACAGGGAGTGTGGTGTAAACTGTACTGAAAAATACCCTTGATAGTTCCATATGACAAACATAATGATGAATTTCACTTAGTCTGTCTTGGCTTAGCTCA

TATGAACCGTCTTTTTTCTTTAGAAGTGACCCATGATGTCCCTCACACCACATTTGACATGACTTTTTATGGGAACTATCAAGGTATACTGTTTGTATTACTACTTAAAGTGAATCAGACAGAACCGAATCGAGT

I . R >

TRRKZ-201 >

LRRK2-201

ATAGCACTAATGATCAAGATACTGGCTGATAAATAGAGTCCTATTTGGCCTGGGCAGTCCCAGCATAATTATGTAATAGTGTCCCACTATATTCTCAAAAGCATTCCAATTTGGATGATAAATTATATAGTCACC

TATCGTGATTACTAGTTCTATGACCGACTATTTATCTCAGGATAAACCGGACCCGTCAGGGTCGTATTAATACATTATCACAGGGTGATATAAGAGTTTTCGTAAGGTTAAACCTACTATTTAATATATCAGTGG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTGGTTATAACTCCATGCTGGCCAGTTAGCTTAGTTCTGTTCCATTTATATAGATTATGTGTGCTTCACTCCAAAACCTAATGAGCCATTTGTAAAAGTGATGGCTTTTGCGGTGCCCAGGGAGAGAATTTGTAT
1 N 1 L 1 L 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 L 1 L 1 M 1

T T T T T T T T T T T T T T
AACCAATATTGAGGTACGACCGGTCAATCGAATCAAGACAAGGTAAATATATCTAATACACACGAAGTGAGGTTTTGGATTACTCGGTAAACATTTTCACTACCGAAAACGCCACGGGTCCCTCTCTTAAACATA

I . >

LRRK2-201 >
............................................................................................................. >
LRRK2-201

GTTTGTATCCTTCAACACACATTTATTACAGTTATTAAAAGGTTTTATTGATGATAGATGGTAATGTCATGTAAAAATGACATATTATTTATTTGTAGACTTTCCTATTCTCTTGTTGGACATGTAATTAGAAAC

CAAACATAGGAAGTTGTGTGTAAATAATGTCAATAATTTTCCAAAATAACTACTATCTACCATTACAGTACATTTTTACTGTATAATAAATAAACATCTGAAAGGATAAGAGAACAACCTGTACATTAATCTTTG

I . >

LRRK2-201 >

LRRK2-201

TAATATGACTTAAAGAAAAACAAATACACAAAATTTATTCATCCAATTAATCTCTTAATCCAGGTGTTTTTTTTTTCTGAGACTATACCCATACTTCAATAACTTTGTTGTTACTGAGAATATTTTGAGTTTCCC

ATTATACTGAATTTCTTTTTGTTTATGTGTTTTAAATAAGTAGGTTAATTAGAGAATTAGGTCCACAAAAAAAAAAGACTCTGATATGGGTATGAAGTTATTGAAACAACAATGACTCTTATAAAACTCAAAGGG

. ____________________Pg

LRRK2-201 >

LRRK2-201

TTTTTGTCATTGTTGTCAGAGAATGTATCATATCTTTAAAAAGACTTGTTGGAGGATGAGTTTGTTTTGAAAAGGCCTGAATTTAGTTGATGCAAAGTCACAGATAAGATGGTTCATTAAGCTGTATTAATACTG
M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAACAGTAACAACAGTCTCTTACATAGTATAGAAATTTTTCTGAACAACCTCCTACTCAAACAAAACTTTTCCGGACTTAAATCAACTACGTTTCAGTGTCTATTCTACCAAGTAATTCGACATAATTATGAC

I . >

[RRK2-201 >

LRRK2-201

CTTTTGTCTAATAGATATCATTACCAATAAGTCAGACTAGTTTTTCTTTTGGCACTTATAAATCACCTTTGAAGACAACTTTTTACAAGGAAATAAAACAAATGCTTTGAGAAATACCAGTATTATTGAAAGAAA
1 N 1 . 1 N 1 M 1 M 1 . 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAAAACAGATTATCTATAGTAATGGTTATTCAGTCTGATCAAAAAGAAAACCGTGAATATTTAGTGGAAACTTCTGTTGAAAAATGTTCCTTTATTTTGTTTACGAAACTCTTTATGGTCATAATAACTTTCTTT

I . >

LRRK2-201 >

L e R

LRRK2-201

114,210

114,345

114,480

114,615

114,750

114,885

115,020

115,155

115,290

115,425

115,560



AGTATATATTGCTAATGGATGCAGCATTCTGGCATAATGGTTTGAAAACTCATTTGATTGCTTTGTAGAAGAATGACTCTTTCAGATGACCCAGGGCCTGTGAGCCTGCCAGAACTTGAAAATTCTTTCTTCCCT
" 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
TCATATATAACGATTACCTACGTCGTAAGACCGTATTACCAAACTTTTGAGTAAACTAACGAAACATCTTCTTACTGAGAAAGTCTACTGGGTCCCGGACACTCGGACGGTCTTGAACTTTTAAGAAAGAAGGGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

GAGGTGCTTCAACCTGAATTCAAAGAGCAGCTTTTAATCTATTAGAGATCATTTTTTGTCCTCTCATTTATTTTTCATATTTGCCTTTGATCTTAGCTCTTCTCTAATCTTTTTCTGTCTCAACCTTATTAACAG

CTCCACGAAGTTGGACTTAAGTTTCTCGTCGAAAATTAGATAATCTCTAGTAAAAAACAGGAGAGTAAATAAAAAGTATAAACGGAAACTAGAATCGAGAAGAGATTAGAAAAAGACAGAGTTGGAATAATTGTC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTGTCTGTGCAGACACTTTTAAGTTTTGTTTTTTGGCTCAGCCTGTCAGTTAACTGATAATCATGCTGAAAGGAGAAGCAGGACAAAACAGAGTTCAATGCTGACAATACTCCTTTTAATCTTGTCCAGCCCATT
N 1 . 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CACAGACACGTCTGTGAAAATTCAAAACAAAAAACCGAGTCGGACAGTCAATTGACTATTAGTACGACTTTCCTCTTCGTCCTGTTTTGTCTCAAGTTACGACTGTTATGAGGAAAATTAGAACAGGTCGGGTAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AGCAGAGCAGGCATCTCTGTGGGCCTTGAGACGTAGTCCCGTAAAACTCATCCCGTTTCTACTTGATTTGCTTTCTTTGAGAACTCTTGTTTATTTTTATATGGAGGTTTCCTGCCTTGGATTAAAACATAAACC
1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCGTCTCGTCCGTAGAGACACCCGGAACTCTGCATCAGGGCATTTTGAGTAGGGCAAAGATGAACTAAACGAAAGAAACTCTTGAGAACAAATAAAAATATACCTCCAAAGGACGGAACCTAATTTTGTATTTGG

I . >

LRRK2-201 >

LRRK2-201

TCAATCTGAAGTTCAATTTCATCTTAATTTATGAACGACTAAGAGAGGGAACATGAAAAGTGGAGGTTAGTGAAATTATCTCTAATTCTCTGGGTTAAGAGATACATGAAAACAGTCTCTTGAGTAACCATTTGC
L 1 L 1 M 1 N 1 L 1 M 1 L 1 N 1 N 1 M 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
AGTTAGACTTCAAGTTAAAGTAGAATTAAATACTTGCTGATTCTCTCCCTTGTACTTTTCACCTCCAATCACTTTAATAGAGATTAAGAGACCCAATTCTCTATGTACTTTTGTCAGAGAACTCATTGGTAAACG

[RRK2-201 >

LRRK2-201

AGGTAAATATGGAAGTAATGGTTATGGTTGTCTCTTTAAGTTTTTAGTCACAAGTAGAAAAAGACCAAGTTAATTTTTTTCTGTGTGTGCTGAATTTCTATTTGTAGTAAGTGTAAGAATTTAAGCAGAAATTCT

TCCATTTATACCTTCATTACCAATACCAACAGAGAAATTCAAAAATCAGTGTTCATCTTTTTCTGGTTCAATTAAAAAAAGACACACACGACTTAAAGATAAACATCATTCACATTCTTAAATTCGTCTTTAAGA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GATTCGTATTTTCAGATAAAAAGAATATGTAATTTCCATAGGTCCAGAAATAGGGAGAGTTTGCCATCTGGTGGTTCTTAACGGCACTCTGGATATTATTAAGAGTTGCATTTCTATTTAAAATTATATTTTAAA

CTAAGCATAAAAGTCTATTTTTCTTATACATTAAAGGTATCCAGGTCTTTATCCCTCTCAAACGGTAGACCACCAAGAATTGCCGTGAGACCTATAATAATTCTCAACGTAAAGATAAATTTTAATATAAAATTT

I . >

LRRK2-201 >

LRRK2-201

AAACGTTTGGAAGATACTTTTATTGTAGAAACTATCCTCTTAGGGCCATTCTTTAAAAAAATCTTATTTTATATATTTCTCATTTTGTTGATAGTGATTAGATTCTAAGAGCAACAGAACAATGATCATCCTCTC
1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TTTGCAAACCTTCTATGAAAATAACATCTTTGATAGGAGAATCCCGGTAAGAAATTTTTTTAGAATAAAATATATAAAGAGTAAAACAACTATCACTAATCTAAGATTCTCGTTGTCTTGTTACTAGTAGGAGAG

I . >

TRRKZ-201 >

LRRK2-201

CTATCAGAATCACTGATGTTTAGATGATTTCTCATTTTCCCAAGTTCAAGGTTCCATGAAAAACATAGCTTGAGTGGGATTTTATGTCTCTGCGTTTCACTGTTGATATATATGTCCTCCCAATATAACATTTTA
N 1 N 1 M 1 M 1 M 1 M 1 . 1 M 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GATAGTCTTAGTGACTACAAATCTACTAAAGAGTAAAAGGGTTCAAGTTCCAAGGTACTTTTTGTATCGAACTCACCCTAAAATACAGAGACGCAAAGTGACAACTATATATACAGGAGGGTTATATTGTAAAAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CAAATAACCAAGCACAAAATTTAATATTTTACCTTGAATATTTAAAATATAATAATATCCAAAAGCTCTTGTAATTTGTACTGATATCTTATACTAGCGTGTCTGTTTCACATTAAGTTTAATGTCTTAGGATAT
1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTTTATTGGTTCGTGTTTTAAATTATAAAATGGAACTTATAAATTTTATATTATTATAGGTTTTCGAGAACATTAAACATGACTATAGAATATGATCGCACAGACAAAGTGTAATTCAAATTACAGAATCCTATA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AAAAAATCTTTTTTATGGTTAGTGATTTATCTTGTTTTTTTTTCCATGGAATTTCTGGATAGCGAGATAAATATTTCCATACTATTTTATTTGATATTTCCAAATTTGCCTCTGAATCAACAATTTTCCTATTTT
L 1 N 1 N 1 M 1 L 1 M 1 L 1 L 1 M 1 M 1 M 1 N 1 M 1 L

t T t T t T t T t T t T T T
TTTTTTAGAAAAAATACCAATCACTAAATAGAACAAAAAAAAAGGTACCTTAAAGACCTATCGCTCTATTTATAAAGGTATGATAAAATAAACTATAAAGGTTTAAACGGAGACTTAGTTGTTAAAAGGATAAAA

LRRK2-201 >

LRRK2-201

115,695

115,830

115,965

116,100

116,235

116,370

116,505

116,640

116,775

116,910

117,045



AATTTCATTGTACTTGTTCCTTACAACCTAAATAGCTTTTTATTATATTTTGATTTTATTTAAAAATGTACTTCTGAATAATATATCTGTTTCTGTAAAAACTGTTAGCACTGAATTTGCCAACCATTTGACAAA
1 M 1 M 1 M 1 " 1 " 1 M 1 1 1 M 1 M 1 1 1 " 1 M 1 M 1

T T T T
TTAAAGTAACATGAACAAGGAATGTTGGATTTATCGAAAAATAATATAAAACTAAAATAAATTTTTACATGAAGACTTATTATATAGACAAAGACATTTTTGACAATCGTGACTTAAACGGTTGGTAAACTGTTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

TACACAAATAAAATAGATTTTTACGGCTTGTCATTTGTAATTTCATAGATCCGAGATCAGCTTGTTGTTGGACAGCTGATTCCAGACTGCTATGTAGAACTTGAAAAAATCATTTTATCGGAGCGTAAAAATGTG

ATGTGTTTATTTTATCTAAAAATGCCGAACAGTAAACATTAAAGTATCTAGGCTCTAGTCGAACAACAACCTGTCGACTAAGGTCTGACGATACATCTTGAACTTTTTTAGTAAAATAGCCTCGCATTTTTACAC

=z ___________________________________pg

LRRK2-201 >

L L1520 L L o IDPS L L L1530 L L L 1535 L
vV vV G Q L 1 P D L ad \ E L E K 1 A L 24 E

»
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=
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<

LRRK2-201

CCAATTGAATTTCCCGTAATTGACCGGAAACGATTATTACAACTAGTGAGAGAAAATCAGCTGCAGTTAGATGAAAATGAGCTTCCTCACGCAGTTCACTTTCTAAATGAATCAGGTTTGTGTTTTTCGTTCCTT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
GGTTAACTTAAAGGGCATTAACTGGCCTTTGCTAATAATGTTGATCACTCTCTTTTAGTCGACGTCAATCTACTTTTACTCGAAGGAGTGCGTCAAGTGAAAGATTTACTTAGTCCAAACACAAAAAGCAAGGAA

I R >

LRRK2-201 >
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LRRK2-201

ATTTTCAAAGCTCAGCTGTAGTAACTTATAAAAGTGTTTCTGAATCTTTTATAGAATTTACATTCAAAGTTGAGAGAATATCCATACGGTTCTTTAATAGGCCACTGATTTTTTTCTTTTTGGAAGATCATCATG

TAAAAGTTTCGAGTCGACATCATTGAATATTTTCACAAAGACTTAGAAAATATCTTAAATGTAAGTTTCAACTCTCTTATAGGTATGCCAAGAAATTATCCGGTGACTAAAAAAAGAAAAACCTTCTAGTAGTAC

I . >

LRRK2-201 >

LRRK2-201
TGTGTTCATGACAAATCATGTATCATGTCATAAGAAAACAAATTTAGAAATCACCTAGGAGTAAAGCAGTGGAAAGAGTCCCTGAGTGGGAGTTAAAATATTTGGGTTCTAGAACTTGTCTTTACTATTCAGGAG
1 M 1 N 1 . 1 N 1 3 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACACAAGTACTGTTTAGTACATAGTACAGTATTCTTTTGTTTAAATCTTTAGTGGATCCTCATTTCGTCACCTTTCTCAGGGACTCACCCTCAATTTTATAAACCCAAGATCTTGAACAGAAATGATAAGTCCTC

LRRK2-201 >

LRRK2-201

CTGTGGAACCCTGAATAGTCAAATGACATTCATAATGTCAAATGAGTTTAGTGCATGTGAAAGTTATTTTTATATTGCAAAGGGGAATTATTGTTGGCATGGTCTAACTGGGACGCTTGGAGAGTCAATGGCTCC
N 1 . 1 M 1 . 1 . 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GACACCTTGGGACTTATCAGTTTACTGTAAGTATTACAGTTTACTCAAATCACGTACACTTTCAATAAAAATATAACGTTTCCCCTTAATAACAACCGTACCAGATTGACCCTGCGAACCTCTCAGTTACCGAGG

I . >

LRRK2-201 >

LRRK2-201

CTGAGATGATGCAGCTTCTGAGTGGAAGATCTAGCTCTCTTGCATCAAATATTGATCTCAAAGATGAAAATTCTCAAAGCAACTTCAGTGCTAATTGTGTACTTGATCATATTACCTTGCTAGAAATGTGTGAGT

GACTCTACTACGTCGAAGACTCACCTTCTAGATCGAGAGAACGTAGTTTATAACTAGAGTTTCTACTTTTAAGAGTTTCGTTGAAGTCACGATTAACACATGAACTAGTATAATGGAACGATCTTTACACACTCA

I . >

LRRK2-201 >

LRRK2-201

TGTTTGATAGTACTAGAGTAAGTGACTGGGAAGCTGCTTTTGATCCCTAGATTCTGTTGTATAAAAAATAGCTTCCCGTGGTTTATGATCTGTTCCTTTTCCCCATCGTTCTTAAGGTATGCTGAGATATGCTGT
1 1 1 1 1 1 1 1 1 1 1 1 1

ACAAACTATCATGATCTCATTCACTGACCCTTCGACGAAAACTAGGGATCTAAGACAACATATTTTTTATCGAAGGGCACCAAATACTAGACAAGGAAAAGGGGTAGCAAGAATTCCATACGACTCTATACGACA

LRRK2-201 >

LRRK2-201

GTTTCTTATCTGTATTTGAAAATAAAACATGTCTTTGTAGTGTGTATTCAGCAAGCGAAACAGAAAATTATGAATTTCTACTTATGTGTGAAATATGCTCTGTAATGCATGTCAGTGTCTCAAATATGCTTAAAT
1 M 1 N 1 M 1 M 1 . 1 . 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CAAAGAATAGACATAAACTTTTATTTTGTACAGAAACATCACACATAAGTCGTTCGCTTTGTCTTTTAATACTTAAAGATGAATACACACTTTATACGAGACATTACGTACAGTCACAGAGTTTATACGAATTTA

I . >

LRRK2-201 >

L R L Y

LRRK2-201

ATGATCATTTTATGTAGTTTAAAAATACTCCATTATAATATTGGAACTTTAGACCATAGGATGCACAGCTTCTAGTCCCAGCTCTGTCACTAGCTATGCTGAAATTTCTTCACCTGCAAAATGAGGAAGTTGGAC
M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TACTAGTAAAATACATCAAATTTTTATGAGGTAATATTATAACCTTGAAATCTGGTATCCTACGTGTCGAAGATCAGGGTCGAGACAGTGATCGATACGACTTTAAAGAAGTGGACGTTTTACTCCTTCAACCTG

I . R >

LRRK2-201 >

LRRK2-201

TAGATTTTTTCTAAAGCCCCTTGATATTTGTTCTAGATTCCATGTTTCACTGTTTGATGACTTTTTACTACAGGAGTCCTTCTTCATTTTCAAGACCCAGCACTGCAGTTAAGTGACTTGTACTTTGTGGAACCC
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
ATCTAAAAAAGATTTCGGGGAACTATAAACAAGATCTAAGGTACAAAGTGACAAACTACTGAAAAATGATGTCCTCAGGAAGAAGTAAAAGTTCTGGGTCGTGACGTCAATTCACTGAACATGAAACACCTTGGG

&< _________________________pg

LRRK2-201 >
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LRRK2-201

117,180

117,315

117,450

117,585

117,720

117,855

117,990

118,125

118,260

118,395

118,530



AAGTGGCTTTGTAAAATCATGGCACAGGTTGGTGTCTTTTATTTTTGTGGCACGGGGGTTATGGTCAAAGCATAGAACAGATGGCGCCCAGAGCATTGAGCATTTTAGAATTTGGGTTTAGTTAAGGCAGAAACT
" 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTCACCGAAACATTTTAGTACCGTGTCCAACCACAGAAAATAAAAACACCGTGCCCCCAATACCAGTTTCGTATCTTGTCTACCGCGGGTCTCGTAACTCGTAAAATCTTAAACCCAAATCAATTCCGTCTTTGA

T ———— T ——————

LRRK2-201 >
n n n . 1605 n n n
K W C K 1 A Q
--------------------------------------------------------------------------------------- >
LRRK2-201

TTTGTGAATTTGGAAAACTGTGGAACATTTCACATAGAAGACTACTTGAAGAGCTTCATGGAAGAAGGAAAGATGTCTTGAGTTCACTTCCATGACTTGGTTTTCAAGCCACATACAGATGTTTGTATCACTCTG
1 M 1 N 1 M 1 M 1 . 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T
AAACACTTAAACCTTTTGACACCTTGTAAAGTGTATCTTCTGATGAACTTCTCGAAGTACCTTCTTCCTTTCTACAGAACTCAAGTGAAGGTACTGAACCAAAAGTTCGGTGTATGTCTACAAACATAGTGAGAC

LRRK2-201 >

LRRK2-201

CCCCATGCTGCTTTACTAGATCCTGATGATGTCATTGGTTTGGTTACTGAATTAGTCAATTGAATGATGGCTTTGTGGAAATCCTTGGGGTAAACACATATAAGAAAATTAGGTTGCTGAGCCTGTGAAACCTCT
N 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGGGTACGACGAAATGATCTAGGACTACTACAGTAACCAAACCAATGACTTAATCAGTTAACTTACTACCGAAACACCTTTAGGAACCCCATTTGTGTATATTCTTTTAATCCAACGACTCGGACACTTTGGAGA

I . >

LRRK2-201 >

I L R

LRRK2-201

ATCTAGATAACATGGAGGTGAGTTTTGACTTAAGTGAAATGATCTGAGCTTTAAATGCTTACGATTTTGAAAACTTTGGATGGCCTTGGTTATAGCTATTTTTTTCTTATATTTCACATGGAAAATGATTTTTTT
ey b o B e L B T O s Br ey S ae e ars par e EEs e uroy poeaeraeey
TAGATCTATTGTACCTCCACTCAAAACTGAATTCACTTTACTAGACTCGAAATTTACGAATGCTAAAACTTTTGAAACCTACCGGAACCAATATCGATAAAAAAAGAATATAAAGTGTACCTTTTACTAAAAAAA

I . >

LRRK2-201 >

LRRK2-201

CTCCAAATGATAATCCATTACCAATGAGTTTAATTAGTTATAATAATCCATCTCTGTAGCTTTGACATAAAAGACCATTTGAGCAAAACATACTACCTCAGGGCTTTTCAACCCCAGCATGATGACATTTTGGGC
L 1 L 1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GAGGTTTACTATTAGGTAATGGTTACTCAAATTAATCAATATTATTAGGTAGAGACATCGAAACTGTATTTTCTGGTAAACTCGTTTTGTATGATGGAGTCCCGAAAAGTTGGGGTCGTACTACTGTAAAACCCG

oW« ____________Pg

[RRK2-201 >

LRRK2-201
CAGATAATTCTTTGTTGCACATTGTAGGATGTTAGCAGCATTTTTGGCCTTTATATTCGAGACGTAAGTAGTATCCTCTAGCTGTGACAAGCAAAAATGTATCCAGACATTGCTAAATATTGCTTGGAGAATGTG
1 M 1 N 1 N 1 1 1 N 1 1 1 i 1 1 1 i 1 N 1 N 1 N 1 i 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTCTATTAAGAAACAACGTGTAACATCCTACAATCGTCGTAAAAACCGGAAATATAAGCTCTGCATTCATCATAGGAGATCGACACTGTTCGTTTTTACATAGGTCTGTAACGATTTATAACGAACCTCTTACAC

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

AAAAATTACCCTAGTTGAGAAACATTAAGCTACTGATTTGTTGATGAGTAAAATTTATAGTTTTGCATGTGGCTGCCCGAGTTCCTAAAATTATTATATATTTTTATGTTAGAAATATCTCTTCCAATTAAACCA
N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N
t T t t t t t t t t t t t t t

T T T T T T T T T T T T
TTTTTAATGGGATCAACTCTTTGTAATTCGATGACTAAACAACTACTCATTTTAAATATCAAAACGTACACCGACGGGCTCAAGGATTTTAATAATATATAAAAATACAATCTTTATAGAGAAGGTTAATTTGGT

I . >

LRRK2-201 >

LRRK2-201

TAAAGGTAATTAAATTCACTCAGGCAGCCTTGAATAATTGTTCCTAAATTCCATCTAAGGAAAAAAAGGAAGCTATTGTGAAGAGAGAACTCAGTTGAGGCTAAATCCTGTACCATGGAACTCAAGAGCATATTG
1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1
T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATTTCCATTAATTTAAGTGAGTCCGTCGGAACTTATTAACAAGGATTTAAGGTAGATTCCTTTTTTTCCTTCGATAACACTTCTCTCTTGAGTCAACTCCGATTTAGGACATGGTACCTTGAGTTCTCGTATAAC

I . >

[RRK2-201 >

LRRK2-201

AAACATTGCAATCAGCAATTATTTGCAGTGTGTCAGTTATTACTATTTTGGTAGGTATTTTTAAATTAGATTTTCAGCCTTCTGCACATATGTCATGGATAATGTGATTTTACTCAATTATTAAATGATAATGGA
t } t } t } t } t } t } t } y } y } y } t } t } t } y
TTTGTAACGTTAGTCGTTAATAAACGTCACACAGTCAATAATGATAAAACCATCCATAAAAATTTAATCTAAAAGTCGGAAGACGTGTATACAGTACCTATTACACTAAAATGAGTTAATAATTTACTATTACCT

= ___________________p

LRRK2-201 >

L R L LRI

LRRK2-201

GACAGTAGTGTGACCCAGAGCACTTACTTGAGCATCAGCTTGACCTACGTTTCAGTCTCTTTAATTACTTATTAGCTCTGTGAAATTTCTTAATGCATTAAGCCTTTGTTTACTTACTTTTTAAATAAGGAAAAT
1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTGTCATCACACTGGGTCTCGTGAATGAACTCGTAGTCGAACTGGATGCAAAGTCAGAGAAATTAATGAATAATCGAGACACTTTAAAGAATTACGTAATTCGGAAACAAATGAATGAAAAATTTATTCCTTTTA

I ——————————————————mm—S———————~>

[RRK2-201 >

LRRK2-201

AACAATTATCTTCTATATTGCCTCCCTGGTTCAGTGTAAGTGAGGGGTAAATGTTAGCTAATTTTATATTGGATCTATTTGGCAATTTAAAGAATGTTAATCAGGAAATTTTAAAAAATTCAGAACTATAAAGAG
L 1 N 1 M 1 L 1 L 1 M 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGTTAATAGAAGATATAACGGAGGGACCAAGTCACATTCACTCCCCATTTACAATCGATTAAAATATAACCTAGATAAACCGTTAAATTTCTTACAATTAGTCCTTTAAAATTTTTTAAGTCTTGATATTTCTC

I . >

LRRK2-201 >

LRRK2-201

118,665

118,800

118,935

119,070

119,205

119,340

119,475

119,610

119,745

119,880

120,015



GTACTTACGTAGTTTTGGAAAGTGTGTCATGTATGGGGACAAATAAAAAAGATGTGTAGGTAGCTGCATCCTGTACAGCAAAGGAAGTTTTAAATATATCCAGCAATTTTGTTGTCCTAGCTGGCGCACAATAGT
1 " 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 1 1

T T T T
CATGAATGCATCAAAACCTTTCACACAGTACATACCCCTGTTTATTTTTTCTACACATCCATCGACGTAGGACATGTCGTTTCCTTCAAAATTTATATAGGTCGTTAAAACAACAGGATCGACCGCGTGTTATCA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TATCAGGAGGTAACTCAACTCCACATAGTCAAGGAAAAGCTAAAGTTGCTCTCTAAAGTGGTGTGTTTCCATGTCACTATGGAACACTTGAAGTTGCACACATGTGAACATTAGGATGGGTATATCTTATACAGT

ATAGTCCTCCATTGAGTTGAGGTGTATCAGTTCCTTTTCGATTTCAACGAGAGATTTCACCACACAAAGGTACAGTGATACCTTGTGAACTTCAACGTGTGTACACTTGTAATCCTACCCATATAGAATATGTCA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AGAATAAGGAAGAGGTTTGCATCAGAACTCCCCTTTTAAAAAAATGCAGATTTTCACTATGACTGCAATAAAATTCCTGAAGATTCTGTGGAGTAATTAAGTTGAAACTCCATGAAAGTTCTTCTCATTAGCATA
1 N 1 N 1 N 1 N 1 . 1 M 1 N 1 . 1 N 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
TCTTATTCCTTCTCCAAACGTAGTCTTGAGGGGAAAATTTTTTTACGTCTAAAAGTGATACTGACGTTATTTTAAGGACTTCTAAGACACCTCATTAATTCAACTTTGAGGTACTTTCAAGAAGAGTAATCGTAT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTTATAAATATGATAATTTAAGTAAAAATTAAGTTAATTTGAGCCACTCAAAGTTACTTTTAAAGACAGATTTAAAATGTCAATAAAATGATAATTTAAATTTCCGATTAACCTAAAAAAGAAGTGCCATCATTT
M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAATATTTATACTATTAAATTCATTTTTAATTCAATTAAACTCGGTGAGTTTCAATGAAAATTTCTGTCTAAATTTTACAGTTATTTTACTATTAAATTTAAAGGCTAATTGGATTTTTTCTTCACGGTAGTAAA

I . >

LRRK2-201 >

LRRK2-201

TTATTTATGCCAATAAATTGAAATATAATGTCATTTTATCACTAAGGTTTAAAGGAAATGAAATCTCTAAATAATCAAGTGAAACCAAGAGCAACTTGTCTGACAGCTATTAGCAAAAATAAATAGGAGTATTCA
1 N 1 L 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 N 1 M 1 M 1 M 1

T T T T t T y T t T y T t T
AATAAATACGGTTATTTAACTTTATATTACAGTAAAATAGTGATTCCAAATTTCCTTTACTTTAGAGATTTATTAGTTCACTTTGGTTCTCGTTGAACAGACTGTCGATAATCGTTTTTATTTATCCTCATAAGT

[RRK2-201 >

LRRK2-201

CCTTCATGAATCAAGGCAAGGGCCGGAATAATTTCATGGTGCAGAAGCTCTAATGAGCCCACCCACTCTATGCGCCCCGAGCTGTTAGGTCACTAAACTTATTAAAAAAAGGTACCATTAAGGCAGGGAGAAGTT

GGAAGTACTTAGTTCCGTTCCCGGCCTTATTAAAGTACCACGTCTTCGAGATTACTCGGGTGGGTGAGATACGCGGGGCTCGACAATCCAGTGATTTGAATAATTTTTTTCCATGGTAATTCCGTCCCTCTTCAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TACAAGACTCATTTAACTGTATGATAAAAGAGATATGAAAGAGACCTATTCAATTAATCAGGTGGAACATTAAAAAGCTTACATGGCAATTTAACCTTGATAAAAATACATGGGAGAAATACAAAGGAATTTGGA

ATGTTCTGAGTAAATTGACATACTATTTTCTCTATACTTTCTCTGGATAAGTTAATTAGTCCACCTTGTAATTTTTCGAATGTACCGTTAAATTGGAACTATTTTTATGTACCCTCTTTATGTTTCCTTAAACCT

I . >

LRRK2-201 >

LRRK2-201

AAATTCTCTTTCCTTGAATAAGGCATCAGTTAGCTATTCAGGTTATGAGGTTGAAGGAATGTTAGGAGCTCTTTTAAAGGTGATAAAGTCAAGATAATGTTGCAGATTTTATTCTTATGTAACAAACCCCCTCGA
M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 . 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTAAGAGAAAGGAACTTATTCCGTAGTCAATCGATAAGTCCAATACTCCAACTTCCTTACAATCCTCGAGAAAATTTCCACTATTTCAGTTCTATTACAACGTCTAAAATAAGAATACATTGTTTGGGGGAGCT

I . >

TRRKZ-201 >

LRRK2-201

AACTTGGAGGCTTAAAATGTGAACAATTTATCATTTCTCGTTCTTCTGTGGCTTGACTGGGCTCAGCTGCGTGGTTCTGCTCCACATGGTATTGGCAAGGGTTATTCACTTGGCTTCATTCATTAAACTGAGCTG
1 M 1 M 1 . 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTGAACCTCCGAATTTTACACTTGTTAAATAGTAAAGAGCAAGAAGACACCGAACTGACCCGAGTCGACGCACCAAGACGAGGTGTACCATAACCGTTCCCAATAAGTGAACCGAAGTAAGTAATTTGACTCGAC

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GAAAGTGCAAGAAAGGTACATGCATGTTTTTGGAGTATTGGTGCTTCTCCATGTGGCCTATCATATGGCTAAGTTGGGCTTCCTCGTGGCACGGTGATCACAGAATAATTAGACATCTTTCATGGTGGCTGGTTA
N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTTCACGTTCTTTCCATGTACGTACAAAAACCTCATAACCACGAAGAGGTACACCGGATAGTATACCGATTCAACCCGAAGGAGCACCGTGCCACTAGTGTCTTATTAATCTGTAGAAAGTACCACCGACCAAT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CCAAGAGAAATGAAGCAGATTTTTTCTGTCCTCTTAAAGGCTAGGCCAAGGACTGGCAAAAATATTAATTCTGCTACATTCTAGTAACCAGAGCAACCACAAACCTAGCTCAGATTAAAGGGGAAGGAAAAGAGA
1 N 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 N 1

T T T T t T y T t T y T ¥ T
GGTTCTCTTTACTTCGTCTAAAAAAGACAGGAGAATTTCCGATCCGGTTCCTGACCGTTTTTATAATTAAGACGATGTAAGATCATTGGTCTCGTTGGTGTTTGGATCGAGTCTAATTTCCCCTTCCTTTTCTCT

LRRK2-201 >

LRRK2-201

120,150

120,285

120,420

120,555

120,690

120,825

120,960

121,095

121,230

121,365

121,500



CTCTATATGAATAGCACCTATGTATAGGGATGGAAATGATGTGTCCATCTTTGGAAACTTCCACTATAAATAGTGGTAGCACGCTATAGATCCACTAGGAAAATCAAGCACAAACTCTTTAAAAAATAAGTGTAT
M 1 M 1 " 1 M 1 M 1 i 1 " 1 M 1 " 1 M 1 M 1 M 1 M 1 M

+ T T t T + T t
GAGATATACTTATCGTGGATACATATCCCTACCTTTACTACACAGGTAGAAACCTTTGAAGGTGATATTTATCACCATCGTGCGATATCTAGGTGATCCTTTTAGTTCGTGTTTGAGAAATTTTTTATTCACATA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CTTAGTAAAATAGATTAGAATAACTAGATAATAATGGCTAACATACATGAGGTTAATATGTGCTTTTCAAAGATTAGCTCATGTAATTCTCACAGCAACCTTTCCAAATGGTACTTTATTAGCCCCTATGATACA

GAATCATTTTATCTAATCTTATTGATCTATTATTACCGATTGTATGTACTCCAATTATACACGAAAAGTTTCTAATCGAGTACATTAAGAGTGTCGTTGGAAAGGTTTACCATGAAATAATCGGGGATACTATGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GATGAAGAAATTGATTGACAGAGAGGTTGAATAATTTATCCAACGGTACACATTCAGGAAGAGGTAGAGTTAGAATTTCAAACCAAGTAGTTTGACTCCAGGGCCTATGAGTTTATACATTCATAGGGCTGATAT
N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTACTTCTTTAACTAACTGTCTCTCCAACTTATTAAATAGGTTGCCATGTGTAAGTCCTTCTCCATCTCAATCTTAAAGTTTGGTTCATCAAACTGAGGTCCCGGATACTCAAATATGTAAGTATCCCGACTATA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TCAAATGAGAGAAGAGAAGTAATAAATAAACATATAATATGTTGAGTGGTACAGAGTGCTACAAAGAAAATATGAAGTGCAGTTGGAGATGAATTGTCAAAAAAGGTCTTAGCACTTAAAAAACACTAAAACAGC
1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTTTACTCTCTTCTCTTCATTATTTATTTGTATATTATACAACTCACCATGTCTCACGATGTTTCTTTTATACTTCACGTCAACCTCTACTTAACAGTTTTTTCCAGAATCGTGAATTTTTTGTGATTTTGTCG

I . >

LRRK2-201 >

LRRK2-201

AAACAATTCTCTTTACCACCTAAACTGTAAGAGCGATCTGGAATTGCTATAAAGTACACAACATGGGAGAAGTCTTAAACAACAGTTTTTATTATTTATAGGCCCATTGCACACTGTCATTAAATACCAATATGT
L 1 L 1 L 1 L 1 M 1 M 1 L 1 M 1 M 1 M 1 L 1 M 1 M 1 M

t T t T t T t T t T t T T T
TTTGTTAAGAGAAATGGTGGATTTGACATTCTCGCTAGACCTTAACGATATTTCATGTGTTGTACCCTCTTCAGAATTTGTTGTCAAAAATAATAAATATCCGGGTAACGTGTGACAGTAATTTATGGTTATACA

[RRK2-201 >

LRRK2-201

TCAATCAACCATGCATTCATTGATTCAATAAATACTGTACATACAAAATAGAAATACAGAAATGGGTAAGACAAGTCCTTGGGCCTAAGGACTTTATAACCTGGTATTTCACTCAACTACATGATAGCATAAATA

AGTTAGTTGGTACGTAAGTAACTAAGTTATTTATGACATGTATGTTTTATCTTTATGTCTTTACCCATTCTGTTCAGGAACCCGGATTCCTGAAATATTGGACCATAAAGTGAGTTGATGTACTATCGTATTTAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATGTTTGCTTCTGTTTAAGTATTCCTTAAACATTATAGATCTCCCAAAGAAAATTAAATACAAACCTCTTTTTAAAGTGAATTTGACAAAGCAAAATAAATTGGAATATATAGATAAATATGCTAAAATTTGTCA

TACAAACGAAGACAAATTCATAAGGAATTTGTAATATCTAGAGGGTTTCTTTTAATTTATGTTTGGAGAAAAATTTCACTTAAACTGTTTCGTTTTATTTAACCTTATATATCTATTTATACGATTTTAAACAGT

I . >

LRRK2-201 >

LRRK2-201

TATGTACTTTGCGTACTTTACATGTGTTATTTCATTCTCAGGGCAATCTAAGACAGTCACTTTTATTATCTCATTTTATAGAGAAGAAAGCTGTGCAGTAAAGAAATCAAATACCTTTCCCAAGGTTACAGAGCT
1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 L 1 N 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATACATGAAACGCATGAAATGTACACAATAAAGTAAGAGTCCCGTTAGATTCTGTCAGTGAAAATAATAGAGTAAAATATCTCTTCTTTCGACACGTCATTTCTTTAGTTTATGGAAAGGGTTCCAATGTCTCGA

I . >

TRRKZ-201 >

LRRK2-201

AGTAGTAGAGCCTGGATTTGAATCTGGGTTCTGACTGATTTTTAACTGCCATGACAAGGATCAAAGCTCAAAGTGTGATCTCTGTGTTAGAAACATCGGGGTTGCTCTTTAAAAAAGCCGATTCTCAGGCCTCAA
N 1 N 1 M 1 N 1 . 1 N 1 i 1 N 1 M 1 X 1 N 1 N 1 M 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCATCATCTCGGACCTAAACTTAGACCCAAGACTGACTAAAAATTGACGGTACTGTTCCTAGTTTCGAGTTTCACACTAGAGACACAATCTTTGTAGCCCCAACGAGAAATTTTTTCGGCTAAGAGTCCGGAGTT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CCCAGACCTACTGACCCAGACACTGCAAGTAGAATCCATCAAAATGCAGTAGTTACTTTGAGAATCATGAAACTCTGCTACACAGTCTGTCTTCCTATTCATGGAAGTCCTCTCCTAGTATATAAATGTGAAGTA
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGGTCTGGATGACTGGGTCTGTGACGTTCATCTTAGGTAGTTTTACGTCATCAATGAAACTCTTAGTACTTTGAGACGATGTGTCAGACAGAAGGATAAGTACCTTCAGGAGAGGATCATATATTTACACTTCAT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ATATTTCTATTTCAAACCTGTATTGATAACTGTCTGGAAGATAATTTTCCTGGGAATATATTATTGATGAGACTGCAAAACAGATGTGAGGTATTGGATTGATCTTTCCATTGTAGCTAGGGAAATACTGATGTT
M 1 N 1 M 1 M 1 M 1 N 1 M 1 L 1 M 1 M 1 M 1 N 1 L 1 L

t T t T t T t T t T t T T T
TATAAAGATAAAGTTTGGACATAACTATTGACAGACCTTCTATTAAAAGGACCCTTATATAATAACTACTCTGACGTTTTGTCTACACTCCATAACCTAACTAGAAAGGTAACATCGATCCCTTTATGACTACAA

LRRK2-201 >

LRRK2-201

121,635

121,770

121,905

122,040

122,175

122,310

122,445

122,580

122,715

122,850

122,985



CATTGTTTCAGTGAAGTTCAATGATTTCCTATCCGAATTAACTCCCTTAATTTAACAATTTTTTTTTTTTTTTTGAGAGTGAATGCCCCTCTGGGCTTCTAGGCCACATGGTTGCTAGAGAAATTAGGTACTGTG
1 N 1 M 1 M 1 1 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1

T T T T
GTAACAAAGTCACTTCAAGTTACTAAAGGATAGGCTTAATTGAGGGAATTAAATTGTTAAAAAAAAAAAAAAAACTCTCACTTACGGGGAGACCCGAAGATCCGGTGTACCAACGATCTCTTTAATCCATGACAC

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTGCACTTGAAAACACTAAAATCTTTCTGACTACTTTCACTGAGCAAAGAGACATAAAATGCTTTAAATTTGCAACATTTCAGAAAATAAATTTTAGTGATTATTTATGACTCGAATCTTTCAGATTTTGACAGT
: 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 : 1 N

+ T T t T + T t
AACGTGAACTTTTGTGATTTTAGAAAGACTGATGAAAGTGACTCGTTTCTCTGTATTTTACGAAATTTAAACGTTGTAAAGTCTTTTATTTAAAATCACTAATAAATACTGAGCTTAGAAAGTCTAAAACTGTCA

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

GAAAGTGGAAGGTTGTCCAAAACACCCTAAGGGCATTATTTCGCGTAGAGATGTGGAAAAATTTCTTTCAAAAAAAAGGAAATTTCCAAAGAACTACATGTCACAGTATTTTAAGCTCCTAGAAAAATTCCAGAT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
CTTTCACCTTCCAACAGGTTTTGTGGGATTCCCGTAATAAAGCGCATCTCTACACCTTTTTAAAGAAAGTTTTTTTTCCTTTAAAGGTTTCTTGATGTACAGTGTCATAAAATTCGAGGATCTTTTTAAGGTCTA

T — >

LRRK2-201 >

.1515....1520....1525....1@0....1@....1540....1545....15;0....15;5..
\JSE00003571951 >
LRRK2-201

TGCTTTGCCAATAGGAGAAGAATATTTGCTGGTTCCAAGCAGGTAAAGAAAACCTTAAAAAATTAATTGCTACATGGAAATTCACTATCTATTCTTTTAATTGTCAAACTAACTGTAGTCTATAATAGATGTATT
" 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
ACGAAACGGTTATCCTCTTCTTATAAACGACCAAGGTTCGTCCATTTCTTTTGGAATTTTTTAATTAACGATGTACCTTTAAGTGATAGATAAGAAAATTAACAGTTTGATTGACATCAGATATTATCTACATAA

T ———— T ——————

LRRK2-201 >
. 1660 L L . 1665 L L . 1670 1
A L P 1 G E E Y L L \ P S S
ENSE00003521951 R i T I >
LRRK2-201

AAATAAATAAATATATTTTGCTTCTAGTGTAAACCTCCTACTGACATGTATCATTTATTTTGGAATAAAACATTGCATCTGACACTTTAACAATATAGTAAATCACTTACTTTATGTGTATAGTTACTAGTTGGC
1 1 1 M 1 M 1 1 1 M 1 M 1 N 1 " 1 M 1 1 1 M 1 M 1 M 1

T T T T
TTTATTTATTTATATAAAACGAAGATCACATTTGGAGGATGACTGTACATAGTAAATAAAACCTTATTTTGTAACGTAGACTGTGAAATTGTTATATCATTTAGTGAATGAAATACACATATCAATGATCAACCG

T —————————————

LRRK2-201 >

LRRK2-201

TTATCACTGTTGAAATTATTTAAGAAAGGTAAATAGTGGAGATTAATGTGTGTGTGTGTCTGTGTTTGTGTATGTGTGTGTTCTTAAACAACACTGAGAGAGTTTATTAAGCAAGTTCTGAGAAGATAGTGAGTT
M 1 M 1 1 1 3 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
AATAGTGACAACTTTAATAAATTCTTTCCATTTATCACCTCTAATTACACACACACACAGACACAAACACATACACACACAAGAATTTGTTGTGACTCTCTCAAATAATTCGTTCAAGACTCTTCTATCACTCAA

T — >

LRRK2-201 >

LRRK2-201

TTCAACAGAATTTTAAAAGCATTTATGGCATCACAATGGATGCCTATGTTTTAGCCTATACTATGGAAATTTTTCCTACTGCTCTAAGCAACTGGGAAATTTATAAAGTAATATGATGTTGAAATGTGCAAATTA
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1

T T T T
AAGTTGTCTTAAAATTTTCGTAAATACCGTAGTGTTACCTACGGATACAAAATCGGATATGATACCTTTAAAAAGGATGACGAGATTCGTTGACCCTTTAAATATTTCATTATACTACAACTTTACACGTTTAAT

- _______________________pg

LRRK2-201 >

LRRK2-201

CATTGATTGATGGATGCAGCCAATTTTAAAAATAAATATACACTTTTTTTCTAGGACATGTATTTTTCAGGATTTATATAAGATTACATTTGTCTATGCATAACTAATTGTAATAATTTATGTATTAGTGCACAG
M 1 M 1 M 1 + 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
GTAACTAACTACCTACGTCGGTTAAAATTTTTATTTATATGTGAAAAAAAGATCCTGTACATAAAAAGTCCTAAATATATTCTAATGTAAACAGATACGTATTGATTAACATTATTAAATACATAATCACGTGTC

- ___________________________________pg

LRRK2-201 >

LRRK2-201

GGATTACCGAAAATATTTCATGCATCTACATCTGAGCATGCATTTGAATTGGTTATTGACCACTGAATTTTTGGTGTAGGAAAAATATGTAGTGAAACAATGTTACAAAAAGATTACAATTGTTTGGAATGATTA
1 f 1 + 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 f 1 + 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCTAATGGCTTTTATAAAGTACGTAGATGTAGACTCGTACGTAAACTTAACCAATAACTGGTGACTTAAAAACCACATCCTTTTTATACATCACTTTGTTACAATGTTTTTCTAATGTTAACAAACCTTACTAAT

- _____________________pg

LRRK2-201 >

LRRK2-201

CCTTCATTGACTTTAAGCAGTAAAATCATTTGCTCAACAAGGTTGGGTGTTTTGTGAGGCTGTATAACCATAGTGTCCTTTTGCCTTTAGTTTGTCTGACCACAGGCCTGTGATAGAGCTTCCCCATTGTGAGAA

GGAAGTAACTGAAATTCGTCATTTTAGTAAACGAGTTGTTCCAACCCACAAAACACTCCGACATATTGGTATCACAGGAAAACGGAAATCAAACAGACTGGTGTCCGGACACTATCTCGAAGGGGTAACACTCTT

T —————————————T N ——" >

[RRK2-201 >
L, 1675 ., ., 1680 . ., . 1685 ,
L s D H R P VvV 1 _E L P H C E N
------------------------------------------------------------------------ ENSE00003579735 >
LRRK2-201

CTCTGAAATTATCATCCGACTATATGAAATGCCTTATTTTCCAATGGGATTTTGGTCAAGATTAATCAATCGATTACTTGAGATTTCACCTTACATGCTTTCAGGGAGAGGTAAGTATCTAATGAAGACTTATTA
1 1 1 1 1 1 M 1 M 1 1 M 1 M 1 M 1 1 M 1

T T
GAGACTTTAATAGTAGGCTGATATACTTTACGGAATAAAAGGTTACCCTAAAACCAGTTCTAATTAGTTAGCTAATGAACTCTAAAGTGGAATGTACGAAAGTCCCTCTCCATTCATAGATTACTTCTGAATAAT

T ——————S————. >

L[RRK2-201 >
L. 1690 ., 1695 ., ., 1700 . ., ., ., 1705 ., ., 4740 . . A745 o, 1720 .,
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ENSE00003579735 o e >

LRRK2-201

123,120

123,255

123,390

123,525

123,660

123,795

123,930

124,065

124,200

124,335

124,470



GATTTTTAGAGACTATTAATTTAGACTTATTAATTTTTAGAGAAATTAGGGAGATGGCATATGAAAAGTAATATGCCATTTTCTCAGAGTTTACTTGTTTGGAAGGCAGCTGAAGAATTAGAAAATAAGCTCATA
" 1 M 1 i 1 " 1 M 1 " 1 3 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
CTAAAAATCTCTGATAATTAAATCTGAATAATTAAAAATCTCTTTAATCCCTCTACCGTATACTTTTCATTATACGGTAAAAGAGTCTCAAATGAACAAACCTTCCGTCGACTTCTTAATCTTTTATTCGAGTAT

T ———— T ——————

LRRK2-201 >

LRRK2-201

AAACCTTGGAGTAGGCAATCTAAAGACACACAAGCACATATAACCTCATCTAATTTGTCAGGAAGAAAATTCCTTAGGTGCTCACTCAGATCTTGACTGTGATTACATTGTAGGGACTGTAATTATCTCTTTTCT

TTTGGAACCTCATCCGTTAGATTTCTGTGTGTTCGTGTATATTGGAGTAGATTAAACAGTCCTTCTTTTAAGGAATCCACGAGTGAGTCTAGAACTGACACTAATGTAACATCCCTGACATTAATAGAGAAAAGA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTTGCACAGCCACTAAGACATTTACAAAAAAAGAGCAAATCCGGTGTTTATAATGCTAACTCTTTCTTCTAAAATAAATAGAGACATTTTGGTACTCCAAAGGGAAAATATCATTTTGGGGATTAAAATTAGCTT
N 1 . 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAACGTGTCGGTGATTCTGTAAATGTTTTTTTCTCGTTTAGGCCACAAATATTACGATTGAGAAAGAAGATTTTATTTATCTCTGTAAAACCATGAGGTTTCCCTTTTATAGTAAAACCCCTAATTTTAATCGAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TACACAGGTGTTACTGGTTTCCAAAATAAACCTTACCTTGATTGGAATTAATCAACATATAGGTAGTTACATTGCATTAAAAAGTTCAGAAAGTTTTGCGTTTAGCATGATCAAAAACTTCTTTTTAAAAATTAT
1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATGTGTCCACAATGACCAAAGGTTTTATTTGGAATGGAACTAACCTTAATTAGTTGTATATCCATCAATGTAACGTAATTTTTCAAGTCTTTCAAAACGCAAATCGTACTAGTTTTTGAAGAAAAATTTTTAATA

I . >

LRRK2-201 >

LRRK2-201

GAGGATTTATTTATGATTTTCTTTCTTCATCTGTCGAGCATATTAAACTGCTTAACAGCATCAACCTGAAATGGATCTTAATGTGCAGGGGATTTAACTCTTTTTATTGTAAAGTTGTGGATAAAATATTTAATA
L 1 L 1 L 1 N 1 L 1 N 1 L 1 N 1 M 1 L 1 L 1 M 1 L 1 N

t T t T t T t T t T t T T T
CTCCTAAATAAATACTAAAAGAAAGAAGTAGACAGCTCGTATAATTTGACGAATTGTCGTAGTTGGACTTTACCTAGAATTACACGTCCCCTAAATTGAGAAAAATAACATTTCAACACCTATTTTATAAATTAT

LRRK2-201 >

LRRK2-201

GATATGGATGAGGACTCATATCAGTAACAACCCAATACTTTATTTCAAAATGAATAGATCTGTATTACAATCACTTGTGTTGTGTGCAGTAGATTTTTTCCCTTTAACTTAGGAAGCAGTTAATAATTAATGGCT

CTATACCTACTCCTGAGTATAGTCATTGTTGGGTTATGAAATAAAGTTTTACTTATCTAGACATAATGTTAGTGAACACAACACACGTCATCTAAAAAAGGGAAATTGAATCCTTCGTCAATTATTAATTACCGA

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

CCATTTTTTAGAACGAGCACTTCGCCCAAACAGAATGTATTGGCGACAAGGCATTTACTTAAATTGGTCTCCTGAAGCTTATTGTCTGGTAGGATCTGAAGTCTTAGACAATCATCCAGAGAGTTTCTTAAAAAT
M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTAAAAAATCTTGCTCGTGAAGCGGGTTTGTCTTACATAACCGCTGTTCCGTAAATGAATTTAACCAGAGGACTTCGAATAACAGACCATCCTAGACTTCAGAATCTGTTAGTAGGTCTCTCAAAGAATTTTTA

S e ———S——

LRRK2-201 >
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P - ENSE00003635411 >
LRRK2-201

TACAGTTCCTTCTTGTAGAAAAGGTAAGGAAATCAATTTGAATGTTTTCAATTGCAACACTAAAGAAATTTAAACTTAAAAAAAAAAAAAACTTTACCTTAAAGCTTTGCGACAGTATGAGGTTTAGACAAGGTG
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATGTCAAGGAAGAACATCTTTTCCATTCCTTTAGTTAAACTTACAAAAGTTAACGTTGTGATTTCTTTAAATTTGAATTTTTTTTTTTTTTGAAATGGAATTTCGAAACGCTGTCATACTCCAAATCTGTTCCAC

I . R >

LRRK2-201 >
' ' s . 1770 s
¥ \4 P 8 € R
‘ ENSE00003635411 [ i I T el >
LRRK2-201

TTGAGCTCTGTTTTGAATCATGTAGGCTGTATTCTTTTGGGCCAAGTTGTGGACCACATTGATTCTCTCATGGAAGAATGGTTTCCTGGGTTGCTGGAGATTGATATTTGTGGTGAAGGAGAAACTCTGTTGAAG
N 1 N 1 M 1 M 1 . 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AACTCGAGACAAAACTTAGTACATCCGACATAAGAAAACCCGGTTCAACACCTGGTGTAACTAAGAGAGTACCTTCTTACCAAAGGACCCAACGACCTCTAACTATAAACACCACTTCCTCTTTGAGACAACTTC

= __________pJ

[RRK2-201 >

i g 375 i i 1780 i i 1 1785 ! i 11790 i i 1795 L i 11800 i i 11805 i i L
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LRRK2-201

AAATGGGCATTATATAGTTTTAATGATGGTGAAGAACATCAAAAAATCTTACTTGATGACTTGATGAAGAAAGCAGAGGAAGGTATGTTTTGATACAACTTACAAATGCTTTTAAGTGATCCTTCAATACTTATG
1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 . 1 M 1 M 1 M 1 M 1 M 1

T ¥ T ¥ T . T . T " T . T . T . T " T ¥ T ¥ T ¥ T ¥ T
TTTACCCGTAATATATCAAAATTACTACCACTTCTTGTAGTTTTTTAGAATGAACTACTGAACTACTTCTTTCGTCTCCTTCCATACAAAACTATGTTGAATGTTTACGAAAATTCACTAGGAAGTTATGAATAC

I . >

L[RRK2-201 >
1810 1 1 1815 1 1 ;1820 1 1 1 1825 1 1 ;1830 | 1 11835
K W A L Y 5 F N D G E E H Q K 1 L L D D L M K K A E E

] ENSE00003568150 e >

LRRK2-201

AAGTGACTTTTAATAAATGTAAATATTCTTATCCATAAGGGATGAGT TGAAAAATAGTATATTCAATTATAGGGACAGTTCAGAAAACTGAATTATATTTATTACCAATAAAATCTTGTATTCTAGATTCAGAAA
N 1 . 1 N 1 i 1 N 1 M 1 . 1 i 1 N 1 N 1 N 1 M 1 N 1 i
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TTCACTGAAAATTATTTACATTTATAAGAATAGGTATTCCCTACTCAACTTTTTATCATATAAGTTAATATCCCTGTCAAGTCTTTTGACTTAATATAAATAATGGTTATTTTAGAACATAAGATCTAAGTCTTT

LRRK2-201 >

LRRK2-201

124,605

124,740

124,875

125,010

125,145

125,280

125,415

125,550

125,685

125,820

125,955



ATGTTGATTTGAGGGTTTGAATGCTGGCTTATTGAGCAACATAACCTCATCTGTGAAACCGGAATACCAACCACATCTATCTCATAGAACTGTTATAAAGATTCAAATAGACAATACATGGACCTAATTTACCAA
1 " 1 M 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 M 1 " 1 M 1 " 1

T T T T
TACAACTAAACTCCCAAACTTACGACCGAATAACTCGTTGTATTGGAGTAGACACTTTGGCCTTATGGTTGGTGTAGATAGAGTATCTTGACAATATTTCTAAGTTTATCTGTTATGTACCTGGATTAAATGGTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

CATGTCTGCCATATAATAACAGCTGCAGCTTCATGAATGTGGCAAAAGCAGAGAGTAGATAACTTTCTAGTCAGATGTCTGGTAGTCTGCAGCAGTTCAGAATTCTACAAGTGAACGTAGGAATAAGTTTTTAAA

GTACAGACGGTATATTATTGTCGACGTCGAAGTACTTACACCGTTTTCGTCTCTCATCTATTGAAAGATCAGTCTACAGACCATCAGACGTCGTCAAGTCTTAAGATGTTCACTTGCATCCTTATTCAAAAATTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTCCAAGTAGATAGATACTAAGTGAATCTTTAAAATGTTCTCAAATTTCCTAGAGAAATATAGGATTGGTTAGAAAGGGAGGGATTAGAAATTATAGAAAATATTCCATTATTTTTTCACATCAAAACCACAAA
1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 X 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T 4 T . T ¥ T ¥ T ¥ T . T
TAAGGTTCATCTATCTATGATTCACTTAGAAATTTTACAAGAGTTTAAAGGATCTCTTTATATCCTAACCAATCTTTCCCTCCCTAATCTTTAATATCTTTTATAAGGTAATAAAAAAGTGTAGTTTTGGTGTTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTTATGTATCTCCTTAAATGTTGTTTTTATTTAAAAAATGTTTTATTACTTCTCAGGAGATCTCTTAGTAAATCCAGATCAACCAAGGCTCACCATTCCAATATCTCAGATTGCCCCTGACTTGATTTTGGCTGA
M 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAATACATAGAGGAATTTACAACAAAAATAAATTTTTTACAAAATAATGAAGAGTCCTCTAGAGAATCATTTAGGTCTAGTTGGTTCCGAGTGGTAAGGTTATAGAGTCTAACGGGGACTGAACTAAAACCGACT

I . >

[RRK2-201 >
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--------------------------------------------- ENSE00003468154 >
LRRK2-201

CCTGCCTAGAAATATTATGTTGAATAATGATGAGTTGGAATTTGAACAAGCTCCAGAGTTTCTCCTAGGTAATTCTTTTTGTTAATTTGAGAATAAAAATTAGGATGTAATTTTCTCCTTATAATTTAGAAAATA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
GGACGGATCTTTATAATACAACTTATTACTACTCAACCTTAAACTTGTTCGAGGTCTCAAAGAGGATCCATTAAGAAAAACAATTAAACTCTTATTTTTAATCCTACATTAAAAGAGGAATATTAAATCTTTTAT

I . R >

LRRK2-201 >
i 1865 L L L1870 L L . 1875 L L . 1880 L L 11885
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LRRK2-201

GATTTCATAATTATATTGTCATAGATTTTACTGTCTTCATATATTTGTTATAATTTTTGTATTTGGAATGATATATTTTAAAGGAATATAATATTACAGATCTGGAATTTGTTTTGCACATAATCATGTAGACTA
M 1 . 1 N 1 N 1 M 1 M 1 N 1 . 1 N 1 M 1 N 1 M 1 N 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CTAAAGTATTAATATAACAGTATCTAAAATGACAGAAGTATATAAACAATATTAAAAACATAAACCTTACTATATAAAATTTCCTTATATTATAATGTCTAGACCTTAAACAAAACGTGTATTAGTACATCTGAT

I . >

LRRK2-201 >

LRRK2-201

GGATCAAGATGAGGATGAGATTATCATGGAAGCAGAAATATTTATGAAATATATCTTTGTATTTGCCTTAATTGCCAGGGATATGGGAGGCAAATAAGACAGTTTTCAGGTGAGTTAAGTGAAGCAGCCATATTT

CCTAGTTCTACTCCTACTCTAATAGTACCTTCGTCTTTATAAATACTTTATATAGAAACATAAACGGAATTAACGGTCCCTATACCCTCCGTTTATTCTGTCAAAAGTCCACTCAATTCACTTCGTCGGTATAAA

I . >

LRRK2-201 >

LRRK2-201

TATAAAATGACAGAATAGGTAAAGGAAGCACACCTCAGTGTAGCCATAGCAGGGGTTTTATGACTCAGTGTGACAATGCTGAATTCTCATAGAAATATTCATTAAAAGCCTTGAAATTAAAGTCAAAAGTGTTAC

ATATTTTACTGTCTTATCCATTTCCTTCGTGTGGAGTCACATCGGTATCGTCCCCAAAATACTGAGTCACACTGTTACGACTTAAGAGTATCTTTATAAGTAATTTTCGGAACTTTAATTTCAGTTTTCACAATG

o~ __________________Pg

LRRK2-201 >

LRRK2-201

ATGGTGACATACTCAAATACTTTTTTTTTTTTTTTTGATATGCTGAACAATTTACATTTCTTGGTTCCGTGAATTCAATCAGTGATTTTCAGTAGAGTATGATGGAAATCATTGAATTCATGTAGCATGTTTAGG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
TACCACTGTATGAGTTTATGAAAAAAAAAAAAAAAACTATACGACTTGTTAAATGTAAAGAACCAAGGCACTTAAGTTAGTCACTAAAAGTCATCTCATACTACCTTTAGTAACTTAAGTACATCGTACAAATCC

LRRK2-201 >

LRRK2-201

TGCTCATTGAGAAAAGGTGAAGTCATGGTAACCATGTTTCAATATTCTCATTTGTATCTTGACTTCCTGCACATGGATTTTTGGGCCTAAAAGATGTTTTTAAAACATGCTCATACACTTCAGAAGATGAAAAGT
N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACGAGTAACTCTTTTCCACTTCAGTACCATTGGTACAAAGTTATAAGAGTAAACATAGAACTGAAGGACGTGTACCTAAAAACCCGGATTTTCTACAAAAATTTTGTACGAGTATGTGAAGTCTTCTACTTTTCA

I . >

LRRK2-201 >

I L T T

LRRK2-201

GTATGCATTATAACTACTTTGGGAAAGAAACAGTCAACATATGTTACTGTATGTCATTCTGTAGATTACATGTGTGGTTTCTCATGTCTCTCAGAATAAAAGCTAATGTCTTTACAAGACCTGCGATGCTGTGAT
1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CATACGTAATATTGATGAAACCCTTTCTTTGTCAGTTGTATACAATGACATACAGTAAGACATCTAATGTACACACCAAAGAGTACAGAGAGTCTTATTTTCGATTACAGAAATGTTCTGGACGCTACGACACTA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

126,090

126,225

126,360

126,495

126,630

126,765

126,900

127,035

127,170

127,305

127,440



CTGTCTGGCTCCTCGGTTATCATTTTTAAAAAAAGATATACTTTGTACAAATTTTTTTAATTGACAAGTAAAAATTGTATATATTTATGGTGTACAACATGATGTTTTGATATATGTATATGTTGTGGAATGGAG
M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 " 1 M

+ T T t T + T t
GACAGACCGAGGAGCCAATAGTAAAAATTTTTTTCTATATGAAACATGTTTAAAAAAATTAACTGTTCATTTTTAACATATATAAATACCACATGTTGTACTACAAAACTATATACATATACAACACCTTACCTC

T ———— T ——————

LRRK2-201 >

LRRK2-201

AAGTTTAGCTATTTAACATATACATTATCTCAAATATTTATGTGGTGAGAACTATTAAAATCTACTCTCATAGCAATTTACAAGTATACAGTATGTTATTATTAACTGTAGGCTGACATACTCAAGTTTTAAACA

TTCAAATCGATAAATTGTATATGTAATAGAGTTTATAAATACACCACTCTTGATAATTTTAGATGAGAGTATCGTTAAATGTTCATATGTCATACAATAATAATTGACATCCGACTGTATGAGTTCAAAATTTGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTCCTGAGAGTCATTGGGACAACTATGAAATGCATTAGATTGATTTAATATAAAGCATTTGAAGACAATTTTGACCTTACTTTGTTTAGTTTTTGTTGTTGTTGTGTGTATACATTTAATTTTAATCAAATTACC
M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAGGACTCTCAGTAACCCTGTTGATACTTTACGTAATCTAACTAAATTATATTTCGTAAACTTCTGTTAAAACTGGAATGAAACAAATCAAAAACAACAACAACACACATATGTAAATTAAAATTAGTTTAATGG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CCAGAAATAATGCCTAAGATCTGTCAGTCAGGACATAATATTATTAGCAAAAAGTTGTCCAAAATTTGAGACATGATATTTAAAGCTAAATAAACTCCTTTATACCCCTCTTATTGGCATTGATTGGGAAGTTTA
1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGTCTTTATTACGGATTCTAGACAGTCAGTCCTGTATTATAATAATCGTTTTTCAACAGGTTTTAAACTCTGTACTATAAATTTCGATTTATTTGAGGAAATATGGGGAGAATAACCGTAACTAACCCTTCAAAT

I . >

LRRK2-201 >

LRRK2-201

GGTTGAATTTAAATGCTTTGGAACTCAGGAAGTTAATGTATTAGTAATAGTGGGTTAACATAAAATGCTGAATTGTCCTTGCTGAATCCTACATCTTAACCCCAGACTTCAAGGTATACAGGAAAGTACCAGACA
L 1 L 1 M 1 N 1 M 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 N

t T t T t T t T t T t T T T
CCAACTTAAATTTACGAAACCTTGAGTCCTTCAATTACATAATCATTATCACCCAATTGTATTTTACGACTTAACAGGAACGACTTAGGATGTAGAATTGGGGTCTGAAGTTCCATATGTCCTTTCATGGTCTGT

[RRK2-201 >

LRRK2-201

TGGTGCATCCTTCCTCTGAAGAAATCCCAAACTGTCAGACACAGATCCCTAAAATATTTCTTTTTCCTGCATTAAAATGTGTTTCAGATGAATGGACACGTTTTGAGTAGTGTATGTGGAAACGTCATTTACAAA

ACCACGTAGGAAGGAGACTTCTTTAGGGTTTGACAGTCTGTGTCTAGGGATTTTATAAAGAAAAAGGACGTAATTTTACACAAAGTCTACTTACCTGTGCAAAACTCATCACATACACCTTTGCAGTAAATGTTT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GTCTGTTTAGTTGGCCAGGTGTAGTAGCTCACTCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGTATCACGAGGTCAGGAGTTGAAGACCAGCCTGACCAAGATGGTGAAACCTCATCTCTACTAAAAA

CAGACAAATCAACCGGTCCACATCATCGAGTGAGGACATTAGGGTCGTGAAACCCTCCGGCTCCACCCACATAGTGCTCCAGTCCTCAACTTCTGGTCGGACTGGTTCTACCACTTTGGAGTAGAGATGATTTTT

I . >

LRRK2-201 >

LRRK2-201

TACAAAAAAATTAACTGGGTGTGGTGGTGGGCATCTGTAATCTCAGCTACTCGGGAGGCTGAGGCAGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGGTTGTGCCACTGCACTCCAGCCTAG
1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 L 1 N 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATGTTTTTTTAATTGACCCACACCACCACCCGTAGACATTAGAGTCGATGAGCCCTCCGACTCCGTCTCTTAACGAACTTGGACCCTCCGCCTCCAACGTCACTCGGCTCCAACACGGTGACGTGAGGTCGGATC

I . >

TRRKZ-201 >

LRRK2-201

GCGACAGAGCGTCTCAAAACAAAACAAAACAAAAAACAAAAAAGCAAAGTCTGTTTAGCTACCCATATAGGAAAATGTTTGTGATTACTCTCCCTTCTCTAGACCCATGTCCCATAAATCCATAAATCCCATGTT
N 1 N 1 M 1 i 1 N 1 M 1 . 1 N 1 M 1 M 1 N 1 M 1 . 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGCTGTCTCGCAGAGTTTTGTTTTGTTTTGTTTTTTGTTTTTTCGTTTCAGACAAATCGATGGGTATATCCTTTTACAAACACTAATGAGAGGGAAGAGATCTGGGTACAGGGTATTTAGGTATTTAGGGTACAA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

CATTTACAGAAAGCAGTCTAGATAGGAGTTTCTCAGTCTTTGAGCTGTTGCCATTTTGGCTTGGATAACTAACTCTTTCTTATCGAGGGTCATCCTGTGCACTGCAGAATGTTTGGCAGCATCTCTGTCTATCCA
1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTAAATGTCTTTCGTCAGATCTATCCTCAAAGAGTCAGAAACTCGACAACGGTAAAACCGAACCTATTGATTGAGAAAGAATAGCTCCCAGTAGGACACGTGACGTCTTACAAACCGTCGTAGAGACAGATAGGT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTAGATGTCAGTAGTATCTCCCCTTCCCTCAGATGTGACAATCAAAAATGTCTCCGGATGTTGCCAAAGATAAGGGGTGGGGTTGAATACCAGTGATTTAAACAAATTAGGTGTATCCTTCTAAAAACATTTTAC
L 1 N 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 L 1 L 1 L

t T t T t T t T t T t T T T
GATCTACAGTCATCATAGAGGGGAAGGGAGTCTACACTGTTAGTTTTTACAGAGGCCTACAACGGTTTCTATTCCCCACCCCAACTTATGGTCACTAAATTTGTTTAATCCACATAGGAAGATTTTTGTAAAATG

LRRK2-201 >

LRRK2-201

127,575

127,710

127,845

127,980

128,115

128,250

128,385

128,520

128,655

128,790

128,925



AGGTAGCGACTCCAGCATCTTTATATTAGAGTAATCTGGAGAAGGTTATGCCTCTCTCAATTTTCCCTCTTTCCATTTTTATTTGTAGGGCAGCAATGCATTCAGGCTTTTGGTAACTCTTTTTCCCAAGATAGC
1 M 1 " 1 M 1 1 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 M 1

T T T T
TCCATCGCTGAGGTCGTAGAAATATAATCTCATTAGACCTCTTCCAATACGGAGAGAGTTAAAAGGGAGAAAGGTAAAAATAAACATCCCGTCGTTACGTAAGTCCGAAAACCATTGAGAAAAAGGGTTCTATCG

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGTAACTATTATGCAGTGAGTAATACGACCCACCTTAATAGATATGAATAGACTTGTTTTGTGAATATATTTTAAAATATAAATGTATGGGATTCTGTTCATGCGTCTGAGAAGCCACAGGGTACATTTCCTCTT

TCATTGATAATACGTCACTCATTATGCTGGGTGGAATTATCTATACTTATCTGAACAAAACACTTATATAAAATTTTATATTTACATACCCTAAGACAAGTACGCAGACTCTTCGGTGTCCCATGTAAAGGAGAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TGTGGAGCTATTTATTTTTCTGGAGAGCCAAGACAGGTATTTCCACTTCAGTGGTGTGATTTGAGGGGTTAGGAAAATTTCCTTGCCTTCAATTTTCTTTCCAACCTAGATGTCACAAATACATAATAGTAGTCC
1 N 1 N 1 . 1 M 1 . 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
ACACCTCGATAAATAAAAAGACCTCTCGGTTCTGTCCATAAAGGTGAAGTCACCACACTAAACTCCCCAATCCTTTTAAAGGAACGGAAGTTAAAAGAAAGGTTGGATCTACAGTGTTTATGTATTATCATCAGG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTAACTTTATTTTTGTTTTCAGTCACCTGAAAGACATGACAATCCATACTCCATATTAATGCAGCGGCGATTCTCAAATAGAGAAGGGCTTTAAAAAATTAGAAATCTCTGCCGGGCGCAGTGGCTCATGCCTGT
N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATTGAAATAAAAACAAAAGTCAGTGGACTTTCTGTACTGTTAGGTATGAGGTATAATTACGTCGCCGCTAAGAGTTTATCTCTTCCCGAAATTTTTTAATCTTTAGAGACGGCCCGCGTCACCGAGTACGGACA

I . >

LRRK2-201 >

LRRK2-201

AATCTCAACACTTTGGGAGGCCGAGATGGGCGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGGTGGTGTGGGCGGCTG
1 N 1 L 1 L 1 L 1 N 1 M 1 M 1 L 1 N 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
TTAGAGTTGTGAAACCCTCCGGCTCTACCCGCCTAGTACTCCAGTCCTCTAGCTCTGGTAGGACCGATTGTGCCACTTTGGGGTAGAGATGATTTTTATGTTTTTTAATCGGTCCGCACCACCACACCCGCCGAC

[RRK2-201 >

LRRK2-201

TAGTCCCAGCTACTCGGGAGGCTGAGTCAGGAAAATGGCATGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCCGGGCGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAGA

ATCAGGGTCGATGAGCCCTCCGACTCAGTCCTTTTACCGTACTTGGACCCTCCGCCTCGAACGTCACTCGGCTCTAGCGCGGTGACGTGAGGTCGGGCCCGCTGTCTCGCTCTGAGACAGAGTTTTTTTTTTTCT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

AAAAAAAAAAGAAAAAAAAAACAACTAGAAGTCCCTACTCCAACTTGAAATTTGGATGTATCTCCCTAGAGTATGTTTCTTCTCTATGCTGCATTGCAATTTTTCTTTGTTGTTGATAGTTGTCCAGATTGAGGG

TTTTTTTTTTCTTTTTTTTTTGTTGATCTTCAGGGATGAGGTTGAACTTTAAACCTACATAGAGGGATCTCATACAAAGAAGAGATACGACGTAACGTTAAAAAGAAACAACAACTATCAACAGGTCTAACTCCC

I . >

LRRK2-201 >

LRRK2-201

GAGGCAGAACAAGATGCATCTATATGTTTCCATCTCTCCGACCGATTCTCTCCCTTCCCCCTCTACTTGCTTTCTTTCTCTTTTCCCTCTTCTGTTTACCCGATTCTATTTCTGATTCCAGTATGTAACAGTTCC
N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTCCGTCTTGTTCTACGTAGATATACAAAGGTAGAGAGGCTGGCTAAGAGAGGGAAGGGGGAGATGAACGAAAGAAAGAGAAAAGGGAGAAGACAAATGGGCTAAGATAAAGACTAAGGTCATACATTGTCAAGG

I . >

TRRKZ-201 >

LRRK2-201

CTCTGAAGCTCTCTCAATACCAACAATCCTAACTAATGGTTTTTAAAAGTCAAATATTAAGTACTGGAGGGATAGAATGAGAGAATACCAAGACTGATAAGATGCAAATAATACTTTTAACATATTTACAATCTA
1 M 1 N 1 M 1 M 1 M 1 . 1 M 1 i 1 X 1 N 1 N 1 i 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAGACTTCGAGAGAGTTATGGTTGTTAGGATTGATTACCAAAAATTTTCAGTTTATAATTCATGACCTCCCTATCTTACTCTCTTATGGTTCTGACTATTCTACGTTTATTATGAAAATTGTATAAATGTTAGAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ATAGAAATACAAGACATGCTCAAATAAGTTAATTATTTTAATATACTCTCTCTGAGCATAAAATATAATTATATATGCTCATTATAGACATATAAAAAATAAATAGGTAGAGGCTTTCCATAGATGTGTAATTTC
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATCTTTATGTTCTGTACGAGTTTATTCAATTAATAAAATTATATGAGAGAGACTCGTATTTTATATTAATATATACGAGTAATATCTGTATATTTTTTATTTATCCATCTCCGAAAGGTATCTACACATTAAAG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ACCACTTGAAAATTACTATATTTCCTTATAGACTGTTTTGTGTGTATTCACTTATATCCATCAAGTGACTACATTTCAAGGCACTATATGAGAACCATAAATATTGTACAAACAGGATTTGCTAAATGTCGGTGG
1 L 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 M 1 M 1

T T T T t T y T t T y T t T
TGGTGAACTTTTAATGATATAAAGGAATATCTGACAAAACACACATAAGTGAATATAGGTAGTTCACTGATGTAAAGTTCCGTGATATACTCTTGGTATTTATAACATGTTTGTCCTAAACGATTTACAGCCACC

LRRK2-201 >

LRRK2-201

129,060

129,195

129,330

129,465

129,600

129,735

129,870

130,005

130,140

130,275

130,410



AGAGTAACAGTCCACGGGGCTGATCATGGTCAGTTTGTGAGGCAGGCCTCCAAACTCCTTGGGGATTGAGATGATGGAGTAGCAGAGCTCTTCAAGGGTATGGAGGCCTGAAGGTACAAAGCATGCTCAGGAAAT
" 1 M 1 M 1 " 1 M 1 M 1 3 1 M 1 M 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
TCTCATTGTCAGGTGCCCCGACTAGTACCAGTCAAACACTCCGTCCGGAGGTTTGAGGAACCCCTAACTCTACTACCTCATCGTCTCGAGAAGTTCCCATACCTCCGGACTTCCATGTTTCGTACGAGTCCTTTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTTGGCTATTGCGGTTTGTCTAGAGCACTTGTTCTCAACCTTACCTGCTCATTACTAATTCTACTAAGTACAGAATTAAAAGAAGAAAAAAATCTAATGACCATTTCCTCCTGGGACTAATTAGATCAAAATCTT

AAACCGATAACGCCAAACAGATCTCGTGAACAAGAGTTGGAATGGACGAGTAATGATTAAGATGATTCATGTCTTAATTTTCTTCTTTTTTTAGATTACTGGTAAAGGAGGACCCTGATTAATCTAGTTTTAGAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TGAACCCAGACATTAGCGTTTTAAAAAGCTCCTCAGATGTACTATTCAGCCAGGACTGGGGCAGGGAAAGCTACTGAACTCCAGCCTTGAGAATGAGAAGTAGAACAAGAGGAGAACTTTAAAAGGATTTAGGGG
N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACTTGGGTCTGTAATCGCAAAATTTTTCGAGGAGTCTACATGATAAGTCGGTCCTGACCCCGTCCCTTTCGATGACTTGAGGTCGGAACTCTTACTCTTCATCTTGTTCTCCTCTTGAAATTTTCCTAAATCCCC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CCACTATATGACTATGGAGCTGAATTTAGATTTGATTTAGTAGGCAACGCGGAATAATTTGTTTCTGAACAGGAGAGTGACACAATCAAAGTGGAATGATAGGAAAATTAATTTTGCAAGAGAGAGAGAATGAGT
1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGTGATATACTGATACCTCGACTTAAATCTAAACTAAATCATCCGTTGCGCCTTATTAAACAAAGACTTGTCCTCTCACTGTGTTAGTTTCACCTTACTATCCTTTTAATTAAAACGTTCTCTCTCTCTTACTCA

I . >

LRRK2-201 >

LRRK2-201

TGGAAGTAAGGAACTCAGAAGGCCTCCTGGGACTCAGCAGAAAGCTCTGAGGCCACCAAATGGGTGTGGTGGTAGTGGAAATGGAGAAGAAGGGAATGTAAATGAGGCTACACAGTGGACTGCCACTGTTAGCCG
L 1 M 1 M 1 L 1 L 1 N 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
ACCTTCATTCCTTGAGTCTTCCGGAGGACCCTGAGTCGTCTTTCGAGACTCCGGTGGTTTACCCACACCACCATCACCTTTACCTCTTCTTCCCTTACATTTACTCCGATGTGTCACCTGACGGTGACAATCGGC

LRRK2-201 >

LRRK2-201

TGGGGTTAGACCACAGCAAGAGTTAAAATAATTCTTCAATTTTAACTCCAGAAGGGCCTCAAAAAGACTTTTTGTCTTGTTATCATCAGCTATATGGAAGGTAGAATAAAAACTAGTTAGGAGAAAAGGTAATAA

ACCCCAATCTGGTGTCGTTCTCAATTTTATTAAGAAGTTAAAATTGAGGTCTTCCCGGAGTTTTTCTGAAAAACAGAACAATAGTAGTCGATATACCTTCCATCTTATTTTTGATCAATCCTCTTTTCCATTATT

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

ATGTGGCTTTTGATAGGCTGTGATTGAGTTGGAAGGGCATACCAGTGAAATCACCAACACAAAGTTGGAAGTGTAGGAAAGCACTTAGGAGGTGGCTATAAGTGAAAATGTGAAAATTCTCTACATTAAAGGGAT
N 1 . 1 M 1 N 1 N 1 M 1 M 1 i 1 M 1 N 1 . 1 N 1 . 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TACACCGAAAACTATCCGACACTAACTCAACCTTCCCGTATGGTCACTTTAGTGGTTGTGTTTCAACCTTCACATCCTTTCGTGAATCCTCCACCGATATTCACTTTTACACTTTTAAGAGATGTAATTTCCCTA

I . >

LRRK2-201 >

I e

LRRK2-201

AGATGAAGTCACAGAAGTGGATGACATAATTGAGCAGGGTATGTGTAGAGGGAAGACGGGAAGGTTAAGGACAAAATCTTTACATATATCTTTCTTGGAGTAGAAGGAAGAGGAAATGTTAAAGGAGATTTGATT
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCTACTTCAGTGTCTTCACCTACTGTATTAACTCGTCCCATACACATCTCCCTTCTGCCCTTCCAATTCCTGTTTTAGAAATGTATATAGAAAGAACCTCATCTTCCTTCTCCTTTACAATTTCCTCTAAACTAA

I . >

LRRK2-201 >

LRRK2-201

CAATGAAACAAGTAGGTCAGGTTTCTATTCAAATTTACAACAGATATAATTACAACAGATATAATTTATTTAGTTTTTTTCGCTTGGACAGCTTAATTTAAGTGCTTTGTATTTTCTTTTCAAAAGGTGATGGCA
L 1 L 1 M 1 L 1 M 1 L 1 M 1 N 1 M 1 L 1 L 1 M 1 N 1 L

T T T T T T T T T T T T T T
GTTACTTTGTTCATCCAGTCCAAAGATAAGTTTAAATGTTGTCTATATTAATGTTGTCTATATTAAATAAATCAAAAAAAGCGAACCTGTCGAATTAAATTCACGAAACATAAAAGAAAAGTTTTCCACTACCGT

__________________________________________________________umws ________________Ppg

LRRK2-201 >

LRRK2-201

GTTTTGGATCAGTTTACCGAGCAGCCTATGAAGGAGAAGAAGTGGCTGTGAAGATTTTTAATAAACATACATCACTCAGGCTGTTAAGACAAGTAAGAAATTCAATAATATAATTATATTAAATTGCACATTATT
1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CAAAACCTAGTCAAATGGCTCGTCGGATACTTCCTCTTCTTCACCGACACTTCTAAAAATTATTTGTATGTAGTGAGTCCGACAATTCTGTTCATTCTTTAAGTTATTATATTAATATAATTTAACGTGTAATAA

I ——————————————————mm—S———————~>

LRRK2-201 >
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LRRK2-201

AATCTACTGGAACTCTTATTTTGCATACAGTTGTGAAAATGCAAAATAATGACCACATTTCTACTTAAGTTTAATTATGCAATCCTAGTTTGTCTTTTCGTTGTGGAGTAGAAAGTTTTGTGTTATTTCTCCTGT
M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TTAGATGACCTTGAGAATAAAACGTATGTCAACACTTTTACGTTTTATTACTGGTGTAAAGATGAATTCAAATTAATACGTTAGGATCAAACAGAAAAGCAACACCTCATCTTTCAAAACACAATAAAGAGGACA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

130,545

130,680

130,815

130,950

131,085

131,220

131,355

131,490

131,625

131,760

131,895



TGAGAAACAAAACACTGTATCTGAGAATCCTTATAATCGTGATACATAGTGTGTTGTAAAACTTTTTGTAAGACTCACTTACACTCCTCTTTTTACTTTAGAACCTTGCTGTTCAAAATGTGCTCCATGGACAAG
1 N 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 1 1 " 1 M 1 M 1

T T T T
ACTCTTTGTTTTGTGACATAGACTCTTAGGAATATTAGCACTATGTATCACACAACATTTTGAAAAACATTCTGAGTGAATGTGAGGAGAAAAATGAAATCTTGGAACGACAAGTTTTACACGAGGTACCTGTTC

T ———— T ——————

LRRK2-201 >

LRRK2-201

CAGCCAGGCATTACCTAGGAGATTGTTAGAAATGTAGAAACTTGGGACTTTTCAGTGCCATATTATTGTTCCTGATACTCCACAGTAGTCAGACTCCTAGCTGCCTCCACCTGCTTCCAGACCTTGAAGCCTAGC

GTCGGTCCGTAATGGATCCTCTAACAATCTTTACATCTTTGAACCCTGAAAAGTCACGGTATAATAACAAGGACTATGAGGTGTCATCAGTCTGAGGATCGACGGAGGTGGACGAAGGTCTGGAACTTCGGATCG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AAGCTCCTGACTTCGCCTTCTGTTTTCTTCAGAGTATTTATCTTTTACTTTTCTGGTCTAGGGAGAGAATGATTTTTATTTTTATTGAACATGACTTCTGTGTGTTCAGGGTGAAAGAAGAAGTTTAATGCATGA
1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
TTCGAGGACTGAAGCGGAAGACAAAAGAAGTCTCATAAATAGAAAATGAAAAGACCAGATCCCTCTCTTACTAAAAATAAAAATAACTTGTACTGAAGACACACAAGTCCCACTTTCTTCTTCAAATTACGTACT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TCTCACATTGCTAATTTGATTGAAGGTTAGAAATCTTAAACTAAAACTCTCACTGATAAGCTTGCACCTCTCTTTTCTGGATTTATCCACTTTAATAAGAACTGCTATTGATTACTTGCTACAAAGATGGAGAAA
N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAGTGTAACGATTAAACTAACTTCCAATCTTTAGAATTTGATTTTGAGAGTGACTATTCGAACGTGGAGAGAAAAGACCTAAATAGGTGAAATTATTCTTGACGATAACTAATGAACGATGTTTCTACCTCTTT

I . >

LRRK2-201 >

LRRK2-201

GTTAGCATGCTTATCCTATTTCCTACTCCCTGTCCCTGTCCACTTCCTAAAACTTAAAATTGGTTGCATTAATTTTCCTGATATAGTAACAATTATAACTTGGAATGATTTTCAAAACTTTTGTTTTTTTAGTAT
1 M 1 M 1 L 1 L 1 N 1 M 1 M 1 L 1 L 1 M 1 M 1 M 1 M 1

T T T T t T y T t T y T t T
CAATCGTACGAATAGGATAAAGGATGAGGGACAGGGACAGGTGAAGGATTTTGAATTTTAACCAACGTAATTAAAAGGACTATATCATTGTTAATATTGAACCTTACTAAAAGTTTTGAAAACAAAAAAATCATA

[RRK2-201 >

LRRK2-201

ACCAACTCTAGACAGCATGGACTGACTCCTTGCTATGTGAGATGAGGAAAATTAACGCTATTCTTTCTCCTTTTCCCATCACCTTCTCAAGTTCTTTAATTTATTCTATTATTTTTATGTAGTGAAAGTTTATAA

TGGTTGAGATCTGTCGTACCTGACTGAGGAACGATACACTCTACTCCTTTTAATTGCGATAAGAAAGAGGAAAAGGGTAGTGGAAGAGTTCAAGAAATTAAATAAGATAATAAAAATACATCACTTTCAAATATT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CATTTATATTCTGGTCTGTACTCATAATTAAATTGTTCACATTTTGTCTATAGTTTGGTTCTGAGAACAAAACCAATAAATGCCATTTATATATTTTTTTATTTGTACAGAACCAAAATATTTCTACTTCTAGAT

GTAAATATAAGACCAGACATGAGTATTAATTTAACAAGTGTAAAACAGATATCAAACCAAGACTCTTGTTTTGGTTATTTACGGTAAATATATAAAAAAATAAACATGTCTTGGTTTTATAAAGATGAAGATCTA

I . >

LRRK2-201 >

LRRK2-201

AAAGAAATGCAACCTTCTGTCACTAACTTCTTTTACTAATAGAATAGTAACATTCCAAATATCAAAGTCAAATGGATTCTCTATTGTTATGTATTTATCATCAATTTATAAAAATAAAGGCATATTTTAATTTGG
N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTCTTTACGTTGGAAGACAGTGATTGAAGAAAATGATTATCTTATCATTGTAAGGTTTATAGTTTCAGTTTACCTAAGAGATAACAATACATAAATAGTAGTTAAATATTTTTATTTCCGTATAAAATTAAACC

I . >

TRRKZ-201 >

LRRK2-201

TCACATTTTTACCCTGATTTAAAAAAAAATTTGTTTTTAGAGATGGAGTCTCATTAGGTTGACCAGGCTGGTCTGGAACTCCTGGCCTCAAGTGATCCTCTCACCTTAACCTTCTGAGTACCAGTGGTGATTTAT
1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 X 1 M 1 N 1 . 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTGTAAAAATGGGACTAAATTTTTTTTTAAACAAAAATCTCTACCTCAGAGTAATCCAACTGGTCCGACCAGACCTTGAGGACCGGAGTTCACTAGGAGAGTGGAATTGGAAGACTCATGGTCACCACTAAATA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTATGTAGCTTTTTGAGGTTTTCTGATTATATACATATATTTTTAAAAAACGTACTTCAGGAAAAGATATATATTTTCATCATGACTTCAAGTGTTTCTAAGTTCTTAATCATACAGTTTGTATAACAGAATCT
M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAATACATCGAAAAACTCCAAAAGACTAATATATGTATATAAAAATTTTTTGCATGAAGTCCTTTTCTATATATAAAAGTAGTACTGAAGTTCACAAAGATTCAAGAATTAGTATGTCAAACATATTGTCTTAGA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ACTTTCTTCTTGAAGACATTCCTCATTCAGCACATGACTTACTGCTCTAAACAGGAGAGATGGATTTCTAGGCTGCTTGTGCAGTGATTAATCTATGAGTTAGTTTCCTCGCCCTCTTTGATTACTCTCAATATT
1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 N 1 L 1 M 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
TGAAAGAAGAACTTCTGTAAGGAGTAAGTCGTGTACTGAATGACGAGATTTGTCCTCTCTACCTAAAGATCCGACGAACACGTCACTAATTAGATACTCAATCAAAGGAGCGGGAGAAACTAATGAGAGTTATAA

LRRK2-201 >

LRRK2-201

132,030

132,165

132,300

132,435

132,570

132,705

132,840

132,975

133,110

133,245

133,380



TCTTGGATTCCATCCATTCTCTTGGTTGGATTGTCCTTAGTTTTTGTTGAAGAATATCTTCGAGTAATTTTTTTAAGAAAAGGTGTTTGTGAGGTAAATGTTTTCAGTCCTTACATGTTAAAAATATCTTAGTTT
" 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
AGAACCTAAGGTAGGTAAGAGAACCAACCTAACAGGAATCAAAAACAACTTCTTATAGAAGCTCATTAAAAAAATTCTTTTCCACAAACACTCCATTTACAAAAGTCAGGAATGTACAATTTTTATAGAATCAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TGCCCTCCCATGTGGTGGATATGTCATCACACTTTATTTTTTAGGAATCTAGGCTTGAAACAATTTTCTTCAAAATTTGAAGAAAATTCCATTGATTTTTAGTGCCCACTGTTGCTAATGAAAAGTCTGCAGTCA

ACGGGAGGGTACACCACCTATACAGTAGTGTGAAATAAAAAATCCTTAGATCCGAACTTTGTTAAAAGAAGTTTTAAACTTCTTTTAAGGTAACTAAAAATCACGGGTGACAACGATTACTTTTCAGACGTCAGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GTCAGATGTTTGCTCCTATCTAGGATACCTTTAATTTCATTTTGAAAACTGAAAATTTGACCTTTTGAATTTCATTTGTTTTCAGTGTTCTGAACCTTTACAAGTATGTGTTTGTGTGTAGGTTGTTTTTCATTC
N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAGTCTACAAACGAGGATAGATCCTATGGAAATTAAAGTAAAACTTTTGACTTTTAAACTGGAAAACTTAAAGTAAACAAAAGTCACAAGACTTGGAAATGTTCATACACAAACACACATCCAACAAAAAGTAAG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CATCTAATTCATTATTTTGTGAAAAATTGTCTTCTGTGTATTCTCTTCTATTATTTATTATTTCCTCCCTAACATTTATTAATCATTTTTATTGACAACTACTATGTACCAGGTTAGGTGATGGGACATATGATA
1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTAGATTAAGTAATAAAACACTTTTTAACAGAAGACACATAAGAGAAGATAATAAATAATAAAGGAGGGATTGTAAATAATTAGTAAAAATAACTGTTGATGATACATGGTCCAATCCACTACCCTGTATACTAT

I . >

LRRK2-201 >

LRRK2-201

TATATATAGTAGTAAGCTAAACCCAGTCAAGGCTCTGCTTCTCTGGAGCCTATATCTAGTTACTTATGATTCATTATTGCTTATCATTGCTCCAAGAGTATATGTTAGATGACAAGCCTTTTGGGTCTATCATCC
L 1 L 1 N 1 L 1 L 1 M 1 M 1 M 1 M 1 N 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
ATATATATCATCATTCGATTTGGGTCAGTTCCGAGACGAAGAGACCTCGGATATAGATCAATGAATACTAAGTAATAACGAATAGTAACGAGGTTCTCATATACAATCTACTGTTCGGAAAACCCAGATAGTAGG

[RRK2-201 >

LRRK2-201

ATGTTTGAGTTCCCTCTTCAAGTTTTATCTATAATTTGTGTTACTTACTTGACTGTCTCTTACAGGTTTCTAATATTTTTTAGAATTGCATCATCTATTATTTAGCTTTCTGGTGAATTTTGTTTTGATAATCAT

TACAAACTCAAGGGAGAAGTTCAAAATAGATATTAAACACAATGAATGAACTGACAGAGAATGTCCAAAGATTATAAAAAATCTTAACGTAGTAGATAATAAATCGAAAGACCACTTAAAACAAAACTATTAGTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATTTTCCATTTCCAGCAATTCTTTCCATCCCCTCTGGTTGTTCCTTTGTAGCCATGTTTTTGGATAAAATGTCCATAGGTGTTTCTGTTCATGTCAATTAGAATTTTTTTTTGTATTACTTGCATTATTGCTTTT

TAAAAGGTAAAGGTCGTTAAGAAAGGTAGGGGAGACCAACAAGGAAACATCGGTACAAAAACCTATTTTACAGGTATCCACAAAGACAAGTACAGTTAATCTTAAAAAAAAACATAATGAACGTAATAACGAAAA

I . >

LRRK2-201 >

LRRK2-201

TTCTCTGAGGTTATTTGCTCTGTGGGTTCATCTTGATCTTTCTCTTTTATCTTGTCAGTTTTCCAAATTGAGTAGTTTTGGGTGACTTCGTATGAAGTAAGTACTCTATTGATTGTTAAAGAAGGACTGTATTGA
1 M 1 N 1 . 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAGAGACTCCAATAAACGAGACACCCAAGTAGAACTAGAAAGAGAAAATAGAACAGTCAAAAGGTTTAACTCATCAAAACCCACTGAAGCATACTTCATTCATGAGATAACTAACAATTTCTTCCTGACATAACT

I . >

TRRKZ-201 >

LRRK2-201

TTATTAAAGGTAACTAGAATGGGCATTCTTCACATTCATGTAGGTTTGCTTGTTCAAGTTACCACTTTCTGAACAAGAAGGTTAGACCATAGACTTTTAAGGGCTGCATACTGCAAAGGGATACTCTGTTCTTTA
M 1 M 1 N 1 M 1 M 1 M 1 N 1 i 1 M 1 M 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATAATTTCCATTGATCTTACCCGTAAGAAGTGTAAGTACATCCAAACGAACAAGTTCAATGGTGAAAGACTTGTTCTTCCAATCTGGTATCTGAAAATTCCCGACGTATGACGTTTCCCTATGAGACAAGAAAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GGTTACATGGGCAGGGATCACTGCTGAGACCATACCTGCCAAAGGAAGGCAGGCTTTGCTCTCTAGATGCTGGACTTGAAATTGTTTCCCCTCTGCTTAGTGCTGCATTATTTTTTTTGCTTCTTAATCTGCTGC
1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCAATGTACCCGTCCCTAGTGACGACTCTGGTATGGACGGTTTCCTTCCGTCCGAAACGAGAGATCTACGACCTGAACTTTAACAAAGGGGAGACGAATCACGACGTAATAAAAAAAACGAAGAATTAGACGACG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AGAGTATCTAGATCAGGGTGTCCAATCTTTTGGCTTCCCTGGGCCGTATTGGAAGAAGAATTGCCTTGGGCCATATATAAAATACACTAACACTAATGATAGCTGATGAGCTTAAAAAAATTACAAAAAAAAAAT
M 1 N 1 L 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 L 1 L 1 L

t T t T t T t T t T t T T T
TCTCATAGATCTAGTCCCACAGGTTAGAAAACCGAAGGGACCCGGCATAACCTTCTTCTTAACGGAACCCGGTATATATTTTATGTGATTGTGATTACTATCGACTACTCGAATTTTTTTAATGTTTTTTTTTTA

LRRK2-201 >

LRRK2-201

133,515

133,650

133,785

133,920

134,055

134,190

134,325

134,460

134,595

134,730

134,865



CTCATAATGTTTTAAGAAAGTTTATGAATTTGGGTTGGGCCACATTCAAAGCCATCCTGGGCCACATGCGACCTGTGGGCCACAAGTTGGACAAGCTTGTTCTAGATACTTCAGACTCTGTTCTACATCTCTTCA
1 " 1 " 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 " 1

T T T T
GAGTATTACAAAATTCTTTCAAATACTTAAACCCAACCCGGTGTAAGTTTCGGTAGGACCCGGTGTACGCTGGACACCCGGTGTTCAACCTGTTCGAACAAGATCTATGAAGTCTGAGACAAGATGTAGAGAAGT

T ———— T ——————

LRRK2-201 >

LRRK2-201

TAGATCAATAACTTGCAGCAATGAGTTTATCAGATAAATTATGTTCACTTTTCATCCATAAAAAAAGTCATGGGAGGTACTCACCATAGGATTGGTTTAATCCAGTCACTCTGGCCAATTTTCTTTAAAATTCCT

ATCTAGTTATTGAACGTCGTTACTCAAATAGTCTATTTAATACAAGTGAAAAGTAGGTATTTTTTTCAGTACCCTCCATGAGTGGTATCCTAACCAAATTAGGTCAGTGAGACCGGTTAAAAGAAATTTTAAGGA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTAACCTTGGTATATTGGTTTAATTCCTTCAGAATGGCTTTTCCCATTGTGATAAACTGGTTCCAGGCTTCACGAGTACTTATTCCAAGTACAGAAGGAAAGAGGGTACCTCTTTTGAGTACTTGTATTTCAAAG
1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T . T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
AATTGGAACCATATAACCAAATTAAGGAAGTCTTACCGAAAAGGGTAACACTATTTGACCAAGGTCCGAAGTGCTCATGAATAAGGTTCATGTCTTCCTTTCTCCCATGGAGAAAACTCATGAACATAAAGTTTC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GAATCAAATGGCCTACATAATAACCCATTAAATAAATAGATGTCTCTCAGCCCCAGTGAGTCATCTGTGCTTTTCTCAACAAGCACTATGTTCAGGGCAATGCTTTGTGCTAATTGGCTTTAGGCCTTTGTTACC
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTAGTTTACCGGATGTATTATTGGGTAATTTATTTATCTACAGAGAGTCGGGGTCACTCAGTAGACACGAAAAGAGTTGTTCGTGATACAAGTCCCGTTACGAAACACGATTAACCGAAATCCGGAAACAATGG

I . >

LRRK2-201 >

LRRK2-201

AAACTGATCACTGTGGCCCTGAGGGTGCTGTTACTTAGAATATTCCCACCTTTTCTGAGAGGCTGATGTTGGGGTCACTTCCCCCTGAACTAAAGTCCAGGGGCTGCATGGGTGAGGGTTGAGTAACTCAGTACT
1 N 1 M 1 L 1 L 1 L 1 L 1 M 1 M 1 L 1 N 1 L 1 M 1 L 1

T T T T t T y T t T t T t T
TTTGACTAGTGACACCGGGACTCCCACGACAATGAATCTTATAAGGGTGGAAAAGACTCTCCGACTACAACCCCAGTGAAGGGGGACTTGATTTCAGGTCCCCGACGTACCCACTCCCAACTCATTGAGTCATGA

[RRK2-201 >

LRRK2-201

CTAAGGAGGAAAGGAAGGGGAATATACACTGTTAGTTAACAGTGGTTATTCCTGTATTCTCTCTTGTTTGGATTCTACTGGGGATTTCTTTCTTTTTTTGAGTCTTTATTGACATTAGGAATGAGAGATAGAAAC

GATTCCTCCTTTCCTTCCCCTTATATGTGACAATCAATTGTCACCAATAAGGACATAAGAGAGAACAAACCTAAGATGACCCCTAAAGAAAGAAAAAAACTCAGAAATAACTGTAATCCTTACTCTCTATCTTTG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

AGGGTGAGAGAGGAAGTAAAATTAAATGTGAATTCTTCCATCTTATACCAGAACTCAACTGTATTTTTGGAATCTATATATCCTTACTTTTCCCTTGATTTATTACAAAAAATTCTTAGTGGCTACACTAAGTAA

TCCCACTCTCTCCTTCATTTTAATTTACACTTAAGAAGGTAGAATATGGTCTTGAGTTGACATAAAAACCTTAGATATATAGGAATGAAAAGGGAACTAAATAATGTTTTTTAAGAATCACCGATGTGATTCATT

I . >

LRRK2-201 >

LRRK2-201

ATTTTGTAACCTTTAAAAAATACATAGTTATAATATTTTAAGTACTCTGAGTAATAGAAGATTTCATGTGAGTACAAAATATCCTGGGGGCATTTTAATTATTAGTAACAACAGTCACACTGTAGTTCTAGAACC
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAAACATTGGAAATTTTTTATGTATCAATATTATAAAATTCATGAGACTCATTATCTTCTAAAGTACACTCATGTTTTATAGGACCCCCGTAAAATTAATAATCATTGTTGTCAGTGTGACATCAAGATCTTGG

I . >

TRRKZ-201 >

LRRK2-201

AAATTGAACATTTTATATATAGAAGCTTATCTGTGAATCAAATCTGACATAATCTCTTTTAATGTGTAGGTAATTTCTTATATAAATTGATTTTTTGGCCTTGCTGTCAGCATGCATTTCAAATTTTACACCATG
1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 i 1 L 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTAACTTGTAAAATATATATCTTCGAATAGACACTTAGTTTAGACTGTATTAGAGAAAATTACACATCCATTAAAGAATATATTTAACTAAAAAACCGGAACGACAGTCGTACGTAAAGTTTAAAATGTGGTAC

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TGTTTGGGGAGCTATGGTGGAAATTAGTACATTAAAAATGTCTACAGAGCCAATTAGTGTATAAGCAGGGAGGCAAACTAAGGGAATGGTGGAAGAAATTAAAAAAAAAGGGGTGTGCATAATGTGCTTCTTCTC
M 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAAACCCCTCGATACCACCTTTAATCATGTAATTTTTACAGATGTCTCGGTTAATCACATATTCGTCCCTCCGTTTGATTCCCTTACCACCTTCTTTAATTTTTTTTTCCCCACACGTATTACACGAAGAAGAG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TTAAAAAAAAAAAAAGAAAAAGACAACAACAAAAAGAAAGAAAAATGACATTTGACGGTCATTCTACCAGTAGTCATGGGGCAGATCTATATTATACTGTACTATTACGCTGTTTTTTCTTTGCAATTAGTGAGT
1 L 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 M 1 M 1

T T T T t T y T t T y T ¥ T
AATTTTTTTTTTTTTCTTTTTCTGTTGTTGTTTTTCTTTCTTTTTACTGTAAACTGCCAGTAAGATGGTCATCAGTACCCCGTCTAGATATAATATGACATGATAATGCGACAAAAAAGAAACGTTAATCACTCA

LRRK2-201 >

LRRK2-201

135,000

135,135

135,270

135,405

135,540

135,675

135,810

135,945

136,080

136,215

136,350



TGCTTTTCCAGGATAGAAAATTTGGATTAGACCTCTGTCTGTGCCTATGAAAACAAGCAGAGCTAACTTAACTCCTTCTCATCAGTTCTAACCAACTGACATGGGCATTAAAAAAAAGATTTTATCTACTAAGCA
" 1 M 1 M 1 M 1 M 1 i 1 3 1 M 1 M 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
ACGAAAAGGTCCTATCTTTTAAACCTAATCTGGAGACAGACACGGATACTTTTGTTCGTCTCGATTGAATTGAGGAAGAGTAGTCAAGATTGGTTGACTGTACCCGTAATTTTTTTTCTAAAATAGATGATTCGT

T ———— T ——————

LRRK2-201 >

LRRK2-201

AATATGATCACAGTCTGAAGCTTTGTTCTTGGAAAATCCCCTCTCAGGGTGTTCAGCCTTTCTTCTTCAGCTTGCAGAATTCTCCATGTTTCAGTTTCCTGATAAATCAGTGGGCGCCGCTACTCCACATCTTTG

TTATACTAGTGTCAGACTTCGAAACAAGAACCTTTTAGGGGAGAGTCCCACAAGTCGGAAAGAAGAAGTCGAACGTCTTAAGAGGTACAAAGTCAAAGGACTATTTAGTCACCCGCGGCGATGAGGTGTAGAAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AAGCTGGTTGTTAAGAAGCAGTGCTTCTGCAGCAATCACAGTTTAAAGCATGAATCAATTTAACATCACACAAGCTATACATTTCAACAGAGTTACAGTTTCAGAGTAAAGTGCAATATACAGTATAAAGCGAAT
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 . 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTCGACCAACAATTCTTCGTCACGAAGACGTCGTTAGTGTCAAATTTCGTACTTAGTTAAATTGTAGTGTGTTCGATATGTAAAGTTGTCTCAATGTCAAAGTCTCATTTCACGTTATATGTCATATTTCGCTTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTGGAATTCAAGCCCAACAATGTCATAAAAGAGGCTGTGAAGTCTCACATGATGTGGGCCACAGAGAGGGTTGTTGCCATTGGATCTTAGCTCAAATACTACCACATCTTCGGAGTGGCCTGCCATGGGCCACCC
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GACCTTAAGTTCGGGTTGTTACAGTATTTTCTCCGACACTTCAGAGTGTACTACACCCGGTGTCTCTCCCAACAACGGTAACCTAGAATCGAGTTTATGATGGTGTAGAAGCCTCACCGGACGGTACCCGGTGGG

I . >

LRRK2-201 >

LRRK2-201

TTACTAAGGCAATCCCTCTGTCCAAGCCAAAATGATATCTCGGACTTTTTTTGAATTGCAGAGAGATTGTTGCAGCCAGGGATTGCCTTAGTAAGGGTGGCCCATGGCGGGCCTCTCTGAGGATGTGGTAATATT
L 1 L 1 N 1 N 1 M 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
AATGATTCCGTTAGGGAGACAGGTTCGGTTTTACTATAGAGCCTGAAAAAAACTTAACGTCTCTCTAACAACGTCGGTCCCTAACGGAATCATTCCCACCGGGTACCGCCCGGAGAGACTCCTACACCATTATAA

[RRK2-201 >

LRRK2-201

TGAGATAAGATCTGAATGGCAAGACTTCAGCCATGTGAAGGGTGGAGGGATTTCTAGGGAAAGGGGTCAGCACAGGCAAAGACCCTATGATGGGAAGAAGCTGGGCACAGCTTGGGATTGAATGAATGCCAATGT

ACTCTATTCTAGACTTACCGTTCTGAAGTCGGTACACTTCCCACCTCCCTAAAGATCCCTTTCCCCAGTCGTGTCCGTTTCTGGGATACTACCCTTCTTCGACCCGTGTCGAACCCTAACTTACTTACGGTTACA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GGCTGAAGGGTGGTGATTGAAGAGGAGGGGGAGACGAGAAGGTCTGGAAGGCCTGGGGCATGATCAGATCAGGTGCTGAGGCCGTGGAAGTAGATGGGATTTTCATCTAAGGGAAATGGGAAGTCATTAGAGAGT

CCGACTTCCCACCACTAACTTCTCCTCCCCCTCTGCTCTTCCAGACCTTCCGGACCCCGTACTAGTCTAGTCCACGACTCCGGCACCTTCATCTACCCTAAAAGTAGATTCCCTTTACCCTTCAGTAATCTCTCA

I . >

LRRK2-201 >

LRRK2-201

TTTCAGGAGGGGATGATATGTATTTTTTTAAAATTGAGCATTATCCTCGGTAAACTTTTGTAGTCGTTAAACCAGAGATTATAAGCAGGTTTTACCTCATATGCCAGTTGCAGCTGATTAGTAGTGGCTATAGAG
1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAAGTCCTCCCCTACTATACATAAAAAAATTTTAACTCGTAATAGGAGCCATTTGAAAACATCAGCAATTTGGTCTCTAATATTCGTCCAAAATGGAGTATACGGTCAACGTCGACTAATCATCACCGATATCTC

I . >

TRRKZ-201 >

LRRK2-201

AATCCTGGGCTGAGAAGGATACTGTGGCTAACCAGAATTCAGTAGATGAGTTTGACGTGGCCTGTTAGTATGACTACACTGTGTGCACTGTTTCTGCATTAAATGTCTGATAAAAACAGAGCCAAAGGAAAAATA
N 1 X 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 . 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTAGGACCCGACTCTTCCTATGACACCGATTGGTCTTAAGTCATCTACTCAAACTGCACCGGACAATCATACTGATGTGACACACGTGACAAAGACGTAATTTACAGACTATTTTTGTCTCGGTTTCCTTTTTAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GAACTTAAAAATTTAATTCTGACAGTACAGTTGACCCTTGAAAAACATAAAGGTTGGGGTGCTGACCCCTTGTGCAGTCACAAATTTGCATATAACTTTTGACCTCCCCAAAAAACTGAACCACTGATAGCCCAC
1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTGAATTTTTAAATTAAGACTGTCATGTCAACTGGGAACTTTTTGTATTTCCAACCCCACGACTGGGGAACACGTCAGTGTTTAAACGTATATTGAAAACTGGAGGGGTTTTTTGACTTGGTGACTATCGGGTG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGTTGACTGGAAGCTTTACTGATAACATAAACACTTGATTAACACATGTTTTATATGTTATCTGTATTATATACTCCATTCTTACCATAAAGCAAGCTAGAGAAAAGAGTATTTTATTTAAAAAATCATAATGAA
L 1 M 1 L 1 L 1 L 1 L 1 M 1 L 1 L 1 N 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
ACAACTGACCTTCGAAATGACTATTGTATTTGTGAACTAATTGTGTACAAAATATACAATAGACATAATATATGAGGTAAGAATGGTATTTCGTTCGATCTCTTTTCTCATAAAATAAATTTTTTAGTATTACTT

LRRK2-201 >

LRRK2-201

136,485

136,620

136,755

136,890

137,025

137,160

137,295

137,430

137,565

137,700

137,835



GAGAAATATATTTAATCTTCGTTAAGTAGAAGTGGATCATTATAAAGGTCTTCACCCTCATCATCTTCACATTGAGTGGGCTGAGGAGGGGGAGGTAGAGGAAAGGTTGGTCTTGCTGTCTCAAGAGTGGCAGAG
1 N 1 M 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T
CTCTTTATATAAATTAGAAGCAATTCATCTTCACCTAGTAATATTTCCAGAAGTGGGAGTAGTAGAAGTGTAACTCACCCGACTCCTCCCCCTCCATCTCCTTTCCAACCAGAACGACAGAGTTCTCACCGTCTC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GTGGAAGAAAATTTATGTATATGTGGACTCATGCACTTCAATCCCATGTTGTCCATAGGTCAACTGTAGTTTCAAAACCAGCTTTTTATTACTGAAAATACGGGAAAAAAAACTCAGAGAAGAAATGGAAAGTTT
: 1 N 1 N 1 : 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 : 1 N

+ T T t T + T t
CACCTTCTTTTAAATACATATACACCTGAGTACGTGAAGTTAGGGTACAACAGGTATCCAGTTGACATCAAAGTTTTGGTCGAAAAATAATGACTTTTATGCCCTTTTTTTTGAGTCTCTTCTTTACCTTTCAAA

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

GCTATGATCCAGTCATACAGAGAAATCCATGTTCAGCCTGTTGATGCACTTTAAAGAAGGAGATACGTGGGTAAAACCTGATGTTGAATTACTCTTACATGATTTTGGACTTTTGCAGGAGCTTGTGGTGCTTTG
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CGATACTAGGTCAGTATGTCTCTTTAGGTACAAGTCGGACAACTACGTGAAATTTCTTCCTCTATGCACCCATTTTGGACTACAACTTAATGAGAATGTACTAAAACCTGAAAACGTCCTCGAACACCACGAAAC

- _____________________pg

LRRK2-201 >
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----------------------------------------------------------------------------------------------- ENSE00003541694 >

LRRK2-201

CCACCTCCACCACCCCAGTTTGATATCTTTGCTGGCAGCTGGGATTCGTCCCCGGATGTTGGTGATGGAGTTAGCCTCCAAGGGTTCCTTGGATCGCCTGCTTCAGCAGGACAAAGCCAGCCTCACTAGAACCCT
M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t

GGTGGAGGTGGTGGGGTCAAACTATAGAAACGACCGTCGACCCTAAGCAGGGGCCTACAACCACTACCTCAATCGGAGGTTCCCAAGGAACCTAGCGGACGAAGTCGTCCTGTTTCGGTCGGAGTGATCTTGGGA

- _______________________pg

LRRK2-201 >
. . . . 19;0 . . . 19:§ . . . . 1940 . . . . 194§ . . . . 1210 . . . . 1%& . . . . 19§_0 . . . . 19§§ . . . 1970
ENSEOOOO’541694 >

LRRK2-201

ACAGCACAGGATTGCACTCCACGTAGCTGATGGTTTGAGGTAAGTAGGTCATGTTGTTTTCTATTCAGTGCATGACAAGTGTGATCCAGACTTGCTCTCAGGTTCTGAGAACACTTCCCAGTAACACTGTGCCCC
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 : 1 N 1 N 1

T T T T
TGTCGTGTCCTAACGTGAGGTGCATCGACTACCAAACTCCATTCATCCAGTACAACAAAAGATAAGTCACGTACTGTTCACACTAGGTCTGAACGAGAGTCCAAGACTCTTGTGAAGGGTCATTGTGACACGGGG

I ——S—S——wASASAAAA @

LRRK2-201 >
" " " . 1975 " " . 1980 " L
Q H R 1 A L H 4 A D G L R
ENSE00003541694 [ I e et et >
LRRK2-201

AGTAACAATTTATAAACAATTTGGATGAAAACTACCATTTCCCTGATCAAATTTTGTAATTTCAGAAAATAAGAGTATGGAAACCATGCAGAACCTCATAGCAAGTAGTAATAGACTTTGAACCCACAAGTTCTG
3 1 M 1 1 1 M 1 M 1 M 1 M 1 M 1 1 1 M 1 M 1 N 1 M 1 M

+ T T t T + T t
TCATTGTTAAATATTTGTTAAACCTACTTTTGATGGTAAAGGGACTAGTTTAAAACATTAAAGTCTTTTATTCTCATACCTTTGGTACGTCTTGGAGTATCGTTCATCATTATCTGAAACTTGGGTGTTCAAGAC

T — >

LRRK2-201 >

LRRK2-201

CTCTAGAACCCATCATCTTAACCCTGTACTGATCTGCCTTCTATAAAAATGTATAAGTTAGGCTTCACAGTATCAAAGTAAGTGTCAATTACATGATTCCAATGAGGAAAGATGAGTCCATACTTCTCAAGGGGA
1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1

T T T T
GAGATCTTGGGTAGTAGAATTGGGACATGACTAGACGGAAGATATTTTTACATATTCAATCCGAAGTGTCATAGTTTCATTCACAGTTAATGTACTAAGGTTACTCCTTTCTACTCAGGTATGAAGAGTTCCCCT

- _______________________pg

LRRK2-201 >

LRRK2-201

CTAGAGTGATTCATGTTGGATTCTTCGGCATGACCATCTCACATGTCTCAGAGGCACACCTAACCCTGCATCCAGAGCAAGCTTTGGAGAGGGAGCACACTGGAGTGGAAAGGCTGTGGTCTTTGAAGACAAAAG
+ 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
GATCTCACTAAGTACAACCTAAGAAGCCGTACTGGTAGAGTGTACAGAGTCTCCGTGTGGATTGGGACGTAGGTCTCGTTCGAAACCTCTCCCTCGTGTGACCTCACCTTTCCGACACCAGAAACTTCTGTTTTC

- ___________________________________pg

LRRK2-201 >

LRRK2-201

GCCTGGGATTCATCACTATTCCACACATTTAGTAACTGTGATTTTATATCTCTGATTCCCATTTTTTAAATAGTCTGTGAACCATGACTAATATTTAATGCATAAAATTATGATGACTTCTGTAATAATTGGAGA
1 M 1 M 1 M 1 M 1 M 1 M 1 i 1 + 1 N 1 M 1 + 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CGGACCCTAAGTAGTGATAAGGTGTGTAAATCATTGACACTAAAATATAGAGACTAAGGGTAAAAAATTTATCAGACACTTGGTACTGATTATAAATTACGTATTTTAATACTACTGAAGACATTATTAACCTCT

- _____________________pg

LRRK2-201 >

LRRK2-201

CATTCCAGATGAAACTCTTGATGTCCCCTCTGCCATTGCTCCCCAACCCCAGTCACCCTGTTACACCTGAGAGTCACCTTACATTCCTTTCTTCCTCTCTCATTTCACAGCTAATCCTTCAGCAAATCTTTTCAG

GTAAGGTCTACTTTGAGAACTACAGGGGAGACGGTAACGAGGGGTTGGGGTCAGTGGGACAATGTGGACTCTCAGTGGAATGTAAGGAAAGAAGGAGAGAGTAAAGTGTCGATTAGGAAGTCGTTTAGAAAAGTC

T —————————————T N ——" >

LRRK2-201 >

LRRK2-201

CTCTGCCACCAAAATATATCTTAATGCTTCTAACAATTTCTCTCACTAACGTCTAAATCTGAGCCAGTATCATCTCTCATTGCCTACTGGTCCCCTGCTTCTACCTCTGTCTCATGATAGTCCCATTCCTCACCC
1 M 1 M 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
GAGACGGTGGTTTTATATAGAATTACGAAGATTGTTAAAGAGAGTGATTGCAGATTTAGACTCGGTCATAGTAGAGAGTAACGGATGACCAGGGGACGAAGATGGAGACAGAGTACTATCAGGGTAAGGAGTGGG

T —————————————

LRRK2-201 >

LRRK2-201

137,970

138,105

138,240

138,375

138,510

138,645

138,780

138,915

139,050

139,185

139,320



AGCCTCTGGAGTGATTTTTCTAACATGAAAGTTGGATCAGGACTTGTTCCTGTTATTACCCCTCCCCTGCCTTATTTCTTGGGTACAGTGCTCAGCCACTCCCATCCCTGAGGTTCCTTGCAGATACCAGAGGCT
" 1 M 1 i 1 " 1 M 1 i 1 M 1 M 1 1 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
TCGGAGACCTCACTAAAAAGATTGTACTTTCAACCTAGTCCTGAACAAGGACAATAATGGGGAGGGGACGGAATAAAGAACCCATGTCACGAGTCGGTGAGGGTAGGGACTCCAAGGAACGTCTATGGTCTCCGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTATATCTGCTGTTGATTTCACTCAGGAATGTCTGACTCCCAGATGTGCTCTCTACTTATTATAAAGGATTATCTGAATCTTTCTGAATCCTTTCATTTAGGACTCTCAGCAGAGAGGATGTCCGCAACGACCCT

AATATAGACGACAACTAAAGTGAGTCCTTACAGACTGAGGGTCTACACGAGAGATGAATAATATTTCCTAATAGACTTAGAAAGACTTAGGAAAGTAAATCCTGAGAGTCGTCTCTCCTACAGGCGTTGCTGGGA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTGTCTCTCCAGCCCCTATAGGACTATTGCTGCCTAGGATTCTTTATGTTTTCATTTTTTAAAAACTTATTTATTGTCTGTCTTGCCATCAGAATCTAAGTACCATGAAAGAAGGGACTTTTCGTCTTGTTTGCC
N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACAGAGAGGTCGGGGATATCCTGATAACGACGGATCCTAAGAAATACAAAAGTAAAAAATTTTTGAATAAATAACAGACAGAACGGTAGTCTTAGATTCATGGTACTTTCTTCCCTGAAAAGCAGAACAAACGG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ATTGTATCTCTAGCTCCTAAAATAGTAAGCCTTCAGAATTACTGTGTTGACAGTAGGGGAAGGGGGAGAAAGGAGGAAAGAAGGAAAACAGTGCCTGGGGCATAGAAGCCAAGCAGTGTATGCAACTTTCCTTCT
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAACATAGAGATCGAGGATTTTATCATTCGGAAGTCTTAATGACACAACTGTCATCCCCTTCCCCCTCTTTCCTCCTTTCTTCCTTTTGTCACGGACCCCGTATCTTCGGTTCGTCACATACGTTGAAAGGAAGA

I . >

LRRK2-201 >

LRRK2-201

CTTCTTTCTCTTCTGAAATGCTATGAATATGCCTTTTAGGTAGTATCCAGAAATGTTCCTTCCTGAAAGGGTCCAGAAACTACTGAAAACTGTACAGATTATGAAATGAAACAGGGTGCAGGGATTTGGATTTGA
L 1 L 1 M 1 M 1 L 1 M 1 L 1 N 1 M 1 L 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
GAAGAAAGAGAAGACTTTACGATACTTATACGGAAAATCCATCATAGGTCTTTACAAGGAAGGACTTTCCCAGGTCTTTGATGACTTTTGACATGTCTAATACTTTACTTTGTCCCACGTCCCTAAACCTAAACT

[RRK2-201 >

LRRK2-201

GTTGATGTTTCTGCTTTTGAACACCAGGGGGAATCTTGGGTTACATTAATCTAGGTAAAGTGCAGAATAGTCTCCTGTATTTCAGTGCCCTCTTTCCTTCATTTAACTAACTCTAGGTTCTAGTTTTTCCCTAAT

CAACTACAAAGACGAAAACTTGTGGTCCCCCTTAGAACCCAATGTAATTAGATCCATTTCACGTCTTATCAGAGGACATAAAGTCACGGGAGAAAGGAAGTAAATTGATTGAGATCCAAGATCAAAAAGGGATTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TCTTCCACAAATCCCCAAAGTGTTTATTTATAAAGTGAAGAATTGCTATTTTTTAACACTGTTCGAAACACCTTATCTCTAAAATGACTTATTCTAGTTCTCTGAAACCTTACTTTAAATAACAAATCCAGCAGT

AGAAGGTGTTTAGGGGTTTCACAAATAAATATTTCACTTCTTAACGATAAAAAATTGTGACAAGCTTTGTGGAATAGAGATTTTACTGAATAAGATCAAGAGACTTTGGAATGAAATTTATTGTTTAGGTCGTCA

I . >

LRRK2-201 >

LRRK2-201

TTCTGATGAAGTAAATGAAATGTCAGCATATTTTAAAATAATTTGCCTAATTTGTTCTTAGCATAATGCCAGAAAAGCTTTCTGGATTTTGTATCACAAAAGGCTAGTAGATTTCAGTAGCTATCAATCTTCTAC
1 N 1 N 1 . 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAGACTACTTCATTTACTTTACAGTCGTATAAAATTTTATTAAACGGATTAAACAAGAATCGTATTACGGTCTTTTCGAAAGACCTAAAACATAGTGTTTTCCGATCATCTAAAGTCATCGATAGTTAGAAGATG

I . >

TRRKZ-201 >

LRRK2-201

CAGCACTAAGTATATTTTAAAAACTCAGCATTAAGGTTTATTTTTCCAAGTATGTTTCAGCACAGGAAATAAAATCATGCTCCTTTGGAGTCCCTTAAATGCTGGAGCTGTTTAGAGTGACATACAAGAACTTTC
. 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTCGTGATTCATATAAAATTTTTGAGTCGTAATTCCAAATAAAAAGGTTCATACAAAGTCGTGTCCTTTATTTTAGTACGAGGAAACCTCAGGGAATTTACGACCTCGACAAATCTCACTGTATGTTCTTGAAAG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTCACGTTACATGCTCTCTCTTCCTCCATCTTGCTTTTAACTGTTAGCTTACTTCTCCAATTCAATCCACTTCGTTTGAACTCTTTATCATAATTCTATAAAACTTATGAAAATACAGTCAACTGCATTTTCTGT
1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGTGCAATGTACGAGAGAGAAGGAGGTAGAACGAAAATTGACAATCGAATGAAGAGGTTAAGTTAGGTGAAGCAAACTTGAGAAATAGTATTAAGATATTTTGAATACTTTTATGTCAGTTGACGTAAAAGACA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

ATGTTTCTGTGTTTCAATATCTTCAAAATGGAATGTACTGCCTTGGTACATCACCCACTATGAATCTGTTATTTCTGTTATATCCCACAGTTGCCAGGCCAGGATACTTGTCCCATCCAGGCCAAACACCTTCCC
M 1 N 1 N 1 L 1 L 1 M 1 M 1 L 1 L 1 L 1 M 1 N 1 L 1 L

t T t T t T t T t T t T T T
TACAAAGACACAAAGTTATAGAAGTTTTACCTTACATGACGGAACCATGTAGTGGGTGATACTTAGACAATAAAGACAATATAGGGTGTCAACGGTCCGGTCCTATGAACAGGGTAGGTCCGGTTTGTGGAAGGG

LRRK2-201 >

LRRK2-201

139,455

139,590

139,725

139,860

139,995

140,130

140,265

140,400

140,535

140,670

140,805



CCGAAAGCAAGTATGCATTTGTCCACCAGGTCCTTGACTCTATTTTACATTATCTTTTTAGTCAATTCATTTATTTTTATGCCACTCCTGCTGTCTTGGTTCAGTATGTCCAGGGAATTATCAGAATTTCTTTTC
1 N 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1

T T T T
GGCTTTCGTTCATACGTAAACAGGTGGTCCAGGAACTGAGATAAAATGTAATAGAAAAATCAGTTAAGTAAATAAAAATACGGTGAGGACGACAGAACCAAGTCATACAGGTCCCTTAATAGTCTTAAAGAAAAG

T ———— T ——————

LRRK2-201 >

LRRK2-201

TAAAATAAAAATCTGTTTATGCTTGCAATTCCTTGACAGTTCTCAATTATCTGCAAAGTGCATCCAAACTTCTTGGCATAGCATCAAAGATCTTTCTGTATGCCTCTTGCTTCCCTTTGCGGCCCCTGCCACCCC

ATTTTATTTTTAGACAAATACGAACGTTAAGGAACTGTCAAGAGTTAATAGACGTTTCACGTAGGTTTGAAGAACCGTATCGTAGTTTCTAGAAAGACATACGGAGAACGAAGGGAAACGCCGGGGACGGTGGGG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACTGCCCACACTGCATTCTAGCCGTGATGACAGGCTTGAATTTTCAGTTATGCTCATGTCTGTCCATCATTGTATTTGTTATTCCTCTCTTTCCACCAAGTTGTCTGCCTAGAGAGCTCATTTTCCTTAAGAATT
1 N 1 N 1 . 1 N 1 . 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1

T ¥ T ¥ T x T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
TGACGGGTGTGACGTAAGATCGGCACTACTGTCCGAACTTAAAAGTCAATACGAGTACAGACAGGTAGTAACATAAACAATAAGGAGAGAAAGGTGGTTCAACAGACGGATCTCTCGAGTAAAAGGAATTCTTAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TCTTCACAAACCATCTCTACTATGAAGCTCAAGTGTGTCATGAAGTGTTAGCTTCTCCAACTTGTGTTTCTTGCAGACACTCTGTGCAAGACATTGACTTAGGTGCTAAAGAGGGAAAGCTAGATATTATATTGT
N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAAGTGTTTGGTAGAGATGATACTTCGAGTTCACACAGTACTTCACAATCGAAGAGGTTGAACACAAAGAACGTCTGTGAGACACGTTCTGTAACTGAATCCACGATTTCTCCCTTTCGATCTATAATATAACA

I . >

LRRK2-201 >

LRRK2-201

TCTTGAGGTTGAAAGCTTACAGTCTAGTAGGAGAGTCAACTTTGCTGTCTTTACCTCAGTGTTTTTCTCCCTCTGTGCTTCCCTAGCACGTGGTACTTACATATTTCTGGAATCTTGATTAAACACCTGTTTGAG
1 M 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 L 1 M 1 L 1 M 1 M 1

T T T T t T y T t T y T t T
AGAACTCCAACTTTCGAATGTCAGATCATCCTCTCAGTTGAAACGACAGAAATGGAGTCACAAAAAGAGGGAGACACGAAGGGATCGTGCACCATGAATGTATAAAGACCTTAGAACTAATTTGTGGACAAACTC

[RRK2-201 >

LRRK2-201

GACTGTCTGAGCACAATCCTTCTGGATTGTGACACCCTCAAGGGAGCAGAGATACAAAGATGGCTTTGTATACTAAATGACTGGCCCTCATAGATACCTAGTACATATTTGTCAAATAAATGAATGCATTCTATT

CTGACAGACTCGTGTTAGGAAGACCTAACACTGTGGGAGTTCCCTCGTCTCTATGTTTCTACCGAAACATATGATTTACTGACCGGGAGTATCTATGGATCATGTATAAACAGTTTATTTACTTACGTAAGATAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTTGGAATAATTCTATTCAGAATCAGATAAAGTTTACTTTAAGCTATGAAGAAAGAAGTCTCTTAGCAACTCTTACAATAATCACAATCAAAGAATGACTGTTTAACTTAATATAAACCAGTTTGTTTTAATAAA

AAACCTTATTAAGATAAGTCTTAGTCTATTTCAAATGAAATTCGATACTTCTTTCTTCAGAGAATCGTTGAGAATGTTATTAGTGTTAGTTTCTTACTGACAAATTGAATTATATTTGGTCAAACAAAATTATTT

I . >

LRRK2-201 >

LRRK2-201

ATATTTGACAATAGTCATGGTTACACAATGCATAAATTATGGCTAAATTATTATCAGGAAGGAAAAATCTTTACTTATTATTTCAAAAGCTATTTTGCTAGTCTATTAAAAGCTATTAGAACTGCACTTCTTAAG
M 1 M 1 N 1 N 1 . 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATAAACTGTTATCAGTACCAATGTGTTACGTATTTAATACCGATTTAATAATAGTCCTTCCTTTTTAGAAATGAATAATAAAGTTTTCGATAAAACGATCAGATAATTTTCGATAATCTTGACGTGAAGAATTC

I . >

TRRKZ-201 >

LRRK2-201

ATTAAATTCTATAATTGAACATTTTAACTAACCAAGATATTATCTCTTTGCCACTGACATTATTTCAAATTAAGCTTAACTATTTCTTTTTAGCCTTTGGAAAGTATTCTGAAAGAGTCTGTGTTCTATAAATAT
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAATTTAAGATATTAACTTGTAAAATTGATTGGTTCTATAATAGAGAAACGGTGACTGTAATAAAGTTTAATTCGAATTGATAAAGAAAAATCGGAAACCTTTCATAAGACTTTCTCAGACACAAGATATTTATA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

ACTTAAAGAGGCATGTCTTATAAAGGATTTGGATACTATTCAATGATGTATGACTTGGCTTTAGCTTTTTTATTCTTAATCTCTCAGCTTTTCTCTTCAGCAGGGGAAGAGTACCTAATGGCCTTTCAGTAATCC
N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGAATTTCTCCGTACAGAATATTTCCTAAACCTATGATAAGTTACTACATACTGAACCGAAATCGAAAAAATAAGAATTAGAGAGTCGAAAAGAGAAGTCGTCCCCTTCTCATGGATTACCGGAAAGTCATTAGG

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTTGGTAAATTTTTCTTTCAAGCCCATTACTTACTGTGAAGGTCAACTTCATTAGTGTATTTATCTTATTTTTTTCAGCCCAAAATAGGTATATTGAAATGAATGGGCCTAATGTCAAATGTCCCGACTACATCC
1 M 1 L 1 L 1 N 1 L 1 M 1 M 1 N 1 L 1 M 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
GAACCATTTAAAAAGAAAGTTCGGGTAATGAATGACACTTCCAGTTGAAGTAATCACATAAATAGAATAAAAAAAGTCGGGTTTTATCCATATAACTTTACTTACCCGGATTACAGTTTACAGGGCTGATGTAGG

LRRK2-201 >

LRRK2-201

140,940

141,075

141,210

141,345

141,480

141,615

141,750

141,885

142,020

142,155

142,290



TGGAAGAGAGAGAATCTTCAGCTGTATTAGTTGATGCAGTTAAATAATATGTACTCTCCAGGCCCTCATACAATTGAAAGTTCAGGGTATCGTTGCTGCTCTGCTTCTAATCCTTCCAGAAGTGATTGGTGCTAG
M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
ACCTTCTCTCTCTTAGAAGTCGACATAATCAACTACGTCAATTTATTATACATGAGAGGTCCGGGAGTATGTTAACTTTCAAGTCCCATAGCAACGACGAGACGAAGATTAGGAAGGTCTTCACTAACCACGATC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GTGATGGAGTAACTATTAATTGATATAATGTGAGCCAAAACCAACAGTCACGAATAAGCAAAGGATTTAAATTTAACTCCATTAAGTCTTGTGAGAAATTATTTTCAACATAGGTTATAACATACCTGTGACATC

CACTACCTCATTGATAATTAACTATATTACACTCGGTTTTGGTTGTCAGTGCTTATTCGTTTCCTAAATTTAAATTGAGGTAATTCAGAACACTCTTTAATAAAAGTTGTATCCAATATTGTATGGACACTGTAG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACATGAAATGCTGTAGTCAATTTGACATCATGGGGCAGAGAAGACAGAGTTGGAAATCAGAATTTTATAGACATCTAATGTGATAATAACATTAGTAGCTGAGATGCGGTAAGCTCTTTGACCATGTTTCCAGAA
N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTACTTTACGACATCAGTTAAACTGTAGTACCCCGTCTCTTCTGTCTCAACCTTTAGTCTTAAAATATCTGTAGATTACACTATTATTGTAATCATCGACTCTACGCCATTCGAGAAACTGGTACAAAGGTCTT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TGGATAAGACCTGGTTGAGATGAAAACTTTACACTGTTTTTTTATATTAACTATCTTTTACTCTTTGCCTGAAATGTCCAACTCTAGTTGCTCGTGATTGCGTGGGTCAGTCTCCAGAAGGTTGGACTTTAATAT
1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACCTATTCTGGACCAACTCTACTTTTGAAATGTGACAAAAAAATATAATTGATAGAAAATGAGAAACGGACTTTACAGGTTGAGATCAACGAGCACTAACGCACCCAGTCAGAGGTCTTCCAACCTGAAATTATA

I . >

LRRK2-201 >

LRRK2-201

TACCCGTCATCTTTTCCAAGACAAAATTGTATTCATTCTAACTCTTAGCCCCAAATTTTCTTTTTTAACCTTAATATCTAACATGATTAGGTTTATGGTAAATTATATACTCAAACAGAAGAAGAGACTAATAGC
L 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
ATGGGCAGTAGAAAAGGTTCTGTTTTAACATAAGTAAGATTGAGAATCGGGGTTTAAAAGAAAAAATTGGAATTATAGATTGTACTAATCCAAATACCATTTAATATATGAGTTTGTCTTCTTCTCTGATTATCG

LRRK2-201 >

LRRK2-201

AAGCAAAAGTCTTATATTTTCATTTGTTTTCATCCAAAAAGTAGAAAATATTTTCCAAACATTGGGAAACATTTTAGTCAGAAAAATAAATATCAATGATAAATAGAATAGAGAAAAATTTTAAAGCTGAGCTAA

TTCGTTTTCAGAATATAAAAGTAAACAAAAGTAGGTTTTTCATCTTTTATAAAAGGTTTGTAACCCTTTGTAAAATCAGTCTTTTTATTTATAGTTACTATTTATCTTATCTCTTTTTAAAATTTCGACTCGATT

I . >

[RRK2-201 >
............................................................................................................. >
LRRK2-201

ACCTCTATGTGGTTTTAGGAAAATCAAAACTATTAAATAAATGGCAAGTACAACAAAATCCCATCAATTCTTATTTAACATACTTACATTTTGAAATAGTTAAAATATTCATATGATCATTGAGAGAATTCAGAA
N 1 M 1 M 1 i 1 N 1 N 1 N 1 M 1 M 1 N 1 . 1 M 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGGAGATACACCAAAATCCTTTTAGTTTTGATAATTTATTTACCGTTCATGTTGTTTTAGGGTAGTTAAGAATAAATTGTATGAATGTAAAACTTTATCAATTTTATAAGTATACTAGTAACTCTCTTAAGTCTT

I . >

LRRK2-201 >

I e

LRRK2-201

TTGCCTTTAAGTAATTGTTCACATATACAAAAGAAAAGTCTCCAAAAATTGGGTCTTTGCCTGAGATAGATTTGTCTTAAAATTGAAATCATTCACTTATCAGATTTGACCCTTTTTTAAAGCATAACTTTGCTG
1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACGGAAATTCATTAACAAGTGTATATGTTTTCTTTTCAGAGGTTTTTAACCCAGAAACGGACTCTATCTAAACAGAATTTTAACTTTAGTAAGTGAATAGTCTAAACTGGGAAAAAATTTCGTATTGAAACGAC

I . >

LRRK2-201 >

LRRK2-201

TGTAATATTAGACTTATATGTTTTGATTTCCTTCTACAATATCTCTTAACTTTAAGGGACAAAGTGAGCACAGAATTTTTGATGCTTGACATAGTGGACATTTATATTTAAGGAAATTAGGACAAAAATTATTAT
L 1 N 1 M 1 L 1 L 1 L 1 M 1 N 1 M 1 L 1 M 1 N 1 N 1 M

T T T T T T T T T T T T T T
ACATTATAATCTGAATATACAAAACTAAAGGAAGATGTTATAGAGAATTGAAATTCCCTGTTTCACTCGTGTCTTAAAAACTACGAACTGTATCACCTGTAAATATAAATTCCTTTAATCCTGTTTTTAATAATA

__________________________________________________________umws ________________Ppg

LRRK2-201 >

LRRK2-201

AATGTAATCACATTTGAATAAGATTTCCTGTGCATTTTCTGGCAGATACCTCCACTCAGCCATGATTATATACCGAGACCTGAAACCCCACAATGTGCTGCTTTTCACACTGTATCCCAATGCTGCCATCATTGC

TTACATTAGTGTAAACTTATTCTAAAGGACACGTAAAAGACCGTCTATGGAGGTGAGTCGGTACTAATATATGGCTCTGGACTTTGGGGTGTTACACGACGAAAAGTGTGACATAGGGTTACGACGGTAGTAACG

I . >

LRRK2-201 >
, 1985 s s L1990 L L L1995 s s L2000 s s L2005 s L L2010 s %
Y A H S A M 1 1 ¥ R D L K P H N v L L F 5 8 A ¥ P N A A 1 1 A
------------------------------------- ENSE00003681812 >
LRRK2-201

AAAGATTGCTGACTACGGCATTGCTCAGTACTGCTGTAGAATGGGGATAAAAACATCAGAGGGCACACCAGGTAGGTGATCAGGTCTGTCTCATAATTCTATCTTCAGGATGGATAACCACTGACCTCAGATGTG
L 1 L 1 M 1 M 1 L 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 L 1 L

T T T T T T T T T T T T T T
TTTCTAACGACTGATGCCGTAACGAGTCATGACGACATCTTACCCCTATTTTTGTAGTCTCCCGTGTGGTCCATCCACTAGTCCAGACAGAGTATTAAGATAGAAGTCCTACCTATTGGTGACTGGAGTCTACAC

I . >

LRRK2-201 >
L2015 L L L2020 L L L2025 L L L2030 L L 12035
K 1 A D i G ) A Q Y o C R M G 1 K i S E G T P
ENSE00003681812 ---------------------------------------------------.>

LRRK2-201

142,425

142,560

142,695

142,830

142,965

143,100

143,235

143,370

143,505

143,640

143,775



AGTTCAGAAGAGTCAAAAGGAAAACAGAGTCTATCACATTGTGAACAGAGGTTTATTTTGTGAAAAAATGCAAGCATCACATTGTGATTTTTATCATTGTATTTTGTAGGAAAAAAACAATTGATGTAATTTTTC
1 M 1 " 1 M 1 " 1 " 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 " 1

T T T T
TCAAGTCTTCTCAGTTTTCCTTTTGTCTCAGATAGTGTAACACTTGTCTCCAAATAAAACACTTTTTTACGTTCGTAGTGTAACACTAAAAATAGTAACATAAAACATCCTTTTTTTGTTAACTACATTAAAAAG

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGGGCAAAAACTGAATAAAAAGAAGAGAATGTTTGATATCAAGTTATATGTTTTAAAGTTAGATTTGTAGATTCTTTAGATACTCTAGAGGTCATAAAAAGTAACAGCAAAAACTTTAGTCTAGGTATTGTTGGC

TCCCGTTTTTGACTTATTTTTCTTCTCTTACAAACTATAGTTCAATATACAAAATTTCAATCTAAACATCTAAGAAATCTATGAGATCTCCAGTATTTTTCATTGTCGTTTTTGAAATCAGATCCATAACAACCG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACTTGTGAGGCAAATCAAATTCAGGTCCACAAATTCTTTTTCATAATTCTGAAACCCAAAGAACTCTGAAAATCCCAAGATTTTTTAAAAAATGACTAATTTGGTGTCAAAACCTAAGCAAGCTGACTTGTTGCT
1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 . 1 . 1 M 1 . 1 . 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T s T ¥ T ¥ T ¥ T ¥ T
TGAACACTCCGTTTAGTTTAAGTCCAGGTGTTTAAGAAAAAGTATTAAGACTTTGGGTTTCTTGAGACTTTTAGGGTTCTAAAAAATTTTTTACTGATTAAACCACAGTTTTGGATTCGTTCGACTGAACAACGA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TATTACAATCTTTATTTCTCATGCTCAGTGTGAATATGCATACATTTTGCTGCAGAAATATATACATGTTTGAGTACAGGGGGCTGGCCGTGACCCTACTGAGGGTTTCTGTACACATCACTGTCTACCCTGTGG
N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATAATGTTAGAAATAAAGAGTACGAGTCACACTTATACGTATGTAAAACGACGTCTTTATATATGTACAAACTCATGTCCCCCGACCGGCACTGGGATGACTCCCAAAGACATGTGTAGTGACAGATGGGACACC

I . >

LRRK2-201 >

LRRK2-201

AATCTTACCTCCCTTTCTTAGTTCCCAATCCTGAAAAGCAGTTATGGGGCCAGTGCTCTGTACAGACATGTTGTCTCAGACATCAGTTTGAGCAGGAAGTAAATCATTTAGGGGTTGGCATTTGTTTGGAGTGTG
1 M 1 N 1 L 1 L 1 L 1 L 1 L 1 L 1 L 1 M 1 N 1 N 1 L 1

T T T T t T y T t T y T t T
TTAGAATGGAGGGAAAGAATCAAGGGTTAGGACTTTTCGTCAATACCCCGGTCACGAGACATGTCTGTACAACAGAGTCTGTAGTCAAACTCGTCCTTCATTTAGTAAATCCCCAACCGTAAACAAACCTCACAC

[RRK2-201 >

LRRK2-201

GGGAACACTCTATCTTTAGGGAAACTTTATATAGTTAGTTATTTGTAAGTAAAATTACAGGTGGCTATACATCATCTTGCTGATTGCAACTCAATTAAATCACCGTGCCTGGCACAGAAGAAAATATGCTACAGG

CCCTTGTGAGATAGAAATCCCTTTGAAATATATCAATCAATAAACATTCATTTTAATGTCCACCGATATGTAGTAGAACGACTAACGTTGAGTTAATTTAGTGGCACGGACCGTGTCTTCTTTTATACGATGTCC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

ATATCTCACTAGGGAAAAGGTTCTAGTTCGTTTCCTGCGCACTCAACTTTTGTACTTAGATAAGCAAATGGCCCCAGATTCCAATGCCTGGTTTTATTTTTGCTCCAAATACATATATACTCTTTTGTTTTGGAT

TATAGAGTGATCCCTTTTCCAAGATCAAGCAAAGGACGCGTGAGTTGAAAACATGAATCTATTCGTTTACCGGGGTCTAAGGTTACGGACCAAAATAAAAACGAGGTTTATGTATATATGAGAAAACAAAACCTA

I . >

LRRK2-201 >

LRRK2-201

AGTTACATTTTAGAAGTAGACTGTGTATTCTCATAAACACTTCAAAGTGTATGTTCTGGCTGAGAGTGTCTCTGTGTTGTTCAATAATAATAAGACTAATTATCATTTTTTGAGTACCTGCTGTGCGTCAGGCCC
N 1 3 1 M 1 N 1 . 1 M 1 N 1 M 1 M 1 . 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCAATGTAAAATCTTCATCTGACACATAAGAGTATTTGTGAAGTTTCACATACAAGACCGACTCTCACAGAGACACAACAAGTTATTATTATTCTGATTAATAGTAAAAAACTCATGGACGACACGCAGTCCGGG

I . >

TRRKZ-201 >

LRRK2-201

AGTGCCACGTATATTAGAGACAAGATCTCTTATCCTCATGCCAGGGCTGGAAGTTAGCTATTAGTTTCTCATTTGCCAAATGAGAAAACTGAGGCTCAGGGAGATTATGTAACTTGCAGAATATCACTCAGTAAT
1 N 1 i 1 M 1 M 1 N 1 . 1 M 1 i 1 M 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCACGGTGCATATAATCTCTGTTCTAGAGAATAGGAGTACGGTCCCGACCTTCAATCGATAATCAAAGAGTAAACGGTTTACTCTTTTGACTCCGAGTCCCTCTAATACATTGAACGTCTTATAGTGAGTCATTA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TGGCCAAGATAAGAATTCAGTCTAAATGAGAACCAGATCCAGAGATATTTGGCTTTAAATTCTATAGTCTCTCCTAAACCATATGCAACTCTAACATGAAGAAGCTTATTTAATCTTCACTATTAAAAAAGTCAA
M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACCGGTTCTATTCTTAAGTCAGATTTACTCTTGGTCTAGGTCTCTATAAACCGAAATTTAAGATATCAGAGAGGATTTGGTATACGTTGAGATTGTACTTCTTCGAATAAATTAGAAGTGATAATTTTTTCAGTT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AACAAAACAACAGAGCCATGAATAGCAAATATTGTCAATGAGAGGTTTGGAAAAACAGTCTTAAAGGATGAAATTCCATAGACCTGATATATTTCCACCTGGAAAAAGTGGGCATGGGACAGTGATTTTCTCTTG
1 N 1 L 1 M 1 N 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
TTGTTTTGTTGTCTCGGTACTTATCGTTTATAACAGTTACTCTCCAAACCTTTTTGTCAGAATTTCCTACTTTAAGGTATCTGGACTATATAAAGGTGGACCTTTTTCACCCGTACCCTGTCACTAAAAGAGAAC

LRRK2-201 >

LRRK2-201

143,910

144,045

144,180

144,315

144,450

144,585

144,720

144,855

144,990

145,125

145,260



AAAGATCTGCTCATTTTTGTCATGGGACATGAAGGTGGACTGGACCACTCAGTTTCTTCTTTCTGCATCTCCCAACCCAGTCTTTCTGTTCATGGGGTGAAAATCTGTTGTTGAAGCCTTGTCTGCTTAATTGGA
M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
TTTCTAGACGAGTAAAAACAGTACCCTGTACTTCCACCTGACCTGGTGAGTCAAAGAAGAAAGACGTAGAGGGTTGGGTCAGAAAGACAAGTACCCCACTTTTAGACAACAACTTCGGAACAGACGAATTAACCT

T ———— T ——————

LRRK2-201 >

LRRK2-201

CAGTGGATCTCTCGGGTCCCTGTGGGCTGTGCGCTTGTACTTGAGCTCTGCTTCTTCACTCTGTGGTCTAGGCCAGCTAGCAGCCAGCTGAGTTCACCTTGGTTCAGACTCATGGCCTTTCATTTTCAGTATCTG

GTCACCTAGAGAGCCCAGGGACACCCGACACGCGAACATGAACTCGAGACGAAGAAGTGAGACACCAGATCCGGTCGATCGTCGGTCGACTCAAGTGGAACCAAGTCTGAGTACCGGAAAGTAAAAGTCATAGAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ACTTCCTGGTTTTGCTGAAAACCTGTCTAAAATGTAATATCCATCTGATTCTTCATACCAAGCCACACAATTCTTCCTGATCCCTTTTAATCTCCAATATTGAATGGTGGTAACATAAATATGGAGACAGATCAT
N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGAAGGACCAAAACGACTTTTGGACAGATTTTACATTATAGGTAGACTAAGAAGTATGGTTCGGTGTGTTAAGAAGGACTAGGGAAAATTAGAGGTTATAACTTACCACCATTGTATTTATACCTCTGTCTAGTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GTCAGAAACCCAGGGCCTAATCTTTTCTTTTCTGCCTACTCTTCTCACAGGCTGCTTAGTACTTTGTAAGCTTTTTTTTTTTTTCTGGCTGTAACCTAGATTTTCTCTTTATCATTACTCTATTTATTATTGTTA
1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CAGTCTTTGGGTCCCGGATTAGAAAAGAAAAGACGGATGAGAAGAGTGTCCGACGAATCATGAAACATTCGAAAAAAAAAAAAAGACCGACATTGGATCTAAAAGAGAAATAGTAATGAGATAAATAATAACAAT

I . >

LRRK2-201 >

LRRK2-201

GAGCACTTCTGATTATCTCAGCCCTAAACTCTGCCTCCAATTTTAAATAACAATAACTCCCACTCCTGCTAATACTGCTACTACTACTACCATCACCAAACTTTTTCTTCCCCAAAGCAGTTCTGTTTGGGAAGG
L 1 L 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 L 1 N 1 L 1 L

t T t T t T t T t T t T T T
CTCGTGAAGACTAATAGAGTCGGGATTTGAGACGGAGGTTAAAATTTATTGTTATTGAGGGTGAGGACGATTATGACGATGATGATGATGGTAGTGGTTTGAAAAAGAAGGGGTTTCGTCAAGACAAACCCTTCC

[RRK2-201 >

LRRK2-201

AAACAGTTCCCTCTCATACAATTTCAGTTATCTTCTTGTCTTTTCCGTTTAATGAATCTTCCTGTTAATGTTACATCTTTTAACATGGAAACTTCTAGAGAAACAAAAGACGATGGATTTGTTAAACCTTTTGGG

TTTGTCAAGGGAGAGTATGTTAAAGTCAATAGAAGAACAGAAAAGGCAAATTACTTAGAAGGACAATTACAATGTAGAAAATTGTACCTTTGAAGATCTCTTTGTTTTCTGCTACCTAAACAATTTGGAAAACCC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TGTATTTTTATACTAACTCTTACTGCAGCGTGTGCATTATGAGTGTAGGTCCATTACGGCTGTATTAGGAGCAGAACCTTCCAGAGCATGAGCGATGTGCTGGGCTTGTGCTTAGCTCTATCCATGAGTTAAGTA

ACATAAAAATATGATTGAGAATGACGTCGCACACGTAATACTCACATCCAGGTAATGCCGACATAATCCTCGTCTTGGAAGGTCTCGTACTCGCTACACGACCCGAACACGAATCGAGATAGGTACTCAATTCAT

I . >

LRRK2-201 >

LRRK2-201

TCTCAATCCTTAGGACCCTCTGACATATGTGCTATTATTATTTCTAGTCTATAGATACAGAGACTAAAGTTTAGAGAATATAAAAAAACATTTACAAGGTCCTATGGGACAAAAACTGTAGGACAAAATGCAAAC
1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 L 1 L 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AGAGTTAGGAATCCTGGGAGACTGTATACACGATAATAATAAAGATCAGATATCTATGTCTCTGATTTCAAATCTCTTATATTTTTTTGTAAATGTTCCAGGATACCCTGTTTTTGACATCCTGTTTTACGTTTG

I . >

TRRKZ-201 >

LRRK2-201

CCAAGCAGCCTGAGAGCAGAGCTCCTGGTCCAGCACTGTGATAGCTGGGGACGCAGAGACAGAAACAATGCAATTATTGACAGGGACCATGGTGCTGTGTCTGTCCACATTTTGAAGATAATTATGGTTTGGATA
N 1 X 1 M 1 i 1 N 1 N 1 . 1 M 1 M 1 N 1 N 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTTCGTCGGACTCTCGTCTCGAGGACCAGGTCGTGACACTATCGACCCCTGCGTCTCTGTCTTTGTTACGTTAATAACTGTCCCTGGTACCACGACACAGACAGGTGTAAAACTTCTATTAATACCAAACCTAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTTCACCTTTAAATAACTTGGAGAGTTTCAACATTAACTCAGTCAGATGGATACATTTATATCATATCCTGCTGGGAGTGACAGTTAATTCTGGGTCCTATGGCAATTGCACTTTTGACTGAGATGAATGCTGA
1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAGTGGAAATTTATTGAACCTCTCAAAGTTGTAATTGAGTCAGTCTACCTATGTAAATATAGTATAGGACGACCCTCACTGTCAATTAAGACCCAGGATACCGTTAACGTGAAAACTGACTCTACTTACGACT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CTGATGGCTTTAACATTTAACTAATGCGATAGTATTTAACACACCCATATAAATACTATAGTCTTCGGGTAAATAAAATGTTACCGGCTGGACATACATGAATATCTGATGGAGATTATGGAACATACTCTACTC
M 1 N 1 M 1 L 1 L 1 N 1 M 1 L 1 L 1 M 1 M 1 N 1 L 1 L

t T t T t T t T t T t T T T
GACTACCGAAATTGTAAATTGATTACGCTATCATAAATTGTGTGGGTATATTTATGATATCAGAAGCCCATTTATTTTACAATGGCCGACCTGTATGTACTTATAGACTACCTCTAATACCTTGTATGAGATGAG

LRRK2-201 >

LRRK2-201

145,395

145,530

145,665

145,800

145,935

146,070

146,205

146,340

146,475

146,610

146,745



ATACTTCTCTGAAAGTAAAAAATAAAAGATATGTTTCAGTACACAATGTGATATGTACTCAGACTTAATTCATAAATTTCTCTTATCCTTCATCCGTGGATCTTTTCTTTATTTACTTATTGCGTTTGTTAAAAT
1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
TATGAAGAGACTTTCATTTTTTATTTTCTATACAAAGTCATGTGTTACACTATACATGAGTCTGAATTAAGTATTTAAAGAGAATAGGAAGTAGGCACCTAGAAAAGAAATAAATGAATAACGCAAACAATTTTA

T ———— T ——————

LRRK2-201 >

LRRK2-201

GCAGGCTTCTCTGAAAAATTATTTTTAAAAATAGTTTTTAGACAATGAATCATATTTTCTCAAGTATTTTAACATTGTAATCATTATGATAATTATCCAAGGGGAAATTATACTTATTTTTTATTCATTTATTCA

CGTCCGAAGAGACTTTTTAATAAAAATTTTTATCAAAAATCTGTTACTTAGTATAAAAGAGTTCATAAAATTGTAACATTAGTAATACTATTAATAGGTTCCCCTTTAATATGAATAAAAAATAAGTAAATAAGT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTCATTTGGCAACAATACATTGAACATTTACTAAGCATCAAACTGGCTCTACCACTTAATAGTGGCATGATGTTCATCAAGAAATTGTTAGTGCAATCAAGAACACTAGAAATTCATTGGATGAATTTAAAGAAG
1 M 1 M 1 . 1 N 1 M 1 M 1 N 1 . 1 X 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T x T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
AAGTAAACCGTTGTTATGTAACTTGTAAATGATTCGTAGTTTGACCGAGATGGTGAATTATCACCGTACTACAAGTAGTTCTTTAACAATCACGTTAGTTCTTGTGATCTTTAAGTAACCTACTTAAATTTCTTC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTTTTAGAAGGGTATTATATTATAATTGAGGCACTTTATGAATATATAAATAATATTATGTTTTCATGCTAGAGATCATGCCAATGAAGATATTTACTTTGAAAAGGAGAAGATTAGAAGTTTAAAAGCATTTCC
M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAAAATCTTCCCATAATATAATATTAACTCCGTGAAATACTTATATATTTATTATAATACAAAAGTACGATCTCTAGTACGGTTACTTCTATAAATGAAACTTTTCCTCTTCTAATCTTCAAATTTTCGTAAAGG

I . >

LRRK2-201 >

LRRK2-201

ATATTGAAGTAAATATTCATTTCCATATCTTCACAGTTATCTTTCTCTGAGTTCTCTGACTCATTGTGAAAAAAAATCCCAACCTTCTTCACAGCTCTACCATCTTCGGATTGTTGCCTAGAGGGGTAAAAACTA
1 M 1 M 1 M 1 M 1 N 1 L 1 L 1 L 1 L 1 M 1 N 1 N 1 L 1

T T T T t T y T t T y T t T
TATAACTTCATTTATAAGTAAAGGTATAGAAGTGTCAATAGAAAGAGACTCAAGAGACTGAGTAACACTTTTTTTTAGGGTTGGAAGAAGTGTCGAGATGGTAGAAGCCTAACAACGGATCTCCCCATTTTTGAT

[RRK2-201 >

LRRK2-201

TTGTAAAAGGATGTGTGCACTGGATGAGAATTTAGAATTAGACGAAATGACCCCTAGAGTCTTTTCCTGCTTTAAGAGCCTGTGATTCCAAATTCTAACAGTACATTTATCAAGAAAAAATATGCTGAACATTTA

AACATTTTCCTACACACGTGACCTACTCTTAAATCTTAATCTGCTTTACTGGGGATCTCAGAAAAGGACGAAATTCTCGGACACTAAGGTTTAAGATTGTCATGTAAATAGTTCTTTTTTATACGACTTGTAAAT

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

AATAGTTTTTGAATAGTACCTAGATATAATAGATACCTAATAAATGTGCTCAATGAATAATAAATAACTGGTTAAGATTTAAATAAGCCTCCAAAATCTCTTCCACATTCTAAGAAGGGAAGCATAAAGGTTGTT

TTATCAAAAACTTATCATGGATCTATATTATCTATGGATTATTTACACGAGTTACTTATTATTTATTGACCAATTCTAAATTTATTCGGAGGTTTTAGAGAAGGTGTAAGATTCTTCCCTTCGTATTTCCAACAA

I . >

LRRK2-201 >

LRRK2-201

AATGAACTAGTGACTGTGTGGGTAGCTCATTATTTTTAAGTACTCTTGACTTTGCTGTTCATTATCTGTGTGGCCTTAGGAAAATACACACATTTCTGAAAGGATTATGTCGTTTGTAAAATAGAAAGTCCTTAT
N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTACTTGATCACTGACACACCCATCGAGTAATAAAAATTCATGAGAACTGAAACGACAAGTAATAGACACACCGGAATCCTTTTATGTGTGTAAAGACTTTCCTAATACAGCAAACATTTTATCTTTCAGGAATA

I . >

TRRKZ-201 >

LRRK2-201

CTGTCTACCACAGATGATTCTTATGCAAATCAAATGAAATGTTCAATAAGGTGTCTGTAAAATAGTAGAGAGAGATGAATTAGGAGCTATTGTGATTTGTTTACATTATGTCACAGGTGCACTTTATTAGGGATA
1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GACAGATGGTGTCTACTAAGAATACGTTTAGTTTACTTTACAAGTTATTCCACAGACATTTTATCATCTCTCTCTACTTAATCCTCGATAACACTAAACAAATGTAATACAGTGTCCACGTGAAATAATCCCTAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TGTTTTATCTTAATTACACAATTCTTTAACTTAGATTTTGAGAATTATATTATGGTTATATAGGAAAATGCCCTTATTCTAAGGAAATGTATAATATATTTAGGTCTGAAACATTGTATCTGTAACAATATAGTA
M 1 N 1 M 1 i 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAAAATAGAATTAATGTGTTAAGAAATTGAATCTAAAACTCTTAATATAATACCAATATATCCTTTTACGGGAATAAGATTCCTTTACATATTATATAAATCCAGACTTTGTAACATAGACATTGTTATATCAT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TGTAAATTATGCTAATTCACATGATAATTATATGTAATTATATTAATATATTACTATGTATACAATATATTTACATGCATATATGTGGGGAAATGTTATCAGTTAGTGTAGTAGGGGTTATCATACTCAAATTCG
1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
ACATTTAATACGATTAAGTGTACTATTAATATACATTAATATAATTATATAATGATACATATGTTATATAAATGTACGTATATACACCCCTTTACAATAGTCAATCACATCATCCCCAATAGTATGAGTTTAAGC

LRRK2-201 >

LRRK2-201

146,880

147,015

147,150

147,285

147,420

147,555

147,690

147,825

147,960

148,095

148,230



ATGTCTCCATCCTTCCAACTCTTCATGCTTTTCCAGCATGGTGAGGACTGCTGAGCTCCATCTTTTGCTGGTAGTCTCTCTGTCAAATAGAACTGTTTCCAAATTCAGTCATTTGCTCCTTGAAGGCTATGAATT
M 1 M 1 i 1 M 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
TACAGAGGTAGGAAGGTTGAGAAGTACGAAAAGGTCGTACCACTCCTGACGACTCGAGGTAGAAAACGACCATCAGAGAGACAGTTTATCTTGACAAAGGTTTAAGTCAGTAAACGAGGAACTTCCGATACTTAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CATACTTCGTTATATTTTTCTGGCTGCATATTTAAATTACTTTAACAATCATATAAGTTCATTGTAAAAATTTTGGAAATAAAAAGGAAGATAAAATGCACAGATAATTTTAGCAAATGAAATAATAATTATATT

GTATGAAGCAATATAAAAAGACCGACGTATAAATTTAATGAAATTGTTAGTATATTCAAGTAACATTTTTAAAACCTTTATTTTTCCTTCTATTTTACGTGTCTATTAAAATCGTTTACTTTATTATTAATATAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GGGATGTATTTCTTCCTAGATTTTAATTATGTACATTCCCATCAACTTTTTATTTTGAAAATGTTTAAGCCTAAAGAACAGTTGAAAGAGTAGTACAGGCTGGGTGCAGTGGCTCCTGCCTGTAATCCCAACACT
M 1 N 1 N 1 N 1 . 1 M 1 M 1 N 1 N 1 . 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCCTACATAAAGAAGGATCTAAAATTAATACATGTAAGGGTAGTTGAAAAATAAAACTTTTACAAATTCGGATTTCTTGTCAACTTTCTCATCATGTCCGACCCACGTCACCGAGGACGGACATTAGGGTTGTGA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTGGGAGGCCGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCTGTCACTACTAAAAATACAAAAATCAGCTGGGCACGGTGGTGGGCACCTGTAATCCCAGCTAC
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACCCTCCGGCTCCACCCACCTAGTGAACTCCAGTCCTCAAGTTCTGGTCGGACTGGTTGTACCACTTTGGGACAGTGATGATTTTTATGTTTTTAGTCGACCCGTGCCACCACCCGTGGACATTAGGGTCGATG

I . >

LRRK2-201 >

LRRK2-201

TCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTAAGCCAAGATCACACCCCTGCACTCCAGCCTGGGCAAGAGAGTGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGAA
L 1 L 1 L 1 N 1 L 1 N 1 L 1 N 1 M 1 L 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
AGCCCTCCGACTCCGTCCTCTTAGCGAACTTGGGTCCTCCGTCTCCAACGTCATTCGGTTCTAGTGTGGGGACGTGAGGTCGGACCCGTTCTCTCACTCTGAGGTAGAGTTTTTTTTTTTTTTTTTTTTTITTCTT

[RRK2-201 >

LRRK2-201

AGAAAGAGTAGTACAATATACATTCATACTCATATACCCGACGCATAAATTCATTGATTATTTACTTTTTGCCCTACTTGTTCTTTCTTGCTCTCTTTGCGTATGAATGAATCATTGAAATTAAGTTGTAGACAT

TCTTTCTCATCATGTTATATGTAAGTATGAGTATATGGGCTGCGTATTTAAGTAACTAATAAATGAAAAACGGGATGAACAAGAAAGAACGAGAGAAACGCATACTTACTTAGTAACTTTAATTCAACATCTGTA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

CATGCCATATCACCTCTGAACAGTGTGTATATTTCTTTAGAATAAGGATGTTTACTTACATAATCATAATACCATTATCACAGCTAAGAAAATTAATTCAGTTGATTTTTTCCACATATTTGATAACTTTCTGTC

GTACGGTATAGTGGAGACTTGTCACACATATAAAGAAATCTTATTCCTACAAATGAATGTATTAGTATTATGGTAATAGTGTCGATTCTTTTAATTAAGTCAACTAAAAAAGGTGTATAAACTATTGAAAGACAG

I . >

LRRK2-201 >

LRRK2-201

TATCCACGATTATGTCTTACATATTCTTTTAATTTATGTCATAGCATATCATCTTAGAAAGTGATCCCTAAGTTACTGCATGGTATACATTGTTTAACCATTTCCCTTTGTGATTGGATGTCTTTAGGTTGATTA
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 L 1 M 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATAGGTGCTAATACAGAATGTATAAGAAAATTAAATACAGTATCGTATAGTAGAATCTTTCACTAGGGATTCAATGACGTACCATATGTAACAAATTGGTAAAGGGAAACACTAACCTACAGAAATCCAACTAAT

I . >

TRRKZ-201 >

LRRK2-201

TATTTTTATTATTATCACAAATGTTGAAATCACTCTTTTTTTCTGAAGAATTTAAAAGTAATTTATCTGTCTTATGGAATAAAATATTTATTTCCCCTTAAAAGAATTTCAGGCATGAACCCAAGAGAGAAGGCT
M 1 M 1 M 1 N 1 N 1 . 1 i 1 M 1 M 1 N 1 . 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATAAAAATAATAATAGTGTTTACAACTTTAGTGAGAAAAAAAGACTTCTTAAATTTTCATTAAATAGACAGAATACCTTATTTTATAAATAAAGGGGAATTTTCTTAAAGTCCGTACTTGGGTTCTCTCTTCCGA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTTTTTTTGTTTTAGTTGTTGTTTTTATTTTTATTTTTTATTTTTTGGGTAGAAGGAGCAGAGAGACAAGTTCAGGAAATAATGAGAGTGTTAGAATTTTGTTCAGGTTAAAGTGAGTTGGAGTGAAGTTTAGA
1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAAAAAACAAAATCAACAACAAAAATAAAAATAAAAAATAAAAAACCCATCTTCCTCGTCTCTCTGTTCAAGTCCTTTATTACTCTCACAATCTTAAAACAAGTCCAATTTCACTCAACCTCACTTCAAATCT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AATCTCCTTTCTACTCATCTCTCCTGTTTTTAAAACACTGTCCTGGAAATAGTTAATATTAGGAACGAGAAAAATGGTATAGGTTTTCCTAGTACACTTTATTTCTTAATTATGAAATTCTACTTAATAACTTAC
M 1 N 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 N 1 M 1 L

t T t T t T t T t T t T T T
TTAGAGGAAAGATGAGTAGAGAGGACAAAAATTTTGTGACAGGACCTTTATCAATTATAATCCTTGCTCTTTTTACCATATCCAAAAGGATCATGTGAAATAAAGAATTAATACTTTAAGATGAATTATTGAATG

LRRK2-201 >

LRRK2-201

148,365

148,500

148,635

148,770

148,905

149,040

149,175

149,310

149,445

149,580

149,715



CATTGAATGTTTATCCTTATTATCATTCAAGGTAATTTTATTGAAGATTGAAGATATTTATAATAAAGATTGAAGGATTTTATTGTCCTGTGTGGTCAACCTTGGGGGGTGAGATGTTATGAGACAGGACAATTA
1 " 1 " 1 M 1 1 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T
GTAACTTACAAATAGGAATAATAGTAAGTTCCATTAAAATAACTTCTAACTTCTATAAATATTATTTCTAACTTCCTAAAATAACAGGACACACCAGTTGGAACCCCCCACTCTACAATACTCTGTCCTGTTAAT

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATTGACTTGATCAAGGTACCTTGTTATAAAAATAACACAGCCTGGTTTAGAACATCTCTTCCTGACTCTCTTATTTGGCATATAGCCTAAGTGTATGCCTCCTTGGATGTATGAGCCCTGATGTTGGTCATATTT

TAACTGAACTAGTTCCATGGAACAATATTTTTATTGTGTCGGACCAAATCTTGTAGAGAAGGACTGAGAGAATAAACCGTATATCGGATTCACATACGGAGGAACCTACATACTCGGGACTACAACCAGTATAAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTATTTTATCTGCTTACTTTCAGGGTTTCGTGCACCTGAAGTTGCCAGAGGAAATGTCATTTATAACCAACAGGCTGATGTTTATTCATTTGGTTTACTACTCTATGACATTTTGACAACTGGAGGTAGAATAG
1 M 1 M 1 N 1 N 1 . 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
TAATAAAATAGACGAATGAAAGTCCCAAAGCACGTGGACTTCAACGGTCTCCTTTACAGTAAATATTGGTTGTCCGACTACAAATAAGTAAACCAAATGATGAGATACTGTAAAACTGTTGACCTCCATCTTATC

I . >

L[RRK2-201 >

i i 12040 i i 12045 L L i 2850 | i L 12055 i i 12060 i i 12065 i i 12070 i L
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LRRK2-201

TAGAGGGTTTGAAGTTTCCAAATGAGTTTGATGAATTAGAAATACAAGGAAAATTACCTGGTAAGTTCTGTTTTCTCTACAATGAAGATTTTTTTTCTTAATATCAGCAGCTTCATTTTTATTTAATTGTAGTTG
N 1 M 1 N 1 . 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ATCTCCCAAACTTCAAAGGTTTACTCAAACTACTTAATCTTTATGTTCCTTTTAATGGACCATTCAAGACAAAAGAGATGTTACTTCTAAAAAAAAGAATTATAGTCGTCGAAGTAAAAATAAATTAACATCAAC

vz _______________pg

LRRK2-201 >
12075 ! ! L2080 ! ! L2085 ! L 12090 ! s
N £ G L K F P N & F D & L ¥ 1 Q G K L P
] ENSE00003468457 R e e >
LRRK2-201

TATGCTTAATTCCTTAAACAGATGATCATTTTTTTTGTTTAGTGCATAAATATTCTTAAATCTTGTGATATATTAATAAAAATCACCTGAAAAAGGTAGCAGTTTTAGGCTTTTTAAAAAATCCGCAATTAATAT
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
ATACGAATTAAGGAATTTGTCTACTAGTAAAAAAAACAAATCACGTATTTATAAGAATTTAGAACACTATATAATTATTTTTAGTGGACTTTTTCCATCGT CAAAATCCGAAAAATTTTTTAGGCGTTAATTATA

LRRK2-201 >

LRRK2-201

TGGTGTAGTTAATATTATATTTAGAAACATAGAGAAGGAAATTGCTGTTAGAACTCCACATTTGGTGATTTTTAATTTTCATAAAGAATTACTGTGTACTCATTATCCTGGAATGTTTTCGTTTTCTTGGAGTGA
N 1 " 1 N 1 . 1 N 1 M 1 N 1 . 1 N 1 M 1 . 1 M 1 M 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACCACATCAATTATAATATAAATCTTTGTATCTCTTCCTTTAACGACAATCTTGAGGTGTAAACCACTAAAAATTAAAAGTATTTCTTAATGACACATGAGTAATAGGACCTTACAAAAGCAAAAGAACCTCACT

I . >

LRRK2-201 >

LRRK2-201

AATAATTTACATGCAGGAATGGAAGACTGAATGATCTATAATAATAATTTTTCATAAGAATCGGTAAATGTGTATTTAATGTTATCAAAGCTCATTTGGAATGGTTGTCTCATGCTTTCAAGAAATTAGAGGACT

TTATTAAATGTACGTCCTTACCTTCTGACTTACTAGATATTATTATTAAAAAGTATTCTTAGCCATTTACACATAAATTACAATAGTTTCGAGTAAACCTTACCAACAGAGTACGAAAGTTCTTTAATCTCCTGA

I . >

LRRK2-201 >

LRRK2-201

TTGTAATTCATTCCTTAACCATTACTTTAGTTCTCACCACAAAATAACATTTTAAGTTTATTTAGCTCTTTCTCATATTTTCTGCTTTCCCTTTCATTTAAAAAATACTTTTGAGTGTACACAATGTGCCATGTA

AACATTAAGTAAGGAATTGGTAATGAAATCAAGAGTGGTGTTTTATTGTAAAATTCAAATAAATCGAGAAAGAGTATAAAAGACGAAAGGGAAAGTAAATTTTTTATGAAAACTCACATGTGTTACACGGTACAT

o~ __________________Pg

LRRK2-201 >

LRRK2-201
CAGGAAATAGAGCTTTATCTTTTTTGGGTATAACTTCAAGATCATGGCAAAAGAAAACTTATTATTAATTGGATAAACCTTAGATATAATCTAGGTTATTTCCCTTATTTTACTAGTTTTCTAGTGAAAATATTC
1 M 1 M 1 i 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTCCTTTATCTCGAAATAGAAAAAACCCATATTGAAGTTCTAGTACCGTTTTCTTTTGAATAATAATTAACCTATTTGGAATCTATATTAGATCCAATAAAGGGAATAAAATGATCAAAAGATCACTTTTATAAG

LRRK2-201 >

LRRK2-201

AGGTCTCTGCTGGGTACAGTGGCTTACGCCTGTAATCCCAGCACTTTGGGAGGCCCAGGCAGGCAGATCACTTGAGGCCAGGAGCTGGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATAC
N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TCCAGAGACGACCCATGTCACCGAATGCGGACATTAGGGTCGTGAAACCCTCCGGGTCCGTCCGTCTAGTGAACTCCGGTCCTCGACCTCTGGTCGGACCGGTTGTACCACTTTGGGACAGAGATGATTTTTATG

I . >

LRRK2-201 >

I L T T

LRRK2-201

AAAAAGTAGCTGGGCATGGTGGCATGTGCGTGTAGTCCCAGCTACCAAGGAGGCTGAGGCACGAGAATAGCTTGAACCTGGGAGGTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTAAGCAACAAAGT
1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TTTTTCATCGACCCGTACCACCGTACACGCACATCAGGGTCGATGGTTCCTCCGACTCCGTGCTCTTATCGAACTTGGACCCTCCAACGTCACTCGGCTCTAACGCGGTGACGTGAGGTCGGATTCGTTGTTTCA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

149,850

149,985

150,120

150,255

150,390

150,525

150,660

150,795

150,930

151,065

151,200



GAGACTCCATCTTAAAAAAAAAAATTCAGTTCTGTGTTCTGCATCAACCAGAATAAGCTACGCCTCTTATAAAAAACAAATGTGCACAAACCATCTGTGAGGACATAAGGATTAAATGCTTGCTTACTTTGAGTA
M 1 M 1 " 1 " 1 M 1 i 1 " 1 M 1 M 1 M 1 M 1 N 1 " 1 M

+ T T t T + T t
CTCTGAGGTAGAATTTTTTTTTTTAAGTCAAGACACAAGACGTAGTTGGTCTTATTCGATGCGGAGAATATTTTTTGTTTACACGTGTTTGGTAGACACTCCTGTATTCCTAATTTACGAACGAATGAAACTCAT

T ———— T ——————

LRRK2-201 >

LRRK2-201

TTAAAATAAAAAGTAGAAGCTTTATTATATGAGTAAAAGTGTTTCCAAAGTCTATTTGAAATGCAGGTACAGAATGAAAATCTGTTATTTTATTAAATCGTTATTTGGGTCTCTTTTTATTCCATAAAAAAAAAA

AATTTTATTTTTCATCTTCGAAATAATATACTCATTTTCACAAAGGTTTCAGATAAACTTTACGTCCATGTCTTACTTTTAGACAATAAAATAATTTAGCAATAAACCCAGAGAAAAATAAGGTATTTTTTTTTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TCTTTTCCACATCTCTTAGTGGAGATCAAGTTAACAAAATTAGCTTTAATTTTGTGACAAGTAAATTTACATAAATATAGGATTATGGAGATAATATTTTTCTTTGCAATGTCTGGACCTTTTATAAACATTGAG
M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAAAAGGTGTAGAGAATCACCTCTAGTTCAATTGTTTTAATCGAAATTAAAACACTGTTCATTTAAATGTATTTATATCCTAATACCTCTATTATAAAAAGAAACGTTACAGACCTGGAAAATATTTGTAACTC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AGGAAATATAACCATTCTTACTTATTTAGTATGCTAGCATGATGTTTTTTAATGTTTTAGATCCAGTTAAAGAATATGGTTGTGCCCCATGGCCTATGGTTGAGAAATTAATTAAACAGTGTTTGAAAGAAAATC
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCCTTTATATTGGTAAGAATGAATAAATCATACGATCGTACTACAAAAAATTACAAAATCTAGGTCAATTTCTTATACCAACACGGGGTACCGGATACCAACTCTTTAATTAATTTGTCACAAACTTTCTTTTAG

I . >

LRRK2-201 >
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------------------------------------------------- ENSE00003565286 >

LRRK2-201

CTCAAGAAAGGCCTACTTCTGCCCAGGTATTCTTAAAGTTTTGTTAATATTTTGTACAGAACATCATTTGCATATATGCATATATATATAATCTTCAAATATATATACTTAAACACATAAACACACAGAGACAGA
. 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 . 1 N 1 N 1 .
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GAGTTCTTTCCGGATGAAGACGGGTCCATAAGAATTTCAAAACAATTATAAAACATGTCTTGTAGTAAACGTATATACGTATATATATATTAGAAGTTTATATATATGAATTTGTGTATTTGTGTGTCTCTGTCT

I . R >

[RRK2-201 >
12120 i i 2125 i
P Q E R P i = A Q
‘ ENSE00003565286 LI Il I I I el >
LRRK2-201

ATTAAAAATAGTTATAAGGCAAACCTCCTATAATTTTCACCATCCCAGGCACAAAAAAAGGACATTGCCAAAACCTCACATGCTCCCATATGCCTGTCTCCTCTTCTCTTCTTTGAAATGCCTGCCCATTATTTT
1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 i 1 X 1 M 1 M 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TAATTTTTATCAATATTCCGTTTGGAGGATATTAAAAGTGGTAGGGTCCGTGTTTTTTTCCTGTAACGGTTTTGGAGTGTACGAGGGTATACGGACAGAGGAGAAGAGAAGAAACTTTACGGACGGGTAATAAAA

I . >

LRRK2-201 >

LRRK2-201

GCCCATTTTTCTGTTGACTCTTTTGCCTACAAATCAAATCAGAAAAAAATTTTTATATATAACATACTAATCCTTTCTTGGTTTTATATGTTGCAATTTCTTTTTCGAGCTGGTGGCTTGCTTTTTAAATTTCTT

CGGGTAAAAAGACAACTGAGAAAACGGATGTTTAGTTTAGTCTTTTTTTAAAAATATATATTGTATGATTAGGAAAGAACCAAAATATACAACGTTAAAGAAAAAGCTCGACCACCGAACGAAAAATTTAAAGAA

I . >

TRRKZ-201 >

LRRK2-201

GTAGGGTGCCCGTTAATGAATGGAATTTCTTAATTTTAATATATATAAATTTAACAATTCTTCTTTTTCCTTCTTTTCCTGGTTATTCCTATTTGGTCCTGTTGTAGAGCCCATCTTTCTTTTAGAGCTACAAAA

CATCCCACGGGCAATTACTTACCTTAAAGAATTAAAATTATATATATTTAAATTGTTAAGAAGAAAAAGGAAGAAAAGGACCAATAAGGATAAACCAGGACAACATCTCGGGTAGAAAGAAAATCTCGATGTTTT

o~ __________________Pg

[RRK2-201 >

LRRK2-201

ATATTTACCTGCAATTTCTTCAAACATTTTAAAAGTTTGCTTTTGACAAGATTTTAATCCATTGGAATTGACATTTTTATCTGTATCCCATTCCTTTTTTTAATGTGGAAGACTAATTTTTTCAGGTTGATTTAC
1 1 1 1 1 1 1 1 1 1 1 1 1

TATAAATGGACGTTAAAGAAGTTTGTAAAATTTTCAAACGAAAACTGTTCTAAAATTAGGTAACCTTAACTGTAAAAATAGACATAGGGTAAGGAAAAAAATTACACCTTCTGATTAAAAAAGTCCAACTAAATG

I . >

LRRK2-201 >

LRRK2-201

TAAATGGCTTCTCCCCTTTTGTCCCATAGATCTGATGTGTCCATTTTGTAATTTATTAAAGATAATGTGCATATCCACGTGTACACTGTCTTCCACTGATCAACTCATTTATTTTTCCTCCAGTATTACCCTGTC
1 M 1 M 1 . 1 M 1 X 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATTTACCGAAGAGGGGAAAACAGGGTATCTAGACTACACAGGTAAAACATTAAATAATTTCTATTACACGTATAGGTGCACATGTGACAGAAGGTGACTAGTTGAGTAAATAAAAAGGAGGTCATAATGGGACAG

I . >

LRRK2-201 >

I L T T

LRRK2-201

TTAATTCCTGTAGCTTTATAATGATCTCCTCTCCCTATTTATTTTTCTCATCCAGGAATATTTTAACCAGTCTTAGGCTTAGCTTTTCTATATAAAATTTAGAATCATGCTGTCAAATCTTATGAAAAACCACAT
M 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AATTAAGGACATCGAAATATTACTAGAGGAGAGGGATAAATAAAAAGAGTAGGTCCTTATAAAATTGGTCAGAATCCGAATCGAAAAGATATATTTTAAATCTTAGTACGACAGTTTAGAATACTTTTTGGTGTA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

151,335

151,470

151,605

151,740

151,875

152,010

152,145

152,280

152,415

152,550

152,685



TGTCGTTTGGATTGGTCTTGGATTGAATATGTTGACAATCTGGAGATGATATCCTTATGATATTAAGTCTTTGTATTCTTTTTCTTATTTATTTATTTATTTAGAGGCAGGGTCTCACTCTGTCACCCAGGCTGG
1 M 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1

T T T T
ACAGCAAACCTAACCAGAACCTAACTTATACAACTGTTAGACCTCTACTATAGGAATACTATAATTCAGAAACATAAGAAAAAGAATAAATAAATAAATAAATCTCCGTCCCAGAGTGAGACAGTGGGTCCGACC

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGTGCTGGAGTGCAGTGGCAGGATCACAGCTCAATGCAGCTTTGACCTCCTGGGCTCAAGTGATCCTGTCGCCTCAGTCTCCATCAGCCAATTGTGTGCCACCAGACCTGGTTAACTTTTCCTTTAATTTTTTTG

TCACGACCTCACGTCACCGTCCTAGTGTCGAGTTACGTCGAAACTGGAGGACCCGAGTTCACTAGGACAGCGGAGTCAGAGGTAGTCGGTTAACACACGGTGGTCTGGACCAATTGAAAAGGAAATTAAAAAAAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TAGAGAAAGGGTCTCACTCTGTTGCCCAGGCTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCCGCCTAGGCCTCCCAAAGTGCATGAGCAACTGCACCTGGCCAAGTCTTCCTATTCTGGAATGGCATGAATT
1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 . 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
ATCTCTTTCCCAGAGTGAGACAACGGGTCCGACCAGAACTTGAGGACCGGAGTTCGTTAGGAGGGCGGATCCGGAGGGTTTCACGTACTCGTTGACGTGGACCGGTTCAGAAGGATAAGACCTTACCGTACTTAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTCTCTGTTTACTTAGGTCTTCTCAAGCGTCTTTCAATAAAGTTTTGTAATGCTACATACAGGTCTTGCATATCTTTTGCTGGATTTTCTTGCTGCAAATTGCTTTAAATGCAGTTCATGGCTTGAGATTTGTTT
N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAGAGACAAATGAATCCAGAAGAGTTCGCAGAAAGTTATTTCAAAACATTACGATGTATGTCCAGAACGTATAGAAAACGACCTAAAAGAACGACGTTTAACGAAATTTACGTCAAGTACCGAACTCTAAACAAA

I . >

LRRK2-201 >

LRRK2-201

TTTAACTGCCCAGTTAACGTAAATCTGGTCTATGAATTGTATTGACAACAAGCTTGTGAGTAGCAATTTTTCAGCAACCTTTTGCTCCCTCTCCCCGCTCCCTGCACAGTCCCAGAACAACTTTCCTTATATACC
1 M 1 M 1 L 1 M 1 N 1 L 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1

T T T T t T y T t T y T t T
AAATTGACGGGTCAATTGCATTTAGACCAGATACTTAACATAACTGTTGTTCGAACACTCATCGTTAAAAAGTCGTTGGAAAACGAGGGAGAGGGGCGAGGGACGTGTCAGGGTCTTGTTGAAAGGAATATATGG

[RRK2-201 >

LRRK2-201

AATGAAGGTGGAAATGTGGACAGGTTGATTTCTCCTTCTTGTTTATGCTGAATATGCAGTCCTTTGGGGTCCCAGCTTTATAGGTACAGTCCCTTTACTAAGACTGTCTATCTTGGGAAGGCCCTAGACTCCAAC

TTACTTCCACCTTTACACCTGTCCAACTAAAGAGGAAGAACAAATACGACTTATACGTCAGGAAACCCCAGGGTCGAAATATCCATGTCAGGGAAATGATTCTGACAGATAGAACCCTTCCGGGATCTGAGGTTG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTCTCTCCCATGGGCCCCACAAAGCATCCAAGAGTATACATTTATATTATCTCACTTTGTCTTGGCAGACAAATGTCTTCAGGGCAAGTCTGGCTTTAGGGGTCCACTGACCTCTCTGGTTTCTGTCTCTCACTG

AAGAGAGGGTACCCGGGGTGTTTCGTAGGTTCTCATATGTAAATATAATAGAGTGAAACAGAACCGTCTGTTTACAGAAGTCCCGTTCAGACCGAAATCCCCAGGTGACTGGAGAGACCAAAGACAGAGAGTGAC

I . >

LRRK2-201 >

LRRK2-201

TGATTTCGGCCTGATAATTCCTTATGGTGTCAGATCTTCAATGTTTTTAATACATTGTTTTTAAAAAAATCATTTAGCATTTTAAATTGTTTTTAGTTGGAAGATTTGCCCAAGTAACCTTGTCCACCATATTAT
M 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 . 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACTAAAGCCGGACTATTAAGGAATACCACAGTCTAGAAGTTACAAAAATTATGTAACAAAAATTTTTTTAGTAAATCGTAAAATTTAACAAAAATCAACCTTCTAAACGGGTTCATTGGAACAGGTGGTATAATA

I . >

TRRKZ-201 >

LRRK2-201

CTGAAAGAGAACTCTTGTCATGTTTTACACTGATACACATTTTAATAAATGTGGGTTATCTTTATGTTGTGAGCTCTTGATTTGGTATTATAATTAATTGGAAAAGTTTTAACTTTAAGTATTCTGATCAAAATA
1 N 1 . 1 N 1 M 1 M 1 N 1 M 1 i 1 N 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GACTTTCTCTTGAGAACAGTACAAAATGTGACTATGTGTAAAATTATTTACACCCAATAGAAATACAACACTCGAGAACTAAACCATAATATTAATTAACCTTTTCAAAATTGAAATTCATAAGACTAGTTTTAT

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

GTCAAGTACAACTATAATGACTTTATCAAATATTACATAATTTTTCTTCTACTTGGTTTACTTGTTTTTTAATTTAGGTTACCATCAATGTTAGTCACATGAACTTTTATATTTATGTCCACAGTAAAAATTTTT
N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAGTTCATGTTGATATTACTGAAATAGTTTATAATGTATTAAAAAGAAGATGAACCAAATGAACAAAAAATTAAATCCAATGGTAGTTACAATCAGTGTACTTGAAAATATAAATACAGGTGTCATTTTTAAAAA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

CATAGCTTGTTGTTTTTCTTTCTTGTTTTTTCATTTTCAATTATACTTCACCTATACTTAACAGAATACTTAACAAATATGTATATATATGACAATATTAAAAAGCTTAGACATACTTATTTTATGTTTAAAATA
1 M 1 M 1 M 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 L 1 M 1 N 1

T T T T t T y T t T y T ¥ T
GTATCGAACAACAAAAAGAAAGAACAAAAAAGTAAAAGTTAATATGAAGTGGATATGAATTGTCTTATGAATTGTTTATACATATATATACTGTTATAATTTTTCGAATCTGTATGAATAAAATACAAATTTTAT

LRRK2-201 >

LRRK2-201

152,820

152,955

153,090

153,225

153,360

153,495

153,630

153,765

153,900

154,035

154,170



TAACATATACTAGGCAAGACAGGAAAACTCATCACTTTTATGAAATGAGGCACAGACAGAGTAATGGGCTTTCTTGGTGTCTCCTGAGTGGCGGGCAGGTGGCCATGTCACAGCTCTAATCCCAGTTTCCTGACT
M 1 M 1 i 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
ATTGTATATGATCCGTTCTGTCCTTTTGAGTAGTGAAAATACTTTACTCCGTGTCTGTCTCATTACCCGAAAGAACCACAGAGGACTCACCGCCCGTCCACCGGTACAGTGTCGAGATTAGGGTCAAAGGACTGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

TCTGGTTCTGTTTTCTTACGGTGCCTTCACACTGTCTCTCCAGATCAAAAACAGAATCTAGAGATGACTTCTAAATTTTGTTACCAAAGACTGAAATTCCTGTTCCTTTCAACTACTAGAAGCTCAACTAAATTG
1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T
AGACCAAGACAAAAGAATGCCACGGAAGTGTGACAGAGAGGTCTAGTTTTTGTCTTAGATCTCTACTGAAGATTTAAAACAATGGTTTCTGACTTTAAGGACAAGGAAAGTTGATGATCTTCGAGTTGATTTAAC

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

TTGGCCCAAGGGTTTTTCTCTCACTGGCGGTGGCTCTGCAATATAGAATTGCATGCAGAGTACCTCCTGACTCCGCTAAAATCCTGTTTAATTGACCCTTGAGATTTTCTTTTCAAGTTAAAAAAAATACTACAC
M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AACCGGGTTCCCAAAAAGAGAGTGACCGCCACCGAGACGTTATATCTTAACGTACGTCTCATGGAGGACTGAGGCGATTTTAGGACAAATTAACTGGGAACTCTAAAAGAAAAGTTCAATTTTTTTTATGATGTG

- _____________________pg

LRRK2-201 >

LRRK2-201

ATACCAAAGAGTATCAAGCACAGTTTAAAAATACATATTTGTCTTTTCATGTAATTTTATTTGTAGTTTAGATTACTAATCTTGGTGATCTAGTTGGGTTCCAGTTTAACAGTTTTAGGTTTTGCTTGACAGAGC
1 N 1 + 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TATGGTTTCTCATAGTTCGTGTCAAATTTTTATGTATAAACAGAAAAGTACATTAAAATAAACATCAAATCTAATGATTAGAACCACTAGATCAACCCAAGGTCAAATTGTCAAAATCCAAAACGAACTGTCTCG

- _________________________________pg

LRRK2-201 >

LRRK2-201

TATAACACTTCAGTCTATATTTGATTTTTCAAGGGAAATGAGTTAACTCGATAAGTACTGTTTTGTTATCTTTAAACTTTCTCAGGTCTTTGACATTTTGAATTCAGCTGAATTAGTCTGTCTGACGAGACGCAT
+ 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 + 1 M 1 N 1 + 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATATTGTGAAGTCAGATATAAACTAAAAAGTTCCCTTTACTCAATTGAGCTATTCATGACAAAACAATAGAAATTTGAAAGAGTCCAGAAACTGTAAAACTTAAGTCGACTTAATCAGACAGACTGCTCTGCGTA

T ——————S————. >

[RRK2-201 >
n 2130 n n L2135 n n L2140 n n n
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-------------------------------------------------------------------- ENSE00003553579 >

LRRK2-201

TTTATTACCTAAAAACGTAATTGTTGAATGCATGGTTGCTACACATCACAACAGCAGGAATGCAAGCATTTGGCTGGGCTGTGGGCACACCGACAGAGGACAGCTCTCATTTCTTGACTTAAATACTGAAGGATA
1 s f A ! M 1 s f A ! N f s Il N ! M f s Il N ! N f s f
T T T T T T T T T T T T T T + T t T y T + T + t t

T T
AAATAATGGATTTTTGCATTAACAACTTACGTACCAACGATGTGTAGTGTTGTCGTCCTTACGTTCGTAAACCGACCCGACACCCGTGTGGCTGTCTCCTGTCGAGAGTAAAGAACTGAATTTATGACTTCCTAT

- ________________________pg

LRRK2-201 >
2145 M 2150 M 215 M 2160 M 2155 M 2170 M 2175 M 2180 M 2155 N
ENSE0000355J57Q >
LRRK2-201

CACTTCTGAGGTAAATCCAAATGCTCTTTAAATCTTTCATAATTTAAAGCATATACCATTTGGAAAGTTACTTAGGAATAAATTAAATAAGAGCCAATGTAGGATTATTATTCAATTAGCCTTCTGTTAGAACAA
M 1 M 1 M 1 M 1 M 1 N 1 + 1 M 1 N 1 M 1 M 1 N 1 M 1 M

T T T T T T T T T T
GTGAAGACTCCATTTAGGTTTACGAGAAATTTAGAAAGTATTAAATTTCGTATATGGTAAACCTTTCAATGAATCCTTATTTAATTTATTCTCGGTTACATCCTAATAATAAGTTAATCGGAAGACAATCTTGTT

- ___________________________________pg

LRRK2-201 >
2190 , .
----------------------------------------------------------------------------------------------------- >
LRRK2-201

GAGTATTCAAGAGCAAATGTGTTTTGCTTTAGAATCACAGCATATGTCTTAGCTCAGGGTCCCTAGAAACAGAGCCTGAGATGGGTTATCTTGCACAAGTGATTTAAGGAAAGAGAATCTTAGAGAGAAGTAGAG
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 + 1 M 1 N 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
CTCATAAGTTCTCGTTTACACAAAACGAAATCTTAGTGTCGTATACAGAATCGAGTCCCAGGGATCTTTGTCTCGGACTCTACCCAATAGAACGTGTTCACTAAATTCCTTTCTCTTAGAATCTCTCTTCATCTC

- ___________________________________pg

LRRK2-201 >

LRRK2-201

GAAGCCAGAAAGGGCAGAGGAAAAAGCTCAGCAGAAATGTGGTTTCTGAAGAGGTCCAGCCTCAGTCTCTGCCCACAAGGAGCTCTGGAATATGAATAGGAGCACAGAATTTTCCCACTGCCAGGCAAGGGAGCC
M 1 M 1 f 1 + 1 M 1 M 1 M 1 N 1 M 1 + 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTCGGTCTTTCCCGTCTCCTTTTTCGAGTCGTCTTTACACCAAAGACTTCTCCAGGTCGGAGTCAGAGACGGGTGTTCCTCGAGACCTTATACTTATCCTCGTGTCTTAAAAGGGTGACGGTCCGTTCCCTCGG

- _____________________pg

LRRK2-201 >

LRRK2-201

AGTCTTTCATTCTCACATATTGTTCAGTCATTGGCTGCAATCTGCTGGGAGGTGGGGGTAGTGTAACTTTCAAGGCATTTCTGGGCAAGCTGCCTCCTGTCATCTGAGGGTATTCTGTGATAAATAGCACATCTC

TCAGAAAGTAAGAGTGTATAACAAGTCAGTAACCGACGTTAGACGACCCTCCACCCCCATCACATTGAAAGTTCCGTAAAGACCCGTTCGACGGAGGACAGTAGACTCCCATAAGACACTATTTATCGTGTAGAG

T —————————————T N ——" >

LRRK2-201 >

LRRK2-201

TGAACTATAGTAGCCAACACTCAGGGTAGCTGGGGATGGCGTACCTGATGGATAAAGGAGATCTGGACATGGCTCCTAAAAGTGGATCAATACATTGTGTTGGCAAATATAAGATAAGTTTCTAGACTTCAAAGA
M 1 M 1 M 1 M 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
ACTTGATATCATCGGTTGTGAGTCCCATCGACCCCTACCGCATGGACTACCTATTTCCTCTAGACCTGTACCGAGGATTTTCACCTAGTTATGTAACACAACCGTTTATATTCTATTCAAAGATCTGAAGTTTCT

T —————————————

LRRK2-201 >

LRRK2-201

154,305

154,440

154,575

154,710

154,845

154,980

155,115

155,250

155,385

155,520

155,655



CAACCTAGTATTTTGACTGCTGCCTGAAGATAAATATTGTGCCTCAACATTAGTTCTGAGGTTAAACAATCTTTTTTTTTTAATTGATCATTCTTGGGTGTTTCTCGCAGAGGGGGATTTGGCAGGGTCATAGGA
1 N 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 1 1

T T T T
GTTGGATCATAAAACTGACGACGGACTTCTATTTATAACACGGAGTTGTAATCAAGACTCCAATTTGTTAGAAAAAAAAAATTAACTAGTAAGAACCCACAAAGAGCGTCTCCCCCTAAACCGTCCCAGTATCCT

T ———— T ——————

LRRK2-201 >

LRRK2-201

CAATAATGGAGGGAAGGTCAGCAGATAAACAAGTGAACAAAGGTCTCTGGTTTTCCTAGGCAGAGGACCCTGCGGCCTTCCGTAGTGTTTGTGTCCCTGGGTACTTGAGATTAGGGAGTAGTGATGACTCTTAAC

GTTATTACCTCCCTTCCAGTCGTCTATTTGTTCACTTGTTTCCAGAGACCAAAAGGATCCGTCTCCTGGGACGCCGGAAGGCATCACAAACACAGGGACCCATGAACTCTAATCCCTCATCACTACTGAGAATTG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

GAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCGCCCTTAATCCATTTAACCCTGAGTGGACACAGCACATGTTTCAGAGAGCACCGGGTTGGGGGCAAGGTCATAGATCAACAGCATCCC
1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 . 1 M 1

T ¥ T ¥ T . T . T . T . T ¥ T 4 T . T ¥ T ¥ T ¥ T . T
CTCGTACGACGGAAGTTCGTAGACAAATTGTTTCGTGTAGAACGTGGCGGGAATTAGGTAAATTGGGACTCACCTGTGTCGTGTACAAAGTCTCTCGTGGCCCAACCCCCGTTCCAGTATCTAGTTGTCGTAGGG

I . >

LRRK2-201 >

L L L T T

LRRK2-201

AAGGCAGAAGAATTTTTCTTAGTACAGAACAAAATGGAGTCTCCTATGTCTACTTCTTTCTACACAGACACAGCAACAATCTGATTTCTGTATCTTTTCCCCACATTTCCCCCTTTTCTACTCGACAAAACCGCC
N 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTCCGTCTTCTTAAAAAGAATCATGTCTTGTTTTACCTCAGAGGATACAGATGAAGAAAGATGTGTCTGTGTCGTTGTTAGACTAAAGACATAGAAAAGGGGTGTAAAGGGGGAAAAGATGAGCTGTTTTGGCGG

I . >

LRRK2-201 >

LRRK2-201

AACGTCATCATGGCCTGTTCTCAATGAGCTGCTGGGTACACCTCCCAGACGGGGTGGCAGCCGGGCAGAGGGGCTCCTCACTTCCCAGAAGGGGCGGCCGGGCAGAGGCGCCCCCCACCTCCCAGACGGGGCGGC
1 N 1 N 1 M 1 L 1 L 1 L 1 M 1 L 1 L 1 N 1 N 1 M 1 L 1

T T T T t T t T t T y T t T
TTGCAGTAGTACCGGACAAGAGTTACTCGACGACCCATGTGGAGGGTCTGCCCCACCGTCGGCCCGTCTCCCCGAGGAGTGAAGGGTCTTCCCCGCCGGCCCGTCTCCGCGGGGGGTGGAGGGTCTGCCCCGCCG

[RRK2-201 >

LRRK2-201

GGCCGGGCGGGGGCTGCCCCCCACCTCCCGGATGGGGTGGCTGCCCAGCGGAGACGCTCCTCACTTCCCAGACGGGGCGGCTGCTGGGCGGAGGGGCTCCTCACTTCTCCGACGGGGCGGCTGCTGGGCGGAGGG

CCGGCCCGCCCCCGACGGGGGGTGGAGGGCCTACCCCACCGACGGGTCGCCTCTGCGAGGAGTGAAGGGTCTGCCCCGCCGACGACCCGCCTCCCCGAGGAGTGAAGAGGCTGCCCCGCCGACGACCCGCCTCCC

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

GCTCCTCACTTCTCAGACGGGGCAGCTGCCAGGCAAAGGGGCTCCTCACTTCTCAGACGGGGCGGCTGCCGGGCAGAGGGACTCCTCACTTCTCAGACAGGGCGGCCAGGCAGAGATGCTCCTCACCTCCCAGAC

CGAGGAGTGAAGAGTCTGCCCCGTCGACGGTCCGTTTCCCCGAGGAGTGAAGAGTCTGCCCCGCCGACGGCCCGTCTCCCTGAGGAGTGAAGAGTCTGTCCCGCCGGTCCGTCTCTACGAGGAGTGGAGGGTCTG

I . >

LRRK2-201 >

LRRK2-201

AGGGTTGCGGCCGGGCATAGGCTCTCCTCACATCCCAGACGGGGCGGCAGGGCAGAGGCGCTCCCCACATCTCAGACAATGGGCGGCCGGGCAGAGCCGCTCATCACTTCCTAGACGGGATGGCGGCCGGGAAGA
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 . 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCCCAACGCCGGCCCGTATCCGAGAGGAGTGTAGGGTCTGCCCCGCCGTCCCGTCTCCGCGAGGGGTGTAGAGTCTGTTACCCGCCGGCCCGTCTCGGCGAGTAGTGAAGGATCTGCCCTACCGCCGGCCCTTCT

I . >

TRRKZ-201 >

LRRK2-201

GGCGCTCCTCATTTCCCAGACTGGGCAGCCGGGCAGAGGGGGCTCCTCACATCCCAGACGATGGGCGGCCAGGCAGAGACGCTCCTCACTTCCCAGACGGGGTGGCGGCCGGGCAGAGGCTGCAATCTCGGCACT
1 M 1 i 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCGCGAGGAGTAAAGGGTCTGACCCGTCGGCCCGTCTCCCCCGAGGAGTGTAGGGTCTGCTACCCGCCGGTCCGTCTCTGCGAGGAGTGAAGGGTCTGCCCCACCGCCGGCCCGTCTCCGACGTTAGAGCCGTGA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTGGGAGGCCAAGGCAGGCGGCTGGGAGGTGGAGGTTGTAGGTAGCCAAGATCACGCCACTGCACTCCAGCCTGGGCAACTTTGAGCACTGAGTGAACGAGACTCCGTCTGCAATCCCGGCACCTCGGGAGGCCG
N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACCCTCCGGTTCCGTCCGCCGACCCTCCACCTCCAACATCCATCGGTTCTAGTGCGGTGACGTGAGGTCGGACCCGTTGAAACTCGTGACTCACTTGCTCTGAGGCAGACGTTAGGGCCGTGGAGCCCTCCGGC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AGGCTGGCAGATCACTCGCGGTTAGGAGCTGGAGACCAGCCCGGCCAACACAGCGAAACCCCGTCTCCACCAAAAAAATATGAAAACCAGTCAGGCGTGGCGGCGCACGCCTGCAATGGCAGGCACTCTGCAGGC
1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 N 1 L 1 L 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
TCCGACCGTCTAGTGAGCGCCAATCCTCGACCTCTGGTCGGGCCGGTTGTGTCGCTTTGGGGCAGAGGTGGTTTTTTTATACTTTTGGTCAGTCCGCACCGCCGCGTGCGGACGTTACCGTCCGTGAGACGTCCG

LRRK2-201 >

LRRK2-201

155,790

155,925

156,060

156,195

156,330

156,465

156,600

156,735

156,870

157,005

157,140



TGAGGCAGGAGAATCAGGCAGGGAGGTTGCAGTGAGCCGAGATGGCAGCAGTACAGCCCAGCTTCGGCTCGGCATCAGAGGGAGACGGTGGAAAGAGAGGGAGAGGGAGACCATGGGGAGAGGGAGACGGAGAGG
M 1 M 1 M 1 M 1 M 1 N 1 M 1 " I N 1 M 1 M 1 M 1 M 1 "

+ T T t T + T t
ACTCCGTCCTCTTAGTCCGTCCCTCCAACGTCACTCGGCTCTACCGTCGTCATGTCGGGTCGAAGCCGAGCCGTAGTCTCCCTCTGCCACCTTTCTCTCCCTCTCCCTCTGGTACCCCTCTCCCTCTGCCTCTCC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GAGAGGGAGAGGAACAATCTTCTTATATGGTTTGAAGGAATGAGAATTCACACTGAAAAATAATTTTTAATTTTAGTTTCAGATGTCATCTTGATAGGCAAAACTTGTCTGCCAATTAACTCATTTATTGCTGAA

CTCTCCCTCTCCTTGTTAGAAGAATATACCAAACTTCCTTACTCTTAAGTGTGACTTTTTATTAAAAATTAAAATCAAAGTCTACAGTAGAACTATCCGTTTTGAACAGACGGTTAATTGAGTAAATAACGACTT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AATTAAATAAAATTGGCATTGTTTTTAAAAGTAATGCAAGAAAGCAAAAAGAGTTATGTTGATAACAGAATCCTTTATTCTGTACAAGTTCTAGTTGCTTAAGCTTAAATCAAATCCTGCTAAGTATATTTTCTT
N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTAATTTATTTTAACCGTAACAAAAATTTTCATTACGTTCTTTCGTTTTTCTCAATACAACTATTGTCTTAGGAAATAAGACATGTTCAAGATCAACGAATTCGAATTTAGTTTAGGACGATTCATATAAAAGAA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TTCTTAACAGGAAGTTGCTGATAGTAGAATATTGTGCTTAGCCTTGGTGCATCTTCCTGTTGAAAAGGAAAGCTGGATTGTGTCTGGGACACAGTCTGGTACTCTCCTGGTCATCAATACCGAAGATGGGAAAAA
1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGAATTGTCCTTCAACGACTATCATCTTATAACACGAATCGGAACCACGTAGAAGGACAACTTTTCCTTTCGACCTAACACAGACCCTGTGTCAGACCATGAGAGGACCAGTAGTTATGGCTTCTACCCTTTTT

I . >

LRRK2-201 >
s L2195 s L L2200 L L L2205 L s L2210 s s L2215 s s L2220 s s L2225 s s L2230 s L i
E \4 A D S R 1 L C L A [ X \4 H L P \4 E K E S W 1 v S G X Q S G T L L \4 1 N T 5 D G K K
--------- ENSE00003610102 >
LRRK2-201

GAGACATACCCTAGAAAAGATGACTGATTCTGTCACTTGTTTGTATTGCAATTCCTTTTCCAAGCAAAGGTATGGTAGTGAATTTGATCAATGGGGAAATTACAGATCTTTTAAACGACTGAATTGTGTGCATAA
N 1 X 1 M 1 . 1 i 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CTCTGTATGGGATCTTTTCTACTGACTAAGACAGTGAACAAACATAACGTTAAGGAAAAGGTTCGTTTCCATACCATCACTTAAACTAGTTACCCCTTTAATGTCTAGAAAATTTGCTGACTTAACACACGTATT

I . R >

L[RRK2-201 >
2235 1 1 12240 1 1 12245 1 1 12250 1 1 12255 1
R H ¥ L E K M ¥ D S \4 ¥ L L ¥ [ 55 N S E S K Q ]
] ENSE00003610102  [EEEE e >
LRRK2-201

TTGTTATTGCATCAGCAAAGATTGTTCATTTTTAGCCTATTTTCATTGGTTTGCATATATTAAAGGGAATTGTGGAAGGTCACAGAGATATTTGTTGTTTTTCTGAATACAGATCTAGCTGAGACATTTATAAAA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
AACAATAACGTAGTCGTTTCTAACAAGTAAAAATCGGATAAAAGTAACCAAACGTATATAATTTCCCTTAACACCTTCCAGTGTCTCTATAAACAACAAAAAGACTTATGTCTAGATCGACTCTGTAAATATTTT

I . >

LRRK2-201 >

LRRK2-201

TAAGTCAACCATTTATTCAGGCCTACCAGCCCTGCTCCTGGTATTACCTCAACTGTGGCTCTATCTCTTTACTTCTCCTCAGATCAATGAATCTTTGTAGGGCCTCTTCAAGGATAAATTCTCATTCATTCATTC

ATTCAGTTGGTAAATAAGTCCGGATGGTCGGGACGAGGACCATAATGGAGTTGACACCGAGATAGAGAAATGAAGAGGAGTCTAGTTACTTAGAAACATCCCGGAGAAGTTCCTATTTAAGAGTAAGTAAGTAAG

I . >

LRRK2-201 >

LRRK2-201

TTTGAAAAAAAAAAAATATATATATATATATATATGAAACCCATTGTGTGCCAGGCTTAAACATACCAGTTATCTAACTACCAAATTAAGAAAAAAATTAAATAAATGAATTAATAAATTCTTAATAGGTGAAAA

AAACTTTTTTTTTTTTATATATATATATATATATACTTTGGGTAACACACGGTCCGAATTTGTATGGTCAATAGATTGATGGTTTAATTCTTTTTTTAATTTATTTACTTAATTATTTAAGAATTATCCACTTTT

o~ __________________Pg

LRRK2-201 >

LRRK2-201

TGACTTAGCTCTTATCAATTGCAGGGTTCTTGTCCCAAAGAAATATATCTACATAGCAAAATTTCAGGTGTGAGTTGTAGGTTGGTGACTGTAATATTTGGGGCAGGATGATTTCCAGGAGGCATTAAGATTATA
M 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 i 1 M 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACTGAATCGAGAATAGTTAACGTCCCAAGAACAGGGTTTCTTTATATAGATGTATCGTTTTAAAGTCCACACTCAACATCCAACCACTGACATTATAAACCCCGTCCTACTAAAGGTCCTCCGTAATTCTAATAT

I . >

LRRK2-201 >

LRRK2-201

CCCTATATATTTCTCTGGTTTAAGTTAGTATTGGAAAAAAAGTACTAGAAAAATGTGAAGCCTGTTTTTTGTACCTGAAATATCAACTCCACTGGCAGTTTCGGAGTTGAAATTATTTGAATATGGTCAAAGAAA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
GGGATATATAAAGAGACCAAATTCAATCATAACCTTTTTTTCATGATCTTTTTACACTTCGGACAAAAAACATGGACTTTATAGTTGAGGTGACCGTCAAAGCCTCAACTTTAATAAACTTATACCAGTTTCTTT

I . >

LRRK2-201 >

I L T T

LRRK2-201

AATTTCAATGGATGGAATTGGGCAAGGACGACTTTATTCAAGCCTATCACAGCAGGGGAGAGAGATCAGACTGAACTAAACTCCACTGAAACAAAAGGTGGGAGAGTTTTAAGCGCAGGGGTGAGCTAATGGAAA
M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TTAAAGTTACCTACCTTAACCCGTTCCTGCTGAAATAAGTTCGGATAGTGTCGTCCCCTCTCTCTAGTCTGACTTGATTTGAGGTGACTTTGTTTTCCACCCTCTCAAAATTCGCGTCCCCACTCGATTACCTTT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

157,275

157,410

157,545

157,680

157,815

157,950

158,085

158,220

158,355

158,490

158,625



CGTACTGGAGCACCTTGTTGGAAGGAAGTGGGAGCAGTTGTCAATGTGATTAGGCCATCTGTGTTTGCTAATTGTCCCTTATTGAAGGTAGGCTCCTACTCTCCCACAGACACTGGGGAATTCCTTCCTTCCTTC
1 M 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
GCATGACCTCGTGGAACAACCTTCCTTCACCCTCGTCAACAGTTACACTAATCCGGTAGACACAAACGATTAACAGGGAATAACTTCCATCCGAGGATGAGAGGGTGTCTGTGACCCCTTAAGGAAGGAAGGAAG

T ———— T ——————

LRRK2-201 >

LRRK2-201

CATCCCTCCCTCCCTCCCTCCCTCCCTTCCTTCCTTCCTTCTTCTTTTTTTTTTTTTTGAAGGAGTTTTGCTCTTGTTGCCCAAGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACTTCCACCTCCTAAG

GTAGGGAGGGAGGGAGGGAGGGAGGGAAGGAAGGAAGGAAGAAGAAAAAAAAAAAAAACTTCCTCAAAACGAGAACAACGGGTTCGACCTCACGTTACCGTACTAGAACCGAGTGACGTTGAAGGTGGAGGATTC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TTCAAGCGATTCTCTAGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGTGCACCACCAAACCTGGCTAATTTTTTACATTTTTAGTAGAAACGGGATTTCACCATGTTAGCCAGACTGATCTCAATCTCCTGA
1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 . 1 N 1 M 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
AAGTTCGCTAAGAGATCGGAGTCGGAGGACTCATCGACCCTAATGTCCGCACGTGGTGGTTTGGACCGATTAAAAAATGTAAAAATCATCTTTGCCCTAAAGTGGTACAATCGGTCTGACTAGAGTTAGAGGACT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CCTCAGGTGATCTGCCCACCGCAGCCTCCCAAAGTGCTGGGATTACAAGTGTGAGCCACCACGCCAGGCCTCTGTCTTGATAATTACATTTCAAAGGAATGGCTCCCAGGTCCTTGGAAAAGACATTCTTGGGGT
N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGAGTCCACTAGACGGGTGGCGTCGGAGGGTTTCACGACCCTAATGTTCACACTCGGTGGTGCGGTCCGGAGACAGAACTATTAATGTAAAGTTTCCTTACCGAGGGTCCAGGAACCTTTTCTGTAAGAACCCCA

I . >

LRRK2-201 >

LRRK2-201

ATAAAACTGGGAAGAGTCTGGGAAAAGGGGCAGAGAAAGAATTTATAATTCCAAGTCTTCTAAAGTAAATACTCTAAGAAAAGGGAGGTTAGGAATTTATAGTTGAGAAGTCTATCTAAAGTTTAATAAAGTGGA
1 M 1 L 1 L 1 L 1 M 1 L 1 M 1 L 1 M 1 M 1 L 1 N 1 L 1

T T T T t T y T t T y T t T
TATTTTGACCCTTCTCAGACCCTTTTCCCCGTCTCTTTCTTAAATATTAAGGTTCAGAAGATTTCATTTATGAGATTCTTTTCCCTCCAATCCTTAAATATCAACTCTTCAGATAGATTTCAAATTATTTCACCT

[RRK2-201 >

LRRK2-201

GGAGAACATTAAGGCCATTTTAGTCAACATACATGTTCTTTTTGTAACAATTTCAACATTTTTCCTTTTAGCAAACAAAAAAATTTTCTTTTGGTTGGAACCGCTGATGGCAAGTTAGCAATTTTTGAAGATAAG

CCTCTTGTAATTCCGGTAAAATCAGTTGTATGTACAAGAAAAACATTGTTAAAGTTGTAAAAAGGAAAATCGTTTGTTTTTTTAAAAGAAAACCAACCTTGGCGACTACCGTTCAATCGTTAAAAACTTCTATTC

I . >

[RRK2-201 >
L, 2260 ., 2265 ., ., ., 2270 ., o, 2275 , .,
K Q K N F E L \ G T A D G K L A 1 F E D K
--------------------------------------------------------- ENSE00003511943 >
LRRK2-201

ACTGTTAAGGTAAATGTTGAATGCATTCTACATCTAAATTTATTTTAAGTCTTTTGTTTTATATATATCTCACACCCCTCTTATGGGATTATAAACTCCCTGAGAGCAAGAATCATAAATTATGCTGTATTTGTA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
TGACAATTCCATTTACAACTTACGTAAGATGTAGATTTAAATAAAATTCAGAAAACAAAATATATATAGAGTGTGGGGAGAATACCCTAATATTTGAGGGACTCTCGTTCTTAGTATTTAATACGACATAAACAT

LRRK2-201 >

LRRK2-201

TTGCTTCATAAAATCTTGAACACAGTAGATCCTCTGAAAATACTTGCTGATTGACTGTATATTTTATATGAATGAACTAAGAATAAAATGATAAATGACATCTGATTGATAATATTGGGAATGGAAATAATTCAA

AACGAAGTATTTTAGAACTTGTGTCATCTAGGAGACTTTTATGAACGACTAACTGACATATAAAATATACTTACTTGATTCTTATTTTACTATTTACTGTAGACTAACTATTATAACCCTTACCTTTATTAAGTT

o~ __________________Pg

[RRK2-201 >

LRRK2-201
TTTGTACATAACTGAGGCAGATAATTCCTTATAAATATATTGTGGAAAAAAAACAAAAATATACTTAAGTTTTAAATATGGCTTGCCATTAACTTTTTCTTAAGCATTGAAGAAATCATTTAATTTTCTTTTCTT
1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAACATGTATTGACTCCGTCTATTAAGGAATATTTATATAACACCTTTTTTTTGTTTTTATATGAATTCAAAATTTATACCGAACGGTAATTGAAAAAGAATTCGTAACTTCTTTAGTAAATTAAAAGAAAAGAA

LRRK2-201 >

LRRK2-201

CAGATTCCTATTTAGTCATTAAAGCATTCATTTCTCTATCCATCTATTCATCTTTGGTTCCATCTATTCACTCAACTTCCTACCCGTTCATTCTCCTATTGCCAAAAAGCTTATTATCTGATGAGAGACAGGGAA
M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GTCTAAGGATAAATCAGTAATTTCGTAAGTAAAGAGATAGGTAGATAAGTAGAAACCAAGGTAGATAAGTGAGTTGAAGGATGGGCAAGTAAGAGGATAACGGTTTTTCGAATAATAGACTACTCTCTGTCCCTT

I . >

LRRK2-201 >

I L T T

LRRK2-201

GTAGAGTATAACCCTTAGGTTATTTCTTTTGTAATTTTTACATGGGAAAAAGAATAGATTGAATGTAACAATAATATTTCGAATATGACCTAAATTTTTTTATGTATAATATTTGTACATATTTATGGGGTACAT
1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CATCTCATATTGGGAATCCAATAAAGAAAACATTAAAAATGTACCCTTTTTCTTATCTAACTTACATTGTTATTATAAAGCTTATACTGGATTTAAAAAAATACATATTATAAACATGTATAAATACCCCATGTA

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

158,760

158,895

159,030

159,165

159,300

159,435

159,570

159,705

159,840

159,975

160,110



GTGATATGTTGTTACATGCATAGAATGTGTAATGATCAAGTCAGGGTATTTAGGATATCCATCACCATGAGCATTTATTTCTCTGTGCTGAGAACATTTCAAGTCTCCTAGTTATTTTGAAATGTTTTTAACTGT
" 1 M 1 i 1 M 1 M 1 i 1 M 1 M 1 M 1 M 1 M 1 " 1 " 1 M

+ T T t T + T t
CACTATACAACAATGTACGTATCTTACACATTACTAGTTCAGTCCCATAAATCCTATAGGTAGTGGTACTCGTAAATAAAGAGACACGACTCTTGTAAAGTTCAGAGGATCAATAAAACTTTACAAAAATTGACA

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGTCACTTTATTGTACTATTGAACATTAGAACTTATTCCTCCTATCTAACTGTATGTTTGTACCCGTTAACCAGCCTCCCTTCATCCTCCCCTTCTCCCACACACCCATATCCTCCCAAGCCTCTGGTAACTATC

TCAGTGAAATAACATGATAACTTGTAATCTTGAATAAGGAGGATAGATTGACATACAAACATGGGCAATTGGTCGGAGGGAAGTAGGAGGGGAAGAGGGTGTGTGGGTATAGGAGGGTTCGGAGACCATTGATAG

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTCTACTCTCTACCTCCATGAGATCAACTTTTTTAGCTCCCACATATGAGTGAGTACATGTGATATTTGTCTTTCTGTGCTTGGCTTATTTCACTTAACATAATGACCTCCAGTTCCATCCATGTTGCTGTATA
M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAGATGAGAGATGGAGGTACTCTAGTTGAAAAAATCGAGGGTGTATACTCACTCATGTACACTATAAACAGAAAGACACGAACCGAATAAAGTGAATTGTATTACTGGAGGTCAAGGTAGGTACAACGACATAT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

TGACATGATTTCATTCCTTTTTATGGTCAAATAGTATTCCGTTATGTAAATACACACATTTTCTTTATGCATTCATTCATTCATGGGTGCTTAGGTTGATTCCACTTTTTTTTTTAGCTATTGTGAATAGTGCTG
1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACTGTACTAAAGTAAGGAAAAATACCAGTTTATCATAAGGCAATACATTTATGTGTGTAAAAGAAATACGTAAGTAAGTAAGTACCCACGAATCCAACTAAGGTGAAAAAAAAAATCGATAACACTTATCACGAC

I . >

LRRK2-201 >

LRRK2-201

CGATAAACATGGGGATATAGGAATCCCTTTGATATACTGATTCCCTTTCCTTTAGATTAGTATCAGTAGTAACATTGTTGGATTGTATGGTAGTTCTATTTTTAATTTTTTTGAGAAATCACCATTTTGTTTTCC
L 1 L 1 L 1 M 1 N 1 M 1 L 1 M 1 M 1 M 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
GCTATTTGTACCCCTATATCCTTAGGGAAACTATATGACTAAGGGAAAGGAAATCTAATCATAGTCATCATTGTAACAACCTAACATACCATCAAGATAAAAATTAAAAAAACTCTTTAGTGGTAAAACAAAAGG

[RRK2-201 >

LRRK2-201

GTAGTGGCTATAGCAATTTACATACACACCAATAGCATATGGGCATTCGTTTTTTTCCGCATCCTTGCCAGCATGTTATTTTTTGTCTTTTTTATAATAGCCATTCTAATTGGGTGAAGAAGATTTCATTGTGGT

CATCACCGATATCGTTAAATGTATGTGTGGTTATCGTATACCCGTAAGCAAAAAAAGGCGTAGGAACGGTCGTACAATAAAAAACAGAAAAAATATTATCGGTAAGATTAACCCACTTCTTCTAAAGTAACACCA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTTCATTTGCATTTTTACTGATGATTAGTTAATGTTGAGCATTTTTTTTCATATATCCATTGGCCATTACTATGTCTTCTTTTGCAAATGTCTATTTAGATCCTTTGCCAACTTTTTGTTTTGTTTTAAGACAGG

AAAGTAAACGTAAAAATGACTACTAATCAATTACAACTCGTAAAAAAAAGTATATAGGTAACCGGTAATGATACAGAAGAAAACGTTTACAGATAAATCTAGGAAACGGTTGAAAAACAAAACAAAATTCTGTCC

I . >

LRRK2-201 >

LRRK2-201

GTCTTGCTTTCTTACCCAGGCTGGCTCACAGTGGCATGATCATAGCTTGTTGCAGCCTTGACCTTCTGCACTCAAGTGATCCTCCAACATCAGCTTCACGAGTAGCTGGGACTACAGGCGTGTGCTACCATACCT
1 M 1 N 1 . 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CAGAACGAAAGAATGGGTCCGACCGAGTGTCACCGTACTAGTATCGAACAACGTCGGAACTGGAAGACGTGAGTTCACTAGGAGGTTGTAGTCGAAGTGCTCATCGACCCTGATGTCCGCACACGATGGTATGGA

I . >

TRRKZ-201 >

LRRK2-201

GGCTGTTTATTTTTTGTAGAGATGCGGCTCCACTATGTTGTCCAGACTGATCTCAAACTCCTGGGCTCAAGCAATCCTCCTGCCTCATCTTCTCAAAGTGCTGGGATTACAGGCATGAGCCACCATACCCAGCCC
N 1 M 1 M 1 . 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 . 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGACAAATAAAAAACATCTCTACGCCGAGGTGATACAACAGGTCTGACTAGAGTTTGAGGACCCGAGTTCGTTAGGAGGACGGAGTAGAAGAGTTTCACGACCCTAATGTCCGTACTCGGTGGTATGGGTCGGG

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTTGCCTACTTTTAAATGGAGTTCTTTTTTTTTTTTCCTGTTGAATTGCTTTTTCGAGTTTCTTGTGTATTCTGGATGAATAGTTTGCAAATATTTCCTCACATTTAATGGATCCTCTCTATATTGTTGATAGTT
1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAACGGATGAAAATTTACCTCAAGAAAAAAAAAAAAGGACAACTTAACGAAAAAGCTCAAAGAACACATAAGACCTACTTATCAAACGTTTATAAAGGAGTGTAAATTACCTAGGAGAGATATAACAACTATCAA

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TCCTTTGCTGTGCAGAAGCTTTTTAGTTTATTATAGTCCCATTTGTCTAATTTTGTTTTTGTTGCCTGTGCTTTTGGGATCTTAACCATAAACTCTTTGTCTAGACCAATGTTCTGAAATGTTTCCCCTGTTTCC
M 1 L 1 L 1 L 1 L 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
AGGAAACGACACGTCTTCGAAAAATCAAATAATATCAGGGTAAACAGATTAAAACAAAAACAACGGACACGAAAACCCTAGAATTGGTATTTGAGAAACAGATCTGGTTACAAGACTTTACAAAGGGGACAAAGG

LRRK2-201 >

LRRK2-201

160,245

160,380

160,515

160,650

160,785

160,920

161,055

161,190

161,325

161,460

161,595



TTTTAATAGTTTCATAGCTTCTGGTCTTACATTTAAGTCTTTAATCCATCTTGAGTTGAATTTTGTAAATGGTGAGAGAGTGGGGCCTACTTTCATCCTTCTGCATACTGATATCCAGCTTTTCCAGCACAATTT
1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 M 1

T T T T
AAAATTATCAAAGTATCGAAGACCAGAATGTAAATTCAGAAATTAGGTAGAACTCAACTTAAAACATTTACCACTCTCTCACCCCGGATGAAAGTAGGAAGACGTATGACTATAGGTCGAAAAGGTCGTGTTAAA

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATTGAAGGTGGTATTCTTTCTCCCATGTATGCTTTTGGTGCCTTTGTTGAAAATTAGTTGGCTTTAAATATGTGGGTTTATTTCTGGGTCCTCTACATTGGTCTACCTACCTGTGTTTTTGCCAATACTGTGCTG
: 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 : 1 N

+ T T t T + T t
TAACTTCCACCATAAGAAAGAGGGTACATACGAAAACCACGGAAACAACTTTTAATCAACCGAAATTTATACACCCAAATAAAGACCCAGGAGATGTAACCAGATGGATGGACACAAAAACGGTTATGACACGAC

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

TTTTGGTTACTCTAGCCTTGTAATATATTTTCAAGTCAGGTAGTGTGATGCCTCCAGCTTTGTTCTTTTTGCTCAGGATTGTTTTGGCTATTTTGGCTCTTTTTCGGTTCCACTCAAGTTTTAGAAATTTTTTTT
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAAACCAATGAGATCGGAACATTATATAAAAGTTCAGTCCATCACACTACGGAGGTCGAAACAAGAAAAACGAGTCCTAACAAAACCGATAAAACCGAGAAAAAGCCAAGGTGAGTTCAAAATCTTTAAAAAAAA

- _____________________pg

LRRK2-201 >

LRRK2-201

TCTATTTCTGTGAGAAATATCATTGGAGCTTTCATGGGAATTTCATTGAATCTGTAGATTGCTTTGGGTAGTATGGTCATTTTAACAATATTAATTCTTCCAGTCTGTGAGCATGAATATCTTTCCATTTGTTTG
M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGATAAAGACACTCTTTATAGTAACCTCGAAAGTACCCTTAAAGTAACTTAGACATCTAACGAAACCCATCATACCAGTAAAATTGTTATAATTAAGAAGGTCAGACACTCGTACTTATAGAAAGGTAAACAAAC

- _________________________________pg

LRRK2-201 >

LRRK2-201

TGTCCTCTTCAATTTCTTTCATGTTTTTCAGGTTTCCTTATAGAGATCGTTCATCATCTTTGTTAAATTTACTCCTAGGTATTTTATTAATTTTTTGTAGCTACTTCAAATGGGATTGCTTTCTTGATTTTTCAG
1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 + 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACAGGAGAAGTTAAAGAAAGTACAAAAAGTCCAAAGGAATATCTCTAGCAAGTAGTAGAAACAATTTAAATGAGGATCCATAAAATAATTAAAAAACATCGATGAAGTTTACCCTAACGAAAGAACTAAAAAGTC

T ——————S————. >

LRRK2-201 >

LRRK2-201

CTACTTTGTTGTTGTTGTTGTATAGATATGCTACTGATTTCTGTATGTTGATTTTGAATCCTTTACTATACTCATTTATCAGAACTAAGAGTTTTTTTTAATGGAATCTTTAGGTTTTTGAGTTTTAATTTTAAT
M 1 M 1 M 1 M 1 M 1 M 1 + 1 M 1 M 1 M 1 N 1 M 1 M 1 M

t T T ¥ T T T T
GATGAAACAACAACAACAACATATCTATACGATGACTAAAGACATACAACTAAAACTTAGGAAATGATATGAGTAAATAGTCTTGATTCTCAAAAAAAATTACCTTAGAAATCCAAAAACTCAAAATTAAAATTA

T —————————————T N ————

LRRK2-201 >

LRRK2-201

ATCTCTAATCATTTAAGATGGAAAGTAGTTTTTTGAAAGCACAGATTTTATGGAGTTTTGTTCTGTGGATACTCAATTTGCTGAGTGTGTTTTCTTTTTTTTTTGGCAAAGCTTAAAGGAGCTGCTCCTTTGAAG
1 M 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
TAGAGATTAGTAAATTCTACCTTTCATCAAAAAACTTTCGTGTCTAAAATACCTCAAAACAAGACACCTATGAGTTAAACGACTCACACAAAAGAAAAAAAAAACCGTTTCGAATTTCCTCGACGAGGAAACTTC

T ———— T ——————
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LRRK2-201

ATACTAAATATAGGAAATGTCAGTACTCCATTGATGTGTTTGAGTGAATCCACAAATTCAACGGAAAGAAATGTAATGTGGGGAGGATGTGGCACAAAGATTTTCTCCTTTTCTAATGATTTCACCATTCAGAAA
" 1 M 1 1 1 " 1 M 1 1 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M

+ T T t T + T t
TATGATTTATATCCTTTACAGTCATGAGGTAACTACACAAACTCACTTAGGTGTTTAAGTTGCCTTTCTTTACATTACACCCCTCCTACACCGTGTTTCTAAAAGAGGAAAAGATTACTAAAGTGGTAAGTCTTT

T —————————————

LRRK2-201 >
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LRRK2-201

CTCATTGAGACAAGAACAAGCCAACTGTAAGTTATTTTTTATCTGTACAAGTAATTTATCATTATACTTTTGTTTTTTCCTTATAATCATTAATAATACTGTTGATAATTCATAAGGAAGATCTTTTAAAATGCA
1 1 1 1 1 1 1 1 1 1 1 1 1 N 1

T T T T T T T T T T
GAGTAACTCTGTTCTTGTTCGGTTGACATTCAATAAAAAATAGACATGTTCATTAAATAGTAATATGAAAACAAAAAAGGAATATTAGTAATTATTATGACAACTATTAAGTATTCCTTCTAGAAAATTTTACGT

T —————————————T N ————

LRRK2-201 >
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LRRK2-201

TAATTTATTTTCTATCATAAAATTAAACTTTCATTATAAAAAATTTTGAAAATTCCAGAAAGCAGAAGGGTATTTTTAAGAAGTCACTCAACCTAATCACTTTTAGGGATAAAATATGTAAACTCATTGTAATCT

ATTAAATAAAAGATAGTATTTTAATTTGAAAGTAATATTTTTTAAAACTTTTAAGGTCTTTCGTCTTCCCATAAAAATTCTTCAGTGAGTTGGATTAGTGAAAATCCCTATTTTATACATTTGAGTAACATTAGA

T —————————————T N ——" >

LRRK2-201 >

LRRK2-201

TAGTAGTATTTATCAATCTAAATTTTTTAACAATTTTTATTATCTGTGTTTCAAATTAGACATGAAATTGGAAGACAATCAACTTTGTATTTCACCAAATTCACGGACTATACATATGCAATTTGGGTAACTTCC
1 " 1 M 1 M 1 " 1 " 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 1 1

T T T T
ATCATCATAAATAGTTAGATTTAAAAAATTGTTAAAAATAATAGACACAAAGTTTAATCTGTACTTTAACCTTCTGTTAGTTGAAACATAAAGTGGTTTAAGTGCCTGATATGTATACGTTAAACCCATTGAAGG

T —————————————

LRRK2-201 >

LRRK2-201

161,730

161,865

162,000

162,135

162,270

162,405

162,540

162,675

162,810

162,945

163,080



ATTAAGTATTGATTGTAGGAAAGATAGACAGCAAGTATTCTTGCTTGTCCAAAGTTGTTTCTAGATTTGATAATTATACAGATGTCTACTCACAGCCAAGTTAGTGATACCAGTTTCAAACAAGAATAAAATAAA
M 1 M 1 " 1 " 1 M 1 " 1 3 1 M 1 " 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
TAATTCATAACTAACATCCTTTCTATCTGTCGTTCATAAGAACGAACAGGTTTCAACAAAGATCTAAACTATTAATATGTCTACAGATGAGTGTCGGTTCAATCACTATGGTCAAAGTTTGTTCTTATTTTATTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

ATATTAATATAAACCTCTTTCAAGTTTGCTTTTTTTCAGTGGTATTTTAATCAAATCTTTGCAGTTGGTTCTTATTTATCACATTCCTCAGTGATAAGCAGTATAGGATTGTGGATAAGAGCATAAATCATAGTT

TATAATTATATTTGGAGAAAGTTCAAACGAAAAAAAGTCACCATAAAATTAGTTTAGAAACGTCAACCAAGAATAAATAGTGTAAGGAGTCACTATTCGTCATATCCTAACACCTATTCTCGTATTTAGTATCAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CAGATATTGCTTTGCCATCTATTGGTTTTGTGAACTTGGGCAATAACCTTTCACATCTTCAGTCATCTCTTACCTGAGGATTGTAATATTCTCTATCTCAAAGAGATATTTGGAGGAGTAAATAAGAATGTTAAT
M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTCTATAACGAAACGGTAGATAACCAAAACACTTGAACCCGTTATTGGAAAGTGTAGAAGTCAGTAGAGAATGGACTCCTAACATTATAAGAGATAGAGTTTCTCTATAAACCTCCTCATTTATTCTTACAATTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

ATATGGATCTTAATTAACATAATGACCAGCACCTGGTAAGCTGTCAATAAACATTAGCTATTATTATTATTATTAGCTTTGAGTCACAAATCCCTACCTTAGGGAATATCCTGGTTTCCCATTATCCATCAAATT
1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TATACCTAGAATTAATTGTATTACTGGTCGTGGACCATTCGACAGTTATTTGTAATCGATAATAATAATAATAATCGAAACTCAGTGTTTAGGGATGGAATCCCTTATAGGACCAAAGGGTAATAGGTAGTTTAA

I . >

LRRK2-201 >

LRRK2-201

TCCCAAGATTGGCACTTGGGAGTAATCTTTGACTCCTTTGTTTTTTGCTCCCTTTATCCACTTGACCCTCCTAATTGTCATTTGAATCTTTGTACTTCTCACTGTTCTCAGTGCTGGTACCATGGGCCAGACTGC
L 1 L 1 N 1 L 1 M 1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 L 1 N

t T t T t T t T t T t T T T
AGGGTTCTAACCGTGAACCCTCATTAGAAACTGAGGAAACAAAAAACGAGGGAAATAGGTGAACTGGGAGGATTAACAGTAAACTTAGAAACATGAAGAGTGACAAGAGTCACGACCATGGTACCCGGTCTGACG

[RRK2-201 >

LRRK2-201

CATCCATTATCTGTGGCCACATTAACAAGAGCATCCAGTTCTCACCCTCTGATTATACTCTCTTCAACATATTTTCAGCATTGCAGACAGAGGGACCTTTCTAAAATGTACATCAATCTGATGCAATTTTCCTGC

GTAGGTAATAGACACCGGTGTAATTGTTCTCGTAGGTCAAGAGTGGGAGACTAATATGAGAGAAGTTGTATAAAAGTCGTAACGTCTGTCTCCCTGGAAAGATTTTACATGTAGTTAGACTACGTTAAAAGGACG

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTAAAACCCTTCAGTGGTATCCCATTGTCCTTTATATGAAGTCCAAATTCCTTAAGACAGCCTACTGGGCCCTTCATAATTCAGTGCTTGCTTACCTGTCTAGATTCATATTTTGCAAGCTTTTTGCCATCTGTG

AATTTTGGGAAGTCACCATAGGGTAACAGGAAATATACTTCAGGTTTAAGGAATTCTGTCGGATGACCCGGGAAGTATTAAGTCACGAACGAATGGACAGATCTAAGTATAAAACGTTCGAAAAACGGTAGACAC

I . >

LRRK2-201 >

LRRK2-201

CTTTACCCAAACTGAAATTGACTCAGATCTCTAAGACAACCTGTTATTACCTTTCACCCCCAACCTTTGAATGTGGTCTTCTCCTTACCTGGATGACTATTATGCCCCCTGCCTATTTCAGTCCAAGCACCACTT
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
GAAATGGGTTTGACTTTAACTGAGTCTAGAGATTCTGTTGGACAATAATGGAAAGTGGGGGTTGGAAACTTACACCAGAAGAGGAATGGACCTACTGATAATACGGGGGACGGATAAAGTCAGGTTCGTGGTGAA

I . >

TRRKZ-201 >

LRRK2-201

GCTCTGAGTGGCAGGTTAGGTGACTTTGTGCTTCCATTGCATCTAATGTTTTCCTTCACAGTAGCTATAATTGTATTTGTTAAAGTAGTTTCTCAATACCACTAAATCTACTGGCTTTCAACATTGGCTGTGCAT
M 1 N 1 M 1 N 1 . 1 M 1 N 1 N 1 M 1 N 1 . 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGAGACTCACCGTCCAATCCACTGAAACACGAAGGTAACGTAGATTACAAAAGGAAGTGTCATCGATATTAACATAAACAATTTCATCAAAGAGTTATGGTGATTTAGATGACCGAAAGTTGTAACCGACACGTA

= ____________________pJ

LRRK2-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

LRRK2-201

TTAGAAACCACTAGGTAGCTGAAAATAATATGATACCTGGGCCCTACCTCAGACCAATTAAATCAGACCAGTTAAGCCTGGGATGGGGATCAGATTTTTTTTTTCAGGTTCTCAAGTGATTCTAAAGTATATTTG
1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AATCTTTGGTGATCCATCGACTTTTATTATACTATGGACCCGGGATGGAGTCTGGTTAATTTAGTCTGGTCAATTCGGACCCTACCCCTAGTCTAAAAAAAAAAGTCCAAGAGTTCACTAAGATTTCATATAAAC

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

AGGTTAAGATATACTGCGGAGTGCAGTGTATTATAAGTTCCCATGAATGAGGATTTTTATTTCTGTCTTTACATATTTATTTACTAGTATGTGGTTAACATTTGGATCAACTCATTCTCATTCTGTAATACCCAC
M 1 M 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 M 1 L 1 M 1 L 1 L

t T t T t T t T t T t T T T
TCCAATTCTATATGACGCCTCACGTCACATAATATTCAAGGGTACTTACTCCTAAAAATAAAGACAGAAATGTATAAATAAATGATCATACACCAATTGTAAACCTAGTTGAGTAAGAGTAAGACATTATGGGTG

LRRK2-201 >

LRRK2-201

163,215

163,350

163,485

163,620

163,755

163,890

164,025

164,160

164,295

164,430

164,565



ATTTTAAAAAATGAATGTAAAAATGTCTTTTATTATTTTTATTTTTCAAATTTAATTTTAGATTCCAGGAATACATGTGCAGGTTTGTTACAAAAGTATAGTGCGTGATGCTGAGGTTTGGAATACAACTGAACT
1 N 1 M 1 M 1 " 1 M 1 M 1 1 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
TAAAATTTTTTACTTACATTTTTACAGAAAATAATAAAAATAAAAAGTTTAAATTAAAATCTAAGGTCCTTATGTACACGTCCAAACAATGTTTTCATATCACGCACTACGACTCCAAACCTTATGTTGACTTGA

T ———— T ——————

LRRK2-201 >

LRRK2-201

CACAACCCAGAAAGTGGGCATAGTGCTTGATAGGTAGTTTTTCATCTTTGCTCCCCTTCCTGTAATTTCCACTTTTAACCCAATTATACAAGCCTGAAAACCTTTAAAAAGAAAGGGCCTCCAGTTTATTTTTTT

GTGTTGGGTCTTTCACCCGTATCACGAACTATCCATCAAAAAGTAGAAACGAGGGGAAGGACATTAAAGGTGAAAATTGGGTTAATATGTTCGGACTTTTGGAAATTTTTCTTTCCCGGAGGTCAAATAAAAAAA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

ATTTCATAGCACATTTTATGGGATTATGGATATCAGTTAACTCTTTAAAGTTCCATATAAGATTTGGAGCATAGATGCTTTACTAGAGAGCATCCATAAAGATCAAGCTCTCAAAGATGCTCATCTCCCAAAAGA
1 M 1 N 1 . 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
TAAAGTATCGTGTAAAATACCCTAATACCTATAGTCAATTGAGAAATTTCAAGGTATATTCTAAACCTCGTATCTACGAAATGATCTCTCGTAGGTATTTCTAGTTCGAGAGTTTCTACGAGTAGAGGGTTTTCT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

GATTGGGACCTAGATGCATAAACACTTAAATATAAATATTTGCTCTCTTCTGAACAAGTATCTCCTGTGGCCTTGGTCTCTACCCCACAAAACAGACATCACATCACTAATCAGGGGTTGCCTCATCATCAGTAC
N 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTAACCCTGGATCTACGTATTTGTGAATTTATATTTATAAACGAGAGAAGACTTGTTCATAGAGGACACCGGAACCAGAGATGGGGTGTTTTGTCTGTAGTGTAGTGATTAGTCCCCAACGGAGTAGTAGTCATG

I . >

LRRK2-201 >

LRRK2-201

CCTCATCATCATCAGTACACACCGACTGAGAGGCATGTTGGGTAATGAAAGATGACTGCCTTTGAAGCCGGAAGACTCCATAGGACTTTTGGAGTTCTAGGTCTGCAACATGTTTTTAGTCCTAGGTCGGCAAGC
1 M 1 L 1 L 1 M 1 N 1 L 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1

T T T T t T y T t T y T t T
GGAGTAGTAGTAGTCATGTGTGGCTGACTCTCCGTACAACCCATTACTTTCTACTGACGGAAACTTCGGCCTTCTGAGGTATCCTGAAAACCTCAAGATCCAGACGTTGTACAAAAATCAGGATCCAGCCGTTCG

[RRK2-201 >

LRRK2-201

ATGATGTTAGTCATAGGACCTTGAGCAAATTATTTAGCATTTGTACATGTTTCTTTCTACTATTAAAAACATTGAGATTTATCATATTTTATGTTTTTTTATTAAGGATCAAGCAAGATAACACACAAAAGTATT

TACTACAATCAGTATCCTGGAACTCGTTTAATAAATCGTAAACATGTACAAAGAAAGATGATAATTTTTGTAACTCTAAATAGTATAAAATACAAAAAAATAATTCCTAGTTCGTTCTATTGTGTGTTTTCATAA

I . >

[RRK2-201 >
_____________________________________________________________________________________________________________ >
LRRK2-201

TTATAAAATACGGAAATTCCATGCAAAACTTTGTCCTAATTGGAACTATTTTCTATTAAATACAGCAAATATCCAAGAAGGAATTACCTAAAGCGTAGTGGCTCTCTGACAACACATCATATTTTTACCTCCTTT

AATATTTTATGCCTTTAAGGTACGTTTTGAAACAGGATTAACCTTGATAAAAGATAATTTATGTCGTTTATAGGTTCTTCCTTAATGGATTTCGCATCACCGAGAGACTGTTGTGTAGTATAAAAATGGAGGAAA

I . >

LRRK2-201 >

LRRK2-201

TCCAGAATAGAAAGAAAAGGGGGAGGAAAAAAAATCTTCCTACTCTAGGATATACTAATGATTGTTAAATCTTTATGGTATTTTCATGTTATCTATCTGATTTAAATGCAATTTTGACTATTTTTACATATTCCT
N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 . 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGTCTTATCTTTCTTTTCCCCCTCCTTTTTTTTAGAAGGATGAGATCCTATATGATTACTAACAATTTAGAAATACCATAAAAGTACAATAGATAGACTAAATTTACGTTAAAACTGATAAAAATGTATAAGGA

I . >

TRRKZ-201 >

LRRK2-201

CGTTGTTCATTCATACTGTAGTGCCTTCTTCTATTCCCCCACTTAACAGACTGCTTGATTATATCAGAGGTGCTTATCTGTGCAACTGTTTACTGGACGAGGGGTATGTAGAAAATACATTGTCCTCATCCTTAT
1 M 1 . 1 M 1 M 1 X 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GCAACAAGTAAGTATGACATCACGGAAGAAGATAAGGGGGTGAATTGTCTGACGAACTAATATAGTCTCCACGAATAGACACGTTGACAAATGACCTGCTCCCCATACATCTTTTATGTAACAGGAGTAGGAATA

= ____________________pJ

LRRK2-201 >
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LRRK2-201

GAAATTACACTCATAATCTAGTGTGAGGGATGCACTAATAAAGACAATTTTATATTTAATAAGGTCTATAATATGACAGTGACACCAGTGGGGAAAAGGGACTGGTTGGTCTATTTTGATAGGTCAGGGAAGAAA
M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTTAATGTGAGTATTAGATCACACTCCCTACGTGATTATTTCTGTTAAAATATAAATTATTCCAGATATTATACTGTCACTGTGGTCACCCCTTTTCCCTGACCAACCAGATAAAACTATCCAGTCCCTTCTTT

I —————————————————m—————————————

[RRK2-201 >

LRRK2-201

TCCAGAGGAGCCGACATTTAAGTTCATCCTCAAAGGCCAAGTAGGAGTTTGCCATGCTGATGTGGCCCAAGGTAGCCAATCTGTTTGTGAAATATGTACAATGCCAGATGTCTTAGGTTGAAAGGGAAATATTTT
1 M 1 L 1 M 1 N 1 L 1 L 1 N 1 N 1 L 1 L 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
AGGTCTCCTCGGCTGTAAATTCAAGTAGGAGTTTCCGGTTCATCCTCAAACGGTACGACTACACCGGGTTCCATCGGTTAGACAAACACTTTATACATGTTACGGTCTACAGAATCCAACTTTCCCTTTATAAAA

LRRK2-201 >

LRRK2-201

164,700

164,835

164,970

165,105

165,240

165,375

165,510

165,645

165,780

165,915

166,050



AAGGTGTTCGTAATTTTTCTTTATGTTTAAAAGGGGAAAATGGCAAATATTTTACTTTCTGTTTATGTTTGGATGATGTGGATTTTTGTTTTCTATAATTTGACTGGCTTAACTGCAAAGATATCCCTTGCTTTA
" 1 M 1 M 1 " 1 M 1 M 1 3 1 M 1 " 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
TTCCACAAGCATTAAAAAGAAATACAAATTTTCCCCTTTTACCGTTTATAAAATGAAAGACAAATACAAACCTACTACACCTAAAAACAAAAGATATTAAACTGACCGAATTGACGTTTCTATAGGGAACGAAAT

T ———— T ——————

LRRK2-201 >

LRRK2-201

AAATTTGAAGACACTGCAACTAAATTTTATTTCAGCATTTTATATTTTATAACTCTAGGTATAAAAGGCTAACACTTAATTTTCTGAGCATTCATGAAACAAAGTTTTGCAAGAACATTCAAAAGTTACAGATAT

TTTAAACTTCTGTGACGTTGATTTAAAATAAAGTCGTAAAATATAAAATATTGAGATCCATATTTTCCGATTGTGAATTAAAAGACTCGTAAGTACTTTGTTTCAAAACGTTCTTGTAAGTTTTCAATGTCTATA

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

AATATTTCCTTCAGAAATTTAGATATAGTACAAAATTCTACAAAGAGCCACATAGAATTGAAACTAAAAGTAAGACCAAAGTAAACATTGGACATAATCTTTATTTTATTATCACAAGAAATTAATATAAAGTAA
M 1 . 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTATAAAGGAAGTCTTTAAATCTATATCATGTTTTAAGATGTTTCTCGGTGTATCTTAACTTTGATTTTCATTCTGGTTTCATTTGTAACCTGTATTAGAAATAAAATAATAGTGTTCTTTAATTATATTTCATT

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CCAAAAGTAAGTAAAGTACCAAAGCATGTTATATATTCAATTCAGAATGGTTAGGGAAGAATATGAAATAATTGCAATAGTCTAGCTTGTTTAGTTTTCAAAATAGTGTTTTTACATTAAGAACTAATATAAGGT
1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGTTTTCATTCATTTCATGGTTTCGTACAATATATAAGTTAAGTCTTACCAATCCCTTCTTATACTTTATTAACGTTATCAGATCGAACAAATCAAAAGTTTTATCACAAAAATGTAATTCTTGATTATATTCCA

I . >

LRRK2-201 >

LRRK2-201

TGTATTACACGTAGAAATTTTAAGAAGAAAACAAATAGTGATGACTTTCTATTTTTTTTTCTCTGTAGGTTTTCTTATGCAGCTTTCAGTGATTCCAACATCATAACAGTGGTGGTAGACACTGCTCTCTATATT
L 1 L 1 L 1 N 1 M 1 M 1 L 1 M 1 M 1 L 1 L 1 M 1 L 1 M

T T T T T T T T T T T T T T
ACATAATGTGCATCTTTAAAATTCTTCTTTTGTTTATCACTACTGAAAGATAAAAAAAAAGAGACATCCAAAAGAATACGTCGAAAGTCACTAAGGTTGTAGTATTGTCACCACCATCTGTGACGAGAGATATAA

I ————T——SS

LRRK2-201 >
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LRRK2-201

GCTAAGCAAAATAGCCCTGTTGTGGAAGTGTGGGATAAGAAAACTGAAAAACTCTGTGGACTAATAGACTGCGTGCACTTTTTAAGGTAAATTCTGTGGTTTTTAATTTTATTCCCAAAAGAATTATCTTTGCAC
1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CGATTCGTTTTATCGGGACAACACCTTCACACCCTATTCTTTTGACTTTTTGAGACACCTGATTATCTGACGCACGTGAAAAATTCCATTTAAGACACCAAAAATTAAAATAAGGGTTTTCTTAATAGAAACGTG

I ————————————

L[RRK2-201 >
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A K Q N 5 | v \ E \ W D K K T E K L C G L 1 D C \ H F L R
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LRRK2-201

TTCATGTGTCACAGAGGAAGGATTTTTCTTCCTTTCTGCCTCTGAATAGAGAATTTTTTTAAAATGCAGAAAAAAATTTGTAATGCTTCTCAGCACCATCTTTTCAGATCAAGAAAATTTTGTCTTCAGAACATA

AAGTACACAGTGTCTCCTTCCTAAAAAGAAGGAAAGACGGAGACTTATCTCTTAAAAAAATTTTACGTCTTTTTTTAAACATTACGAAGAGTCGTGGTAGAAAAGTCTAGTTCTTTTAAAACAGAAGTCTTGTAT

I . >

LRRK2-201 >

LRRK2-201

AAAGAATAGGCACATAATGTGCATAGTTTTCTCATGGTATTACAAAGAATGTTCTCGAATGAAAATACTACATTATTGAAAATGAGCATATTGGAGTCTCTGCTAGCTTTGACATAGTTCTGTCACAGTGTCAAA

TTTCTTATCCGTGTATTACACGTATCAAAAGAGTACCATAATGTTTCTTACAAGAGCTTACTTTTATGATGTAATAACTTTTACTCGTATAACCTCAGAGACGATCGAAACTGTATCAAGACAGTGTCACAGTTT

o~ __________________Pg

LRRK2-201 >

LRRK2-201

TATACTATTTATAATTAAATTATGGGCCCCAGGATTATCTGCTCTAAAGAAAAAGAGTCACAAAATAATAGACAAATATGGGGGGAAATGCAATGGACTGACCGAGGCGCTAAGGAGTGGGGATCAAGACCCCAG
N 1 M 1 M 1 M 1 M 1 M 1 L 1 N 1 M 1 N 1 i 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ATATGATAAATATTAATTTAATACCCGGGGTCCTAATAGACGAGATTTCTTTTTCTCAGTGTTTTATTATCTGTTTATACCCCCCTTTACGTTACCTGACTGGCTCCGCGATTCCTCACCCCTAGTTCTGGGGTC

I . >

LRRK2-201 >

LRRK2-201

AATGAGAGCATAGTGCTTAGTCTGATGCAGCCTGTGAGTGACAAATCCATAGCAAGCACATTCTTTCTGTGCTGGTGCTGAGAAACAGGACCATTTTCAAGCTTATTTGCTAGCCACTTTATATTTTTATTTTIGT
1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 X 1 N 1 N 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
TTACTCTCGTATCACGAATCAGACTACGTCGGACACTCACTGTTTAGGTATCGTTCGTGTAAGAAAGACACGACCACGACTCTTTGTCCTGGTAAAAGTTCGAATAAACGATCGGTGAAATATAAAAATAAAACA

I . >

LRRK2-201 >

I L T T

LRRK2-201

TTTGATTTTACCATATAGATCTATGATACTCTTGAGAACATTTTAGATTACACACTATATCTGTAAAAGGATACTTCAAAGTTTCCTGTCTTAGATTCATCTGACAGTTTTTCTATGGATTGTGAGAAGGGCTCA
N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AAACTAAAATGGTATATCTAGATACTATGAGAACTCTTGTAAAATCTAATGTGTGATATAGACATTTTCCTATGAAGTTTCAAAGGACAGAATCTAAGTAGACTGTCAAAAAGATACCTAACACTCTTCCCGAGT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

166,185

166,320

166,455

166,590

166,725

166,860

166,995

167,130

167,265

167,400

167,535



CAGTTTATGTTCAGAAGGGCCAACAGGTCTCCTTGATAAAGGGTTCCTTACTTCCTGAAGTACCAAAACGATTAGGATTCTTTTATTTCTGGACACTTCATTTTTGTCATGAATTAGACTATTCACTGGTTCTGG
1 " 1 M 1 M 1 1 1 M 1 M 1 M 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
GTCAAATACAAGTCTTCCCGGTTGTCCAGAGGAACTATTTCCCAAGGAATGAAGGACTTCATGGTTTTGCTAATCCTAAGAAAATAAAGACCTGTGAAGTAAAAACAGTACTTAATCTGATAAGTGACCAAGACC

T ———— T ——————

LRRK2-201 >

LRRK2-201

GAAAAAATTCAGTGGTTTGTATCGATATCTTTTACATGTGAATGACTATAATTTTATGTTCCTTTGTAACATTGAGACTTCATGTAAAACTTTTGACTCTAACTTTTTTTTTTCTTTATCCTGGGCACATGTATG

CTTTTTTAAGTCACCAAACATAGCTATAGAAAATGTACACTTACTGATATTAAAATACAAGGAAACATTGTAACTCTGAAGTACATTTTGAAAACTGAGATTGAAAAAAAAAAGAAATAGGACCCGTGTACATAC

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

CTATTTTTACTGAATTAGATAGCTTTGGTATTTATAAAAATTGTATCCCTCTTATTCATAATTTCCTGAAAATGAAGGGCTATTGTTATCTTTGATAATTTATGCTTCAAGTAAAGAAGTGTGGCTCTTTGGCAT
1 M 1 M 1 . 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
GATAAAAATGACTTAATCTATCGAAACCATAAATATTTTTAACATAGGGAGAATAAGTATTAAAGGACTTTTACTTCCCGATAACAATAGAAACTATTAAATACGAAGTTCATTTCTTCACACCGAGAAACCGTA

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTGTATTTAGCAAAATTTGCTTTGTATAATTTTAATGATGCATAATGGTGGTGGTGTCATGTTTTAATAATTTAAAATGTTGTTTATGTTATCATATGTAAATAGCATTTATCTCTTAATTGGTGGTAAAATTAT
N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GACATAAATCGTTTTAAACGAAACATATTAAAATTACTACGTATTACCACCACCACAGTACAAAATTATTAAATTTTACAACAAATACAATAGTATACATTTATCGTAAATAGAGAATTAACCACCATTTTAATA

I . >

LRRK2-201 >

LRRK2-201

TAATGTATACTTTATGGTTCTAGGGAGGTAATGGTAAAAGAAAACAAGGAATCAAAACACAAAATGTCTTATTCTGGGAGAGTGAAAACCCTCTGCCTTCAGAAGAACACTGCTCTTTGGATAGGAACTGGAGGA
1 M 1 N 1 N 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1 N 1 L 1 L 1

T T T T T T T T T T T T T T
ATTACATATGAAATACCAAGATCCCTCCATTACCATTTTCTTTTGTTCCTTAGTTTTGTGTTTTACAGAATAAGACCCTCTCACTTTTGGGAGACGGAAGTCTTCTTGTGACGAGAAACCTATCCTTGACCTCCT

I ————T——SS

LRRK2-201 >
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LRRK2-201

GGCCATATTTTACTCCTGGATCTTTCAACTCGTCGACTTATACGTGTAATTTACAACTTTTGTAATTCGGTCAGAGTCATGATGACAGCACAGCTAGGCAAGTTTCTTTCCTTTAGATATTTTTCATATTCTCTA
N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CCGGTATAAAATGAGGACCTAGAAAGTTGAGCAGCTGAATATGCACATTAAATGTTGAAAACATTAAGCCAGTCTCAGTACTACTGTCGTGTCGATCCGTTCAAAGAAAGGAAATCTATAAAAAGTATAAGAGAT

I ————————————
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LRRK2-201

AGTCTTATAAAATATGCCTTTATTTTACGTTTACATTTTCTCTGAACTTTCCAGTGTCATATGGATGGTCTTGGAGGGTCACACAGTGAAACATAAGACTGGTATAAATTGTGAATAGGGTCATTACAGAAGTGG

TCAGAATATTTTATACGGAAATAAAATGCAAATGTAAAAGAGACTTGAAAGGTCACAGTATACCTACCAGAACCTCCCAGTGTGTCACTTTGTATTCTGACCATATTTAACACTTATCCCAGTAATGTCTTCACC

I . >

LRRK2-201 >

LRRK2-201

AGGGAGTAAATGCTCTCAGTCCCACAAGAGAAGCAGATTACTGCAGCTGAACACTCAGTTTGGGTCTTACTTGCTTTTTTCCTTTTTACCTAAGGCAAAAATGGGAAATACATGGTATTGAATATATTTTACTTT

TCCCTCATTTACGAGAGTCAGGGTGTTCTCTTCGTCTAATGACGTCGACTTGTGAGTCAAACCCAGAATGAACGAAAAAAGGAAAAATGGATTCCGTTTTTACCCTTTATGTACCATAACTTATATAAAATGAAA

o~ __________________Pg

LRRK2-201 >

LRRK2-201
TTGAGCAAAGAAAATAAAGAAAATGTTTGTTTTAATCATAGTCTAGCCTCCCAGCTTGTTAAAGAATCTCATTTGGTTTTTCATTCTATAACAAATCTTTTTTCTTGCAGCAATACATGCTGAACTGCACAACCT
1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACTCGTTTCTTTTATTTCTTTTACAAACAAAATTAGTATCAGATCGGAGGGTCGAACAATTTCTTAGAGTAAACCAAAAAGTAAGATATTGTTTAGAAAAAAGAACGTCGTTATGTACGACTTGACGTGTTGGA

LRRK2-201 >

LRRK2-201

ACAAATATTGACAAATCATATTTTACTCAAACTTTGTCTTTTTTTGCTTCTATTTTTATATTTAAATATGATAAAATTGTGATAGCACATAAAATATATTTTCTGCATAAATATATTTGCGTCTTCCTTTGATAA
N 1 . 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TGTTTATAACTGTTTAGTATAAAATGAGTTTGAAACAGAAAAAAACGAAGATAAAAATATAAATTTATACTATTTTAACACTATCGTGTATTTTATATAAAAGACGTATTTATATAAACGCAGAAGGAAACTATT

I . >

LRRK2-201 >

I L T T

LRRK2-201

TAATTTGTTTTAGAAAATAACAATAATAGCATATATACAAAAGTTTACAAAAACGACACTATGGGGTTTAATTCTGAAAAAAACTAGAATTTATGTAACTTTAGCAAATAATGAATGTTTTGAACATGGTGAAGA
1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATTAAACAAAATCTTTTATTGTTATTATCGTATATATGTTTTCAAATGTTTTTGCTGTGATACCCCAAATTAAGACTTTTTTTGATCTTAAATACATTGAAATCGTTTATTACTTACAAAACTTGTACCACTTCT

I . >

LRRK2-201 >

I L L e L T R R T

LRRK2-201

167,670

167,805

167,940

168,075

168,210

168,345

168,480

168,615

168,750

168,885

169,020



AAATATATTCATTGCAAGTATATGTGAAAGAGGAACATGTGTTTTTCTAGCACCTTCACCTATTTTTCATTTATAGACTTTAGAGTTGCACAGGAGTTACAATTAGATGCTCTTAATGACTGTAAACTATTAAGA
M 1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
TTTATATAAGTAACGTTCATATACACTTTCTCCTTGTACACAAAAAGATCGTGGAAGTGGATAAAAAGTAAATATCTGAAATCTCAACGTGTCCTCAATGTTAATCTACGAGAATTACTGACATTTGATAATTCT

T ———— T ——————

LRRK2-201 >

I e R LY

LRRK2-201

TACATGTCCACACAAGCAGAGCAGTAGGTCTCTCAATAGGTTGTCTCAGTAGTCTTATTCTACCAAAGTTGTTGCATTCTCTAGTTGAATTGTATGTACTTTGGGACCCAAATAGCTTGCTTATAACTGAAGTTA

ATGTACAGGTGTGTTCGTCTCGTCATCCAGAGAGTTATCCAACAGAGTCATCAGAATAAGATGGTTTCAACAACGTAAGAGATCAACTTAACATACATGAAACCCTGGGTTTATCGAACGAATATTGACTTCAAT

=z ___________________________________pg

LRRK2-201 >

LRRK2-201

TAGTGGAATGTCTATGGGTTATAGTTTGATTTTAAAATAAAGATCAATTGGAGGATAGCCTACAAGGTGCTGCATGAGCTGGCTTCACTGTACCTCTCCTGCCTCCATCATCTACCACATTCCTACCAGATCTTG
N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATCACCTTACAGATACCCAATATCAAACTAAAATTTTATTTCTAGTTAACCTCCTATCGGATGTTCCACGACGTACTCGACCGAAGTGACATGGAGAGGACGGAGGTAGTAGATGGTGTAAGGATGGTCTAGAAC

I . >

LRRK2-201 >

L L L T T

LRRK2-201

CTTGTCTAGATGAACATCCAGTTCTTCTCAATTACTATGCTATATTTTGCCTCAGGGATTTGCACATGCTGTTTATTTCTTTGCTTAGTTAACATAGCTTTTTTTCATGCTTATTTAACTCATATGCTTTGAAAT
1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAACAGATCTACTTGTAGGTCAAGAAGAGTTAATGATACGATATAAAACGGAGTCCCTAAACGTGTACGACAAATAAAGAAACGAATCAATTGTATCGAAAAAAAGTACGAATAAATTGAGTATACGAAACTTTA

I . >

LRRK2-201 >

LRRK2-201

GTTAGCTCCTGTGTCAAAACCTCTGAGAAGCCAACACTGATTAGGTCAAAGTTCCCGCTTTGGGTTCCCATAACAGCTTTCTTGCATAGTTTTGATCATGGTCATATTTTTTTTTCATTAATGCTAGTCTCTTCA
L 1 L 1 M 1 N 1 L 1 L 1 L 1 N 1 M 1 L 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
CAATCGAGGACACAGTTTTGGAGACTCTTCGGTTGTGACTAATCCAGTTTCAAGGGCGAAACCCAAGGGTATTGTCGAAAGAACGTATCAAAACTAGTACCAGTATAAAAAAAAAGTAATTACGATCAGAGAAGT

LRRK2-201 >

LRRK2-201

CTAGAATATAAACTCCAAGACGGTTGGGTTAGTGTGTTTTTGTTTACCCCTTTTTTCCCAGGATCTAGCCTAGGGCCTACATAGAAGACTTTTGATGCAAATTTGTTGAATAAATTAGTGAATGATTTGAAAAGA

GATCTTATATTTGAGGTTCTGCCAACCCAATCACACAAAAACAAATGGGGAAAAAAGGGTCCTAGATCGGATCCCGGATGTATCTTCTGAAAACTACGTTTAAACAACTTATTTAATCACTTACTAAACTTTTCT

I . >

[RRK2-201 >
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LRRK2-201

AAATATGATATTTTGACATAGTATCAGTATATCCATCCATCTAAGTGTCCATCTAAATACTCATATTTGTACTAAATACTCATATTTGTACCTTACCATATCCAAAGAACTTTTCACACACATTACCTCGTTTAA
N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTATACTATAAAACTGTATCATAGTCATATAGGTAGGTAGATTCACAGGTAGATTTATGAGTATAAACATGATTTATGAGTATAAACATGGAATGGTATAGGTTTCTTGAAAAGTGTGTGTAATGGAGCAAATT

I . R >

LRRK2-201 >

LRRK2-201

CATTGTAACTTTGGGAAGGGTAATGTATAAATACTGAGCCTATTTTATAGAAAGGTTAAGCTGTTTTCTCAGACTCACATAATTAAGAATTGCAGCAAGGAGTGGATCACAGATTTTGTTATTTTTTAAAAAAAT
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTAACATTGAAACCCTTCCCATTACATATTTATGACTCGGATAAAATATCTTTCCAATTCGACAAAAGAGTCTGAGTGTATTAATTCTTAACGTCGTTCCTCACCTAGTGTCTAAAACAATAAAAAATTTTTTTA

I . >

LRRK2-201 >
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LRRK2-201

GCTGGTCTTTATTCAATATAATTGAAGGGTCACCTAGAAAATAGAATTGTGAATTCAGTTCCAAGGTATTTGTGTCTTAAACTATGAACAACTTTACTTTTTTTTCAGGCCAGTTTAATATATAGTTTTAACAGA
N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGACCAGAAATAAGTTATATTAACTTCCCAGTGGATCTTTTATCTTAACACTTAAGTCAAGGTTCCATAAACACAGAATTTGATACTTGTTGAAATGAAAAAAAAGTCCGGTCAAATTATATATCAAAATTGTCT

I ——————m————————— >

LRRK2-201 >

LRRK2-201

AAACTTACATATTTTGTTTTTGTAAAGGAAGCCTTAAAAATGTCATGCTGGTATTGGGCTACAACCGGAAAAATACTGAAGGTACACAAAAGCAGAAAGGTAACATTTAGAAGGATACTGTTTTCCAAACAGGGC
1 M 1 M 1 L 1 L 1 L 1 M 1 N 1 L 1 N 1 M 1 L 1 L 1 L 1

T T T T T T T T T T T T T T
TTTGAATGTATAAAACAAAAACATTTCCTTCGGAATTTTTACAGTACGACCATAACCCGATGTTGGCCTTTTTATGACTTCCATGTGTTTTCGTCTTTCCATTGTAAATCTTCCTATGACAAAAGGTTTGTCCCG

< _______Pg
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LRRK2-201

AATGATGTGAATGATGGTAACATATTATGTGTTTCATAAATTTGTAGAAAATATTACATATGGTATAATCAGGAATTTTAATTGGTAGTTTATAGTGTAAAGAACTTAGACATAAATTTTCAAAATTACAAGTGA
L 1 M 1 M 1 L 1 M 1 M 1 L 1 N 1 M 1 L 1 L 1 L 1 N 1 L

T T T T T T T T T T T T T T
TTACTACACTTACTACCATTGTATAATACACAAAGTATTTAAACATCTTTTATAATGTATACCATATTAGTCCTTAAAATTAACCATCAAATATCACATTTCTTGAATCTGTATTTAAAAGTTTTAATGTTCACT

I . >

LRRK2-201 >

e e L e L)

LRRK2-201

169,155
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169,425

169,560

169,695
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170,100

170,235

170,370

170,505



TATGAAGTGTTAAATATTTATATTTTCAGCTGAAGTAGAGGTGTCAATCACTAGCTCAACCTTAAACGAAATGTGAATATTTTTTACAACTTATCTATATCTACATAATGTCTAATTTTGAACAGTGTTTGAAAA
1 " 1 M 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATACTTCACAATTTATAAATATAAAAGTCGACTTCATCTCCACAGTTAGTGATCGAGTTGGAATTTGCTTTACACTTATAAAAAATGTTGAATAGATATAGATGTATTACAGATTAAAACTTGTCACAAACTTTT

T ———— T ——————

LRRK2-201 >

LRRK2-201

AGCTTTTATTTCTTTTAGAATATGAAATGTTAATTTATTAAATGTTGATACTCTATTTGAAATTTAATAGTTTCTATAATGTATTATAAAACTTTTCCAAGTATAGTTTTTTATAAATAATAATTTAGTACATTA
M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TCGAAAATAAAGAAAATCTTATACTTTACAATTAAATAATTTACAACTATGAGATAAACTTTAAATTATCAAAGATATTACATAATATTTTGAAAAGGTTCATATCAAAAAATATTTATTATTAAATCATGTAAT

I ——S—S——wASASAAAA @

LRRK2-201 >

LRRK2-201

GTTATAGCTGTGTTTATATTTACATTTATCTAAGTCAACTAAAAATACATGAGCCAAACTGAAATAAAATAAGAATGTTTTATGATGGATCTTTGAAACATGATTTCATTTTTTTCTTTTTCTAGAGATACAATC
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CAATATCGACACAAATATAAATGTAAATAGATTCAGTTGATTTTTATGTACTCGGTTTGACTTTATTTTATTCTTACAAAATACTACCTAGAAACTTTGTACTAAAGTAAAAAAAGAAAAAGATCTCTATGTTAG

- _____________________pg

LRRK2-201

LRRK2-201

TTGCTTGACCGTTTGGGACATCAATCTTCCACATGAAGTGCAAAATTTAGAAAAACACATTGAAGTGAGAAAAGAATTAGCTGAAAAAATGAGACGAACATCTGTTGAGTAAGAGAGAAATAGGAATTGTCTTTG
M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N
+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AACGAACTGGCAAACCCTGTAGTTAGAAGGTGTACTTCACGTTTTAAATCTTTTTGTGTAACTTCACTCTTTTCTTAATCGACTTTTTTACTCTGCTTGTAGACAACTCATTCTCTCTTTATCCTTAACAGAAAC
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LRRK2-201

GATAGGAAAATTATTCTCTCCTCTTGTAAATATTTATTTTAAAAATGTTCACATGGAAAGGGTACTCACATTTTTTGAAATAGCTCGTGTGTATGAAGGAATGTTATTATTTTTAATTTAAATATATGTAAAAAT
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTATCCTTTTAATAAGAGAGGAGAACATTTATAAATAAAATTTTTACAAGTGTACCTTTCCCATGAGTGTAAAAAACTTTATCGAGCACACATACTTCCTTACAATAATAAAAATTAAATTTATATACATTTTTA

I ——S—S——wASASAAAA @

LRRK2-201 >

ACTTACCAGTAAATGTGTATTTTAAAGAACTATTTAAAACACAATGTTATATTTCTTATAAATACCAGTTACTTTCGTTCATTAATTAATGAAAATAAATCTGTGAAGTACCTAATTTAAGTACTCATACTAAAA
+ 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 + 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGAATGGTCATTTACACATAAAATTTCTTGATAAATTTTGTGTTACAATATAAAGAATATTTATGGTCAATGAAAGCAAGTAATTAATTACTTTTATTTAGACACTTCATGGATTAAATTCATGAGTATGATTTT

T ——————S————. >

LRRK2-201 >

TTTATAAGGCCGATAATTTTTTGTTTTCTTGTCTGTAATGGAGGTAAACTTTATTTTAAATTCTGTGCTTAAGACAGGACTATTGCTTGTCGATTTTTCTAGAAATCTGCACGGTATAATGAAAATATTAAGACA
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAATATTCCGGCTATTAAAAAACAAAAGAACAGACATTACCTCCATTTGAAATAAAATTTAAGACACGAATTCTGTCCTGATAACGAACAGCTAAAAAGATCTTTAGACGTGCCATATTACTTTTATAATTCTGT

I ——S—S——wASASAAAA @

LRRK2-201 >

GTTTCCCATGTAATGTATTCCTTCTTAGATTGCATCGAAATGCACTATCATATATGCTTGTAAATATTCAAATGAATTTGCACTAATAAAGTCCTTTGTTGGTATGTGAATTCTCTTTGTTGCTGTTGCAAACAG
M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAAAGGGTACATTACATAAGGAAGAATCTAACGTAGCTTTACGTGATAGTATATACGAACATTTATAAGTTTACTTAAACGTGATTATTTCAGGAAACAACCATACACTTAAGAGAAACAACGACAACGTTTGTC

T ——————S————. >

LRRK2-201 >

TGCATCTTACACAACTTCACTCAATTCAAAAGAAAACTCCATTAAAAGTACTAATGAAAAAACATGACATACTGTCAAAGTCCTCATATCTAGGAAAGACACAGAAACTCTCTTTGTCACAGAAACTCTCTGTGT
1 N 1 M 1 N 1 N 1 : 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACGTAGAATGTGTTGAAGTGAGTTAAGTTTTCTTTTGAGGTAATTTTCATGATTACTTTTTTGTACTGTATGACAGTTTCAGGAGTATAGATCCTTTCTGTGTCTTTGAGAGAAACAGTGTCTTTGAGAGACACA

I ——S—S——wASASAAAA @

LRRK2-201 >

CTTTCCTAGACATAATAGAGTTGTTTTTCAACTCTATGTTTGAATGTGGATACCCTGAATTTTGTATAATTAGTGTAAATACAGTGTTCAGTCCTTCAAGTGATATTTTTATTTTTTTATTCATACCACTAGCTA
+ t + t + } + t + t + } + t + t + } + t + t + } + t +
GAAAGGATCTGTATTATCTCAACAAAAAGTTGAGATACAAACTTACACCTATGGGACTTAAAACATATTAATCACATTTATGTCACAAGTCAGGAAGTTCACTATAAAAATAAAAAAATAAGTATGGTGATCGAT

T ——————S————. >

LRRK2-201 >

CTTGTTTTCTAATCTGCTTCATTCTAATGCTTATATTCATCTTTTCCCTAAATTTGTGATGCTGCAGATCCTACATCATTCAGATAGAAACCTTTTTTTTTTTCAGAATTATAGAATTCCACAGCTCCTACCAAG
1 N 1 M 1 M 1 N 1 : 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAACAAAAGATTAGACGAAGTAAGATTACGAATATAAGTAGAAAAGGGATTTAAACACTACGACGTCTAGGATGTAGTAAGTCTATCTTTGGAAAAAAAAAAAGTCTTAATATCTTAAGGTGTCGAGGATGGTTC

I ——S—S——wASASAAAA @

LRRK2-201 >

ACCATGAGGATAAATATCTAACACTTTTCAGTTGCTGAAGGAGAAAGGAGCTTTAGTTATGATGGATAAAAATATCTGCCACCCTAGGCTTCCAAATTATACTTAAATTGTTTACATAGCTTACCACAATAGGAG
M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 + 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGGTACTCCTATTTATAGATTGTGAAAAGTCAACGACTTCCTCTTTCCTCGAAATCAATACTACCTATTTTTATAGACGGTGGGATCCGAAGGTTTAATATGAATTTAACAAATGTATCGAATGGTGTTATCCTC

T ——————S————. >

LRRK2-201 >

TATCAGGGCCAAATACCTATGTAATAATTTGAGGTCATTTCTGCTTTAGGAAAAGTACTTTCGGTAAATTCTTTGGCCCTGACCAGTATTCATTATTTCAGATAATTCCCTGTGATAGGACAACTAGTACATTTA
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATAGTCCCGGTTTATGGATACATTATTAAACTCCAGTAAAGACGAAATCCTTTTCATGAAAGCCATTTAAGAAACCGGGACTGGTCATAAGTAATAAAGTCTATTAAGGGACACTATCCTGTTGATCATGTAAAT

I ——S—S——wASASAAAA @

LRRK2-201 >

170,640

170,775

170,910

171,045

171,180

171,315

171,450

171,585

171,720

171,855

171,990

172,125

172,260



ATATTCTCAGAACTTATGGCATTTTACTATGTGAAAACTTTAAATTTATTTATATTAAGGGTAATCAAATTCTTAAAGATGAAAGATTTTCTGTATTTTAAAGGAAGCTATGCTTTAACTTGTTATGTAATTAAC

TATAAGAGTCTTGAATACCGTAAAATGATACACTTTTGAAATTTAAATAAATATAATTCCCATTAGTTTAAGAATTTCTACTTTCTAAAAGACATAAAATTTCCTTCGATACGAAATTGAACAATACATTAATTG

AAAAAAATCATATATAATAGAGCTCTTTGTTCCAGTGTTATCTCTTTCATTGTTACTTTGTATTTGCAATTTTTTTTACCAAAGACAAATTAAAAAAATGAATACCATATTTAAATGGAATAATAAAGGTTTTTT
1 1 1 1 1 1 1 1 1 1 1

T T
TTTTTTTAGTATATATTATCTCGAGAAACAAGGTCACAATAGAGAAAGTAACAATGAAACATAAACGTTAAAAAAAATGGTTTCTGTTTAATTTTTTTACTTATGGTATAAATTTACCTTATTATTTCCAAAAAA
AAAAACTTTAAA 3

172,542
TTTTTGAAATTT 5

172,395

172,530



Feature

LRRK2
/note =
LRRK2-203

/note =

LINC02471-203

/note =
LRRK2-DT

/note =
LRRK2-DT-201

/note =
LRRK2-DT-202

/note =
LRRK2-214

/note =
LRRK2-201

/note =

LRRK2-210
/note =
LRRK2-202

/note =

LRRK2-218

/note =
LRRK2-201

F 51 segments = 7584 bp

/note =
/translation =

LRRK2-218

b 49 segments = 7329 bp

/note =
/translation =

LRRK2-202

b 27 segments = 3816 bp

/note =
/translation =

LRRK2-209
/note =
LRRK2-205
/note =
LRRK2-203
b 14 segments = 1563 bp

/note =
/translation =

Location Size

O
H#

Type
1 .. 172,542 172,542 bp u] -+ gene

gene ENSG00000188906
Protein coding

1 .. 87,209 87,209 bp o -+ prim_transcript

primary transcript ENST00000416796

6896 .. 11,385 4490 bp o = prim_transcript

primary transcript ENST00000661406
IncRNA

10,734 .. 28,172 17,439 bp o - gene
gene ENSG00000225342
IncRNA

10,734 .. 27,060 16,327 bp o +— prim_transcript
primary transcript ENST00000412812
IncRNA

26,333 .. 28,172 1840 bp o — prim_transcript
primary transcript ENST00000618127
IncRNA

28,234 .. 46,039 17,806 bp o —* prim_transcript

primary transcript ENST00000680235
28,254 .. 172,542 144,289 bp u] e 4 prim_transcript

primary transcript ENST00000298910
28,254 .. 170,334 142,081 bp u] —+ prim_transcript

primary transcript ENST00000679360
Nonsense mediated decay

28,268 .. 108,233 79,966 bp o -+ prim_transcript

primary transcript ENST00000343742
28,337 .. 172,516 144,180 bp u}] = prim_transcript

primary transcript ENST00000680790
28,389 .. 171,022 142,634 bp -] —-+ CDs

coding sequence ENSP00000298910

MASGSCQGCEEDEETLKKLIVRLNNVQEGKQIETLVQILEDLLVFTYSER, ASKLFQGKNIHVPLLIVLDSYMRVASVQQ,VGWSLLCKLIEVCPGTMQSLMGPQDVGNDWEVLGVHQ, LILKMLTVHNASVNLSVIGLKTLD
LLLTS,GKITLLILDEESDIFMLIFDAMHSFPANDEVQKLGCKALHVLFER,VSEEQLTEFVENKDYMILLSALTNFKDEEEIVLHVLHCLHSLAIP,CNNVEVLMSGNVRCYNIVVEAMKAFPMSERIQEVSCCLLHRLTL,GNFF

NILVLNEVHEFVVKAVQQYPENAALQISALSCLALL,TETIFLNQDLEEKNENQENDDEGEEDKLFWLEACYKALTWHRKNKHVQ ,EAACWALNNLLMYQNSLHEKIGDEDGH,FPAHREVMLSMLMHSSSKEVFQASANAL
STLLEQN,VNFRKILLSKGIHLNVLELMQKHIHSPEVAESGCKMLNHLFEGS,NTSLDIMAAVVPKILTVMKRHETSLPVQLEALRAILHFIVP,GMPEESREDTEFHHKLNMVKKQCFKNDIHKLVLAALNR,FIGNPGIQKCGL
KVISSIVHFPDALEMLSLEGAMDSVLHTLQMYPDDQ ,EIQCLGLSLIGYLITKKNVFIGTGHLLAKILVSSLYRFKDVAEIQTK, GFQTILAILKLSASFSKLLVHHSFDLVIFHQMSSNIMEQKDQQ ,FLNLCCKCFAKVAMDDY
LKNVMLERACDQNNSIMVECLLLLGADANQAKEGSSLICQ,VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLRRLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT,NIASTLARMVIRYQMKS
AVEEGTASGSDGNFSEDVLSKFDEWTFIPDSSMDSVFAQSDDLDSE, GSEGSFLVKKKSNSISVGEFYRDAVLQRCSPNLQRHSNSL, GPIFDHEDLLKRKRKILSSDDSL,RSSKLQSHMRHSDSISSLASEREYITSLDLSAN

ELRDIDALSQKCCISVHLEHLEKLELHQNALTSFPQQLCE, TLKSLTHLDLHSNKFTSFPSYLLKMSCIANLDV SRNDIGPSVVLDPTVKCPTLKQFNLSYNQLSFVPENLTDVVEKLEQLILEG, NKISGICSPLRLKELKILNLSK
NHISSLSENFLEACPKVESFSARMNFL,,AAMPFLPPSMTILKLSQNKFSCIPEAILNLPH,LRSLDMSSNDIQYLPGPAHWKSLNLRELLFSHNQISILDLSEKAYLWSRVEKLHLSHNKLKE,IPPEIGCLENLTSLDVSYNLELRSF
PNEMGKLSKIWDLPLDELHLNFDFKHIGCKAKDIIR,FLQQRLKKAVPYNRMKLMIVGNTGSGKTTLLQQLMKTKKSDLGMQSATVGIDVKDWPIQIRDKRKRDLVLNVWDFA,GREEFYSTHPHFMTQRALYLAVYDLSKGQ

AEVDAMKPWLFNIK, ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK,IRDQLVVGQLIPDCYVELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELP
HAVHFLNES,GVLLHFQDPALQLSDLYFVEPKWLCKIMAQ,ILTVKVEGCPKHPKGIISRRDVEKFLSKKRKFPKNYMSQYFKLLEKFQIALPIGEEYLLVPSS,LSDHRPVIELPHCENSEIIIRLYEMPYFPMGFWSRLINRLLEIS
PYMLSGR, ERALRPNRMYWRQGIYLNWSPEAYCLVGSEVLDNHPESFLKITVPSCRK,GCILLGQVVDHIDSLMEEWFPGLLEIDICGEGETLLKKWALYSFNDGEEHQKILLDDLMKKAEE, GDLLVNPDQPRLTIPISQIAPDL
ILADLPRNIMLNNDELEFEQAPEFLL,,GDGSFGSVYRAAYEGEEVAVKIFNKHTSLRLLRQ ,ELVVLCHLHHPSLISLLAAGIRPRMLVMELASKGSLDRLLQQDKASLTRTLQHRIALHVADGLR,YLHSAMIIYRDLKPHNVLLF
TLYPNAAIIAKIADYGIAQYCCRMGIKTSEGTP,GFRAPEVARGNVIYNQQADVYSFGLLLYDILTTGGRIVEGLKFPNEFDELEIQGKLP,DPVKEYGCAPWPMVEKLIKQCLKENPQERPTSAQ,VFDILNSAELVCLTRRILL

PKNVIVECMVATHHNSRNASIWLGCGHTDRGQLSFLDLNTEGYTSE,,EVADSRILCLALVHLPVEKESWIVSGTQSGTLLVINTEDGKKRHTLEKMTDSVTCLYCNSFSKQS,KQKNFLLVGTADGKLAIFEDKTVK,LKGAAP
bEBLNIANMOSEPIM CLSES INGIERNVMWGGCGTKIFSFSNDFTIQKLIETRTSQL,FSYAAFSDSNIITVVVDTALYIAKQNSPVVEVWDKKTEKLCGLIDCVHFLR,,EVMVKENKESKHKMSYSGRVKTLCLQKNTALWIGTG

GGHILLLDLSTRRLIRVIYNFCNSVRVMMTAQL,GSLKNVMLVLGYNRKNTEGTQKQK,EIQSCLTVWDINLPHEVQNLEKHIEVRKELAEKMRRTSVE*
28,389 .. 171,022 142,634 bp -} CDs

coding sequence ENSP00000505335

MASGSCQGCEEDEETLKKLIVRLNNVQEGKQIETLVQILEDLLVFTYSER, ASKLFQGKNIHVPLLIVLDSYMRVASVQQ,VGWSLLCKLIEVCPGTMQSLMGPQDVGNDWEVLGVHQ, LILKMLTVHNASVNLSVIGLKTLD
LLLTS,GKITLLILDEESDIFMLIFDAMHSFPANDEVQKLGCKALHVLFER,VSEEQLTEFVENKDYMILLSALTNFKDEEEIVLHVLHCLHSLAIP,CNNVEVLMSGNVRCYNIVVEAMKAFPMSERIQEVSCCLLHRLTL,GNFF
NILVLNEVHEFVVKAVQQYPENAALQISALSCLALL,TETIFLNQDLEEKNENQENDDEGEEDKLFWLEACYKALTWHRKNKHVQ ,EAACWALNNLLMYQNSLHEKIGDEDGH,FPAHREVMLSMLMHSSSKEVFQASANAL
STLLEQN,GMPEESREDTEFHHKLNMVKKQCFKNDIHKLVLAALNR,FIGNPGIQKCGLKVISSIVHFPDALEMLSLEGAMDSVLHTLQMYPDDQ ,EIQCLGLSLIGYLITKKNVFIGTGHLLAKILVSSLYRFKDVAEIQTK,,GF
QTILAILKLSASFSKLLVHHSFDLVIFHQMSSNIMEQKDQQ ,,FLNLCCKCFAKVAMDDYLKNVMLERACDQNNSIMVECLLLLGADANQAKEGSSLICQ,VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLR
RLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT,NIASTLARMVIRYQMKSAVEEGTASGSDGNFSEDVLSKFDEWTFIPDSSMDSVFAQSDDLDSE, GSEGSFLVKKKSNSISVGEFYRDAVLQRCSPNLQRHSN
SL,,GPIFDHEDLLKRKRKILSSDDSL,RSSKLQSHMRHSDSISSLASEREYITSLDLSANELRDIDALSQKCCISVHLEHLEKLELHQNALTSFPQQLCE, TLKSLTHLDLHSNKFTSFPSYLLKMSCIANLDVSRNDIGPSVVLDPT
VKCPTLKQFNLSYNQLSFVPENLTDVVEKLEQLILEG,NKISGICSPLRLKELKILNLSKNHISSLSENFLEACPKVESFSARMNFL, AAMPFLPPSMTILKLSQNKFSCIPEAILNLPH,LRSLDMSSNDIQYLPGPAHWKSLNLRE
LLFSHNQISILDLSEKAYLWSRVEKLHLSHNKLKE,IPPEIGCLENLTSLDVSYNLELRSFPNEMGKLSKIWDLPLDELHLNFDFKHIGCKAKDIIR,FLQQRLKKAVPYNRMKLMIVGNTGSGKTTLLQQLMKTKKSDLGMQSATV
GIDVKDWPIQIRDKRKRDLVLNVWDFA,GREEFYSTHPHFMTQRALYLAVYDLSKGQAEVDAMKPWLFNIK,ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK
»IRDQLVVGQLIPDCYVELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELPHAVHFLNES,GVLLHFQDPALQLSDLYFVEPKWLCKIMAQ,ILTVKVEGCPKHPKGIISRRDVEKFLSKKRKFPKNYMSQYFKLLEKF
QIALPIGEEYLLVPSS,LSDHRPVIELPHCENSEIIIRLYEMPYFPMGFWSRLINRLLEISPYMLSGR, ERALRPNRMYWRQGIYLNWSPEAYCLVGSEVLDNHPESFLKITVPSCRK,GCILLGQVVDHIDSLMEEWFPGLLEIDIC
GEGETLLKKWALYSFNDGEEHQKILLDDLMKKAEE,,GDLLVNPDQPRLTIPISQIAPDLILADLPRNIMLNNDELEFEQAPEFLL,GDGSFGSVYRAAYEGEEVAVKIFNKHTSLRLLRQ,ELVVLCHLHHPSLISLLAAGIRPRML
VMELASKGSLDRLLQQDKASLTRTLQHRIALHVADGLR,YLHSAMIIYRDLKPHNVLLFTLYPNAAIIAKIADYGIAQYCCRMGIKTSEGTP,GFRAPEVARGNVIYNQQADVYSFGLLLYDILTTGGRIVEGLKFPNEFDELEIQ

GKLP,,DPVKEYGCAPWPMVEKLIKQCLKENPQERPTSAQ,VFDILNSAELVCLTRRILLPKNVIVECMVATHHNSRNASIWLGCGHTDRGQLSFLDLNTEGYTSE, EVADSRILCLALVHLPVEKESWIVSGTQSGTLLVINTE

PHEKKBHTAESMID SVI ST SKQS ,,KQKNFLLVGTADGKLAIFEDKTVK, LKGAAPLKILNIGNVSTPLMCLSESTNSTERNVMWGGCGTKIFSFSNDFTIQKLIETRTSQL,FSYAAFSDSNIITVVVDTALYIAKQNSPVV
EVWDKKTEKLCGLIDCVHFLR,,EVMVKENKESKHKMSYSGRVKTLCLQKNTALWIGTGGGHILLLDLSTRRLIRVIYNFCNSVRVMMTAQL,GSLKNVMLVLGYNRKNTEGTQKQK,EIQSCLTVWDINLPHEVQNLEKHIEVR
KELAEKMRRTSVE* 28,389 .. 107,430 79,042 bp -} -+ CcDs

coding sequence ENSP00000341930

MASGSCQGCEEDEETLKKLIVRLNNVQEGKQIETLVQILEDLLVFTYSER, ASKLFQGKNIHVPLLIVLDSYMRVASVQQ,VGWSLLCKLIEVCPGTMQSLMGPQDVGNDWEVLGVHQ, LILKMLTVHNASVNLSVIGLKTLD
LLLTS,GKITLLILDEESDIFMLIFDAMHSFPANDEVQKLGCKALHVLFER,VSEEQLTEFVENKDYMILLSALTNFKDEEEIVLHVLHCLHSLAIP,CNNVEVLMSGNVRCYNIVVEAMKAFPMSERIQEVSCCLLHRLTL,GNFF
NILVLNEVHEFVVKAVQQYPENAALQISALSCLALL,TETIFLNQDLEEKNENQENDDEGEEDKLFWLEACYKALTWHRKNKHVQ ,EAACWALNNLLMYQNSLHEKIGDEDGH,FPAHREVMLSMLMHSSSKEVFQASANAL
STLLEQN,VNFRKILLSKGIHLNVLELMQKHIHSPEVAESGCKMLNHLFEGS,NTSLDIMAAVVPKILTVMKRHETSLPVQLEALRAILHFIVP,GMPEESREDTEFHHKLNMVKKQCFKNDIHKLVLAALNR,FIGNPGIQKCGL
KVISSIVHFPDALEMLSLEGAMDSVLHTLQMYPDDQ ,EIQCLGLSLIGYLITKKNVFIGTGHLLAKILVSSLYRFKDVAEIQTK, GFQTILAILKLSASFSKLLVHHSFDLVIFHQMSSNIMEQKDQQ ,FLNLCCKCFAKVAMDDY
LKNVMLERACDQNNSIMVECLLLLGADANQAKEGSSLICQ,VCEKESSPKLVELLLNSGSREQDVRKALTISIGKGDSQIISLLLRRLALDVANNSICLGGFCIGKVEPSWLGPLFPDKTSNLRKQT,NIASTLARMVIRYQMKS
AVEEGTASGSDGNFSEDVLSKFDEWTFIPDSSMDSVFAQSDDLDSE, GSEGSFLVKKKSNSISVGEFYRDAVLQRCSPNLQRHSNSL,,GPIFDHEDLLKRKRKILSSDDSL,RSSKLQSHMRHSDSISSLASEREYITSLDLSAN

ELRDIDALSQKCCISVHLEHLEKLELHQNALTSFPQQLCE, TLKSLTHLDLHSNKFTSFPSYLLKMSCIANLDVSRNDIGPSVVLDPTVKCPTLKQFNLSYNQLSFVPENLTDVVEKLEQLILEG, NKISGICSPLRLKELKILNLSK
N7 S SRS BeFACRKVESFSORMNFL, ,AAMPFLPPSMTILKLSQNKFSCIPEAILNLPH,LRSLDMSSNDIQYLPGPAHWKSLNLRELLFSHNQISILDLSEKAYLWSRVEKLHLSHNKLKEVRRLLPLKKYTL*

28,445 .. 54,801 26,357 bp u] o prim_transcript
primary transcript ENST00000644108
Nonsense mediated decay

28,852 .. 36,040 7189 bp o = prim_transcript
primary transcript ENST00000474202
Retained intron

28,874 .. 87,209 58,336 bp -} = CDs

coding sequence ENSP00000398726

MRVASVQQ,VGWSLLCKLIEVCPGTMQSLMGPQDVGNDWEVLGVHQ,LILKMLTVHNASVNLSVIGLKTLDLLLTS, GKITLLILDEESDIFMLIFDAMHSFPANDEVQKLGCKALHVLFER,GNNVEVLMSGNVRCYNIVVE
AMKAFPMSERIQEVSCCLLHRLTL, GNFFNILVLNEVHEFVVKAVQQYPENAALQISALSCLALL,RSFPGICECIVNSLRTKC,NTSLDIMAAVVPKILTVMKRHETSLPVQLEALRAILHFIVP,,GMPEESREDTEFHHKLNMV
KKQCFKNDIHKLVLAALNR,FIGNPGIQKCGLKVISSIVHFPDALEMLSLEGAMDSVLHTLQMYPDDQ ,EIQCLGLSLIGYLITKKNVFIGTGHLLAKILVSSLYRFKDVAEIQTK, GFQTILAILKLSASFSKLLVHHSFDLVIFHQ
MSSNIMEQKDQQ,FLNLCCKCFAKVAMDDYLKNVMLERACDQNNSIMVECLLLLGADANQAKEGSSLICQ,VCEKESSPKLVELLLNSGSREQDVRK

521 amino acids = 58.2 kDa



Feature Location Size a #® Type
33,213 .. 34,666 1454 bp u] == gene
/note = gene ENSG00000289310
IncRNA
33,213 .. 34,666 1454 bp o -+ prim_transcript
/note = primary transcript ENST00000688991
IncRNA
LINC02471 40,630 .. 14,676 146,589 bp o =H gene
/note = gene ENSG00000223914
IncRNA
LINC02471-202 40,630 .. 14,676 146,589 bp o o prim_transcript
/note = primary transcript ENST00000641941
IncRNA
89,546 .. 89,919 374 bp u] —+ gene
/note = gene ENSG00000229899
processed_pseudogene
89,546 .. 89,919 374 bp o -+ prim_transcript
/note = primary transcript ENST00000434995
processed_pseudogene
LRRK2-204 98,762 .. 172,542 73,781bp W - prim_transcript
/note = primary transcript ENST00000430804
Nonsense mediated decay
LRRK2-206 101,723 .. 172,542 70,820 bp o = prim_transcript

/note = primary transcript ENST00000479187
Retained intron

Donor Template WT -> SNV 113,622 .. 113,721 100 bp o L] misc_feature

PAM 113,681 .. 113,683 3 bp m] = misc_feature

Protospacer Sequence 113,684 .. 113,703 20 bp ] H misc_feature

LRRK2-220 113,688 .. 171,587 57,900 bp u] —+ prim_transcript

/note = primary transcript ENST00000681696

LRRK2-220 113,688 .. 170,918 57,231 bp | - CDs

b 21 segments = 3159 bp

/note = coding sequence ENSP00000505871

/translation = ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK,IRDQLVWVGQLIPDCYVELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELPHAVHFLNES, GVLLH

FQDPALQLSDLYFVEPKWLCKIMAQ,,ILTVKVEGCPKHPKGIISRRDV EKFLSKKRKFPKNYMSQYFKLLEKFQIALPIGEEYLLVPSS,LSDHRPVIELPHCENSEIIIRLYEMPYFPMGFWSRLINRLLEISPYMLSGR,,ERALRPN
RMYWRQGIYLNWSPEAYCLVGSEVLDNHPESFLKITVPSCRK, GCILLGQVVDHIDSLMEEWFPGLLEIDICGEGETLLKKWALYSFNDGEEHQKILLDDLMKKAEE, GDLLVNPDQPRLTIPISQIAPDLILADLPRNIMLNNDE
LEFEQAPEFLL, GDGSFGSVYRAAYEGEEVAVKIFNKHTSLRLLRQ,,ELVVLCHLHHPSLISLLAAGIRPRMLVMELASKGSLDRLLQ QDKASLTRTLQHRIALHVADGLR,,YLHSAMIIYRDLKPHNVLLFTLYPNAAIIAKIADY
GIAQYCCRMGIKTSEGTP,GFRAPEVARGNVIYNQQADVYSFGLLLYDILTTGGRIVEGLKFPNEFDELEIQGKLP,,DPV KEYGCAPWPMVEKLIKQ CLKENPQERPTSAQ,,VFDILNSAELV CLTRRILLPKNVIVECMVATHH
NSRNASIWLGCGHTDRGQLSFLDLNTEGYTSE,EVADSRILCLALVHLPVEKESWIVSGTQSGTLLVINTEDGKKRHTLEKMTDSVTCLYCNSFSKQS, KQKNFLLV GTADGKLAIFEDKTVK,LKGAAPLKILNIGNV STPLMC
LSESTNSTERNVMWGGCGTKIFSFSNDFTIQKLIETRTSQL,FSYAAFSDSNIITVVVDTALYIAKQNSPVVEVWDKKTEKLCGLIDCVHFLR,,EVMVKENKESKHKMSYSGRVKTLCLQKNTALWIGTGGGHILLLDLSTRRLIR
YHEN RGASY RUMMIARILS & LS C WY WATTGKILKV HKSRK, RYNLA*

SNV 113,692 .. 113,692 1 bp o L] misc_feature
/note = WT =G

SNV =A
LRRK2-211 113,723 .. 172,516 58,794 bp o = prim_transcript
/note = primary transcript ENST00000679532

Nonsense mediated decay
LRRK2-213 113,724 .. 172,516 58,793bp W - prim_transcript
/note = primary transcript ENST00000680018

Nonsense mediated decay
LRRK2-217 113,726 .. 172,514 58,789 bp o = prim_transcript
/note = primary transcript ENST00000680453

Nonsense mediated decay
LRRK2-215 113,726 .. 172,428 58,703 bp u] = prim_transcript
/note = primary transcript ENST00000680422

Nonsense mediated decay
LRRK2-216 113,814 .. 172,311 58,498 bp o - prim_transcript
/note = primary transcript ENST00000680425

Nonsense mediated decay
LRRK2-219 115,646 .. 171,587 55942bp W - prim_transcript
/note = primary transcript ENST00000681136
LRRK2-207 115,971 .. 123,319 7349 bp o = prim_transcript
/note = primary transcript ENST00000481256
LRRK2-212 150,010 .. 172,503 22,494 bp u] = prim_transcript
/note = primary transcript ENST00000679683

Nonsense mediated decay
LRRK2-208 150,104 .. 172,136 22,033 bp o —-+ prim_transcript
/note = primary transcript ENST00000636518
LRRK2-208 150,104 .. 171,022 20,919 bp | —+ CDs

b 10 segments = 1363 bp

/note = coding sequence ENSP00000490200

/translation = NWR*NSRGFEVSK*V**IRNTRKIT*,SS*RIWLCPMAYG*EIN*TVFERKSSRKAYFCP,GL*HFEFS*ISLSDETHFIT*KRNC*MHGCYTSQQQECKHLAGLWAHRQRTALIS*LKY*RIHF*,GSC***NIVLSLGASSC*K
GKLDCVWDTVWYSPGHQYRRWEKETYPRKDD*FCHLFVLQFLFQAK, QTKKFSFGWNR*WQVSNF*R*DC*,A*RSCSFEDTKYRKCQYSIDVFE*IHKFNGKKCNVGRMWHKDFLLF**FHHSETH*DKNKPT,VFLCSFQ*
FQHHNSGGRHCSLYC*AK*PCCGSVG*EN*KTLWTNRLRALFK, GGNGKRKQGIKTQNVLFWESENPLPSEEHCSLDRNWRRPYFTPGSFNSSTYTCNLQLL*FGQSHDDSTAR,KP*KCHAGIGLQPEKY*R, DTILLDRLGH
QSH TS EMEFRKTIHEPRAIRESP U EITNHC *V

LRRK2-221 162,164 .. 172,428 10,265 bp n] —+ prim_transcript

/note = primary transcript ENST00000681773
Retained intron



Primer Length @ Binding Sites - Tm Date Added

PCR Forward 25-mer 113,181 .. 113,205 - 62°C Jun 30, 2022
/sequence = ACAGCTAGCCAACGTGAGCAAATAG
48% GC / 7693.1 Da
Donor Template WT -> SNV 100-mer @ 113,622 .. 113,721 - 77°C Jun 30, 2022
/sequence = CAACAGGAATGTGAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTTTGTGTCTTTCCCTCCAGGCTCACGCTTCTTCTTCCCCTGTGATTCTCGTTG
50% GC / 30,716.9 Da
gRNA Protospacer 20-mer 113,684 .. 113,703 — 62°C Jun 30, 2022
/sequence = AAGAAGAAGCGCGAGCCTGG
60% GC / 6225.1 Da
Sanger Sequencing Primer 20-mer 113,787 .. 113,806 — 57°C Jun 30, 2022
/sequence = AACCCTCGCTTATTCAGGAG
50% GC / 6077.0 Da
PCR Reverse 25-mer 114,136 .. 114,160 — 59°C Jun 30, 2022
/sequence = TTTTCTCAGTATCCCAGAAACGGTC

44% GC / 7592.0 Da



