@ (4888 .. 4987) Donor Template SNV -> REV
(4906 .. 4923) gRNA Protospacer PCR Reverse (5381 .. 5400)
(4848 .. 4867) PCR Forward\| Sanger Sequencing Primer (5381 .. 5400)
75001 70,0001 —

= —
25001 50001 A
FUS-201 >

>

EEEETTTETESREETEI] TEPEREEEE B CERE CEEFEREPFEEEY EEEREFEEEER SERER] CERY S5 & SEF |

FUS-201

Donor Template SNV -> REV

Protospacer Sequence

SNV

JIPSC1098_SnapgeneDNA_INK2S00106R_FUS_R216C_REVWT
11,468 bp



TGCTCAGTCCTCCAGGCGTCGGTACTCAGCGGTGTTGGAACTTCGTTGCTTGCTTGCCTGTGCGCGCGTGCGCGGACATGGCCTCAAACGGTAGGTAAGGGCGCGAGGCGACGGCGGCGGCGCACCCGGCCGAGG
1 M 1 M I M 1 " 1 M 1 M 1 M 1 M I " 1 M 1 M I M 1 M 1 "

I + T t T t T + T t T t T + T t T t T + T t T t T + T t
ACGAGTCAGGAGGTCCGCAGCCATGAGTCGCCACAACCTTGAAGCAACGAACGAACGGACACGCGCGCACGCGCCTGTACCGGAGTTTGCCATCCATTCCCGCGCTCCGCTGCCGCCGCCGCGTGGGCCGGLCTCC

- _______________________________________________________Pg

[ FUS-201 >
I S,
M A S N
ENSE00003903481 FEEEE R R I I el >
FUS-201

CCTCCCAGCTGGGCTTTTCGTTTTCAGTGGGACCGGGGCGGCGATCCCGTGTGGGATTTTTTGGCGCCCCTGTGGCGGGAAGCCGCGGAGAAGAGTAACTGGAGGAGGCTGGTGTCGCCATTTTGTTTCGCTCCT
1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T
GGAGGGTCGACCCGAAAAGCAAAAGTCACCCTGGCCCCGCCGCTAGGGCACACCCTAAAAAACCGCGGGGACACCGCCCTTCGGCGCCTCTTCTCATTGACCTCCTCCGACCACAGCGGTAAAACAAAGCGAGGA

FUS-201

CTGGCCCTCGCGCGCGGGGCGGGAAGTCTTTTCTTTGCAGTCCGTTTGCTTGGGGTGGGCGTTGGGAGGGACGCTTCTTAGGGGTTTGAAGCGTCAGGTGAGGGTGGAAAACGCCCATTCTCCGTGGCCTCGCCT
1 1 1 1 1 1 1 1 1 1 1 1

: } ; } : } } } ; } } } : } } } } } } } : } } } : } }
GACCGGGAGCGCGCGCCCCGCCCTTCAGAAAAGAAACGTCAGGCAAACGAACCCCACCCGCAACCCTCCCTGCGAAGAATCCCCAAACTTCGCAGTCCACTCCCACCTTTTGCGGGTAAGAGGCACCGGAGCGGA

I - R >

FUS-201 >

I L L T

FUS-201

CCCCCAACTCCCGGCCCCGCGCTCGAGCCCGCTTTGTCGCAGTGCTGCATCCGGGCACTCGCGGCGCGCACGCGCTCTGCGGGCCCCTCCCCCTTCGCGGCGCGGGTACCCCTTCCCCGCCTCGTGTTGGTTCAG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T t T t T t T t T t T t T t T t T t T t T t T t T t T
GGGGGTTGAGGGCCGGGGCGCGAGCTCGGGCGAAACAGCGTCACGACGTAGGCCCGTGAGCGCCGCGCGTGCGCGAGACGCCCGGGGAGGGGGAAGCGCCGCGCCCATGGGGAAGGGGCGGAGCACAACCAAGTC

FUS-201

CTTTCTGTCGCGAGACCCTTCGCGGAAGACTCGGCGGCGCGCGTCCGGTGTGAGCCTTGTCCCTCAGTGGTCCTTCGCGAATGGGCGGGATCGCTCCGTTCCCGCCTGGGTTGCCACGCGGCTGGGGGCGGAGGC
L 1 L 1 M 1 N 1 N 1 L 1 L 1 M 1 M 1 M 1 L 1 M 1 L 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAAAGACAGCGCTCTGGGAAGCGCCTTCTGAGCCGCCGCGCGCAGGCCACACTCGGAACAGGGAGTCACCAGGAAGCGCTTACCCGCCCTAGCGAGGCAAGGGCGGACCCAACGGTGCGCCGACCCCCGCCTCCG

e >

FUS-201 >

FUS-201

TCGGGATCGGGGCCGCCCTCTAGCTTAACGGTTTGGCGGCGGTGGTCAGGGTTCGACCAACGGACTTGGGGACGGCCCGAGAGTTTTTCCCGCCTAAATTTCTTTCTTTTTTTTTTTGGAGACACGGTCTTCCTC
1 " 1 N 1 N 1 M 1 1 1 i 1 " 1 1 1 1 1 " 1 " 1 i 1 " 1

T T T T T T T T T T T T T T
AGCCCTAGCCCCGGCGGGAGATCGAATTGCCAAACCGCCGCCACCAGTCCCAAGCTGGTTGCCTGAACCCCTGCCGGGCTCTCAAAAAGGGCGGATTTAAAGAAAGAAAAAAAAAAACCTCTGTGCCAGAAGGAG

FUS-201

TGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTCAGATCACTGCAACGTCCACCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCTGAGTAGTTGGGATTATAGGCGCCCGCCACCACAGCCCGGCTAATT
N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M

T T T T T T T T T T T T
ACAGCGGGTCCGACCTCACGTCACCACGCTAGAGTCTAGTGACGTTGCAGGTGGAGGACCCAAGTTCACTAAGAAGACGGAGTCGGAGGACTCATCAACCCTAATATCCGCGGGCGGTGGTGTCGGGCCGATTAA

FUS-201

TTTGTGTTTCTTAGTAGGGGCGGGGTTTCACCATGTTGGTCAGGCTGGTCTCGAACTGCTGACCTCAGGTGATCCGCCCGCCTGGGCCTCCCGAAGTGTCGGGATTACAGACGTAAGCCAACCACGCCTGGTCTA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T + T + T + T + T + T + T + T + T + T + T + T + T + T
AAACACAAAGAATCATCCCCGCCCCAAAGTGGTACAACCAGTCCGACCAGAGCTTGACGACTGGAGTCCACTAGGCGGGCGGACCCGGAGGGCTTCACAGCCCTAATGTCTGCATTCGGTTGGTGCGGACCAGAT

I R >

FUS-201 >

FUS-201

AATTTCTTTTTTCTGAGATAGGGACGGAGAAGAACGGCCGCCCGAGGCCACACCCTCTCCTGGTCCTCTTTCCCTTTTCCTGCGGGGGAAGCGCCGCGTTTCCTGTGCTGGGAGGATGAGTTGATCTTGTTCGTG
1 1 1 1 1 1 1 1 1 1 1 1

t T t T y T y T y T t T t T y T t T t { } { § { i { i
TTAAAGAAAAAAGACTCTATCCCTGCCTCTTCTTGCCGGCGGGCTCCGGTGTGGGAGAGGACCAGGAGAAAGGGAAAAGGACGCCCCCTTCGCGGCGCAAAGGACACGACCCTCCTACTCAACTAGAACAAGCAC

I - R >

FUS-201 >

L R

FUS-201

TATCTTAAGTGGGGCTTTTCAAAAGCGCTTTTGTTGCTTTTTGTTCGCTGGGGGAAGGCAGGGTAGGTGAGAAAACGGAACCATCTGGAGTCCCAGGGCTGGGGACTCGAGTACCTGTTGACTTTCGCCTCCTAA
1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATAGAATTCACCCCGAAAAGTTTTCGCGAAAACAACGAAAAACAAGCGACCCCCTTCCGTCCCATCCACTCTTTTGCCTTGGTAGACCTCAGGGTCCCGACCCCTGAGCTCATGGACAACTGAAAGCGGAGGATT

g

FUS-201 >

FUS-201

GGCGAGCAGTTGCATGATCTCTGTCATTTGGGGTCCAAGGGCTCTTTTGATTCTCTGGCTTTGCACTAAAAAGCCCACTTCATCTCCGGGATTGGTCAAAGAGTGAAGAATGGCCTTTTTTGAGACTTTCTTATT
L 1 M 1 L 1 L 1 M 1 M 1 L 1 L 1 M 1 L 1 L 1 M 1 N 1 L

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCGCTCGTCAACGTACTAGAGACAGTAAACCCCAGGTTCCCGAGAAAACTAAGAGACCGAAACGTGATTTTTCGGGTGAAGTAGAGGCCCTAACCAGTTTCTCACTTCTTACCGGAAAAAACTCTGAAAGAATAA

-« g

FUS-201 >

FUS-201

135

270

540

675

810

945

1080

1215

1350

1485



CTGTGGGTCTGGGCTGAGAGAGCAGAGGCCACAATCTGAACACTGTTCGAATTCAAACCTGTGCCACTTTGGTAGTTCTGCGACGTTGGGAGAGTTAGTCTCTTGACTCCTGGCGATAATGGCTTTCTCATAGAG
1 " 1 " 1 M 1 1 1 M 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 1 1

T T T T
GACACCCAGACCCGACTCTCTCGTCTCCGGTGTTAGACTTGTGACAAGCTTAAGTTTGGACACGGTGAAACCATCAAGACGCTGCAACCCTCTCAATCAGAGAACTGAGGACCGCTATTACCGAAAGAGTATCTC

- ___________________________________________________________Pg

FUS-201 >

FUS-201

TGGATGAAACGAATGCGCGATGTTTTAGAGCAATCACTGACATGAATTGGGCTTGCAGAAAATTGTGGATGTCCACCAAGACCTTGGTTTTTCCAATGGTTAAGGCTTCTGGGACTCTGTAGAAACTTGCATTTT

ACCTACTTTGCTTACGCGCTACAAAATCTCGTTAGTGACTGTACTTAACCCGAACGTCTTTTAACACCTACAGGTGGTTCTGGAACCAAAAAGGTTACCAATTCCGAAGACCCTGAGACATCTTTGAACGTAAAA

I - R >

FUS-201 >

FUS-201

CTTCACTTTTTCTTTATTGTAAGAACACTTGGCTGATAACGCCAGTTTGTTCCTCTTCTCAACCAGTGTCTCATGGAGGAATTTTATGCCCTTTGTTGCAACATGGTCCTATTTTTATTTTTTTTTTTGAGATGG
1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 . 1 N 1 N 1 M 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
GAAGTGAAAAAGAAATAACATTCTTGTGAACCGACTATTGCGGTCAAACAAGGAGAAGAGTTGGTCACAGAGTACCTCCTTAAAATACGGGAAACAACGTTGTACCAGGATAAAAATAAAAAAAAAAACTCTACC

I - >

FUS-201 >

L L L

FUS-201

AGTCTTGCTCTGTTGCCAGGCTGGAGTGCAATGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGCGATTCTCCTGCTTCACCTCCCGAGTAGCTGGGATTACAGGCGTGCGCCACCATGCCCGGCTAATTTTTT
M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCAGAACGAGACAACGGTCCGACCTCACGTTACCGAGTGACGTTGGAGACGGAGGGCCCAAGTTCGCTAAGAGGACGAAGTGGAGGGCTCATCGACCCTAATGTCCGCACGCGGTGGTACGGGCCGATTAAAAAA

e >

FUS-201 >

FUS-201

GTATTTTTATTAGAGATGGGGCTTCACCATGTTGGTCAGGCCAGTCTCGAATTCCTGACCTCAAGTGATCCACCCACCTCGGCCTCCCAAACTGCTGGGATTACAGGCATGATCCACCGTGCCTGGCCTACGTGG
1 M 1 L 1 M 1 M 1 N 1 L 1 M 1 L 1 L 1 N 1 M 1 M 1 L 1

T T T T t T y T t T y T t T
CATAAAAATAATCTCTACCCCGAAGTGGTACAACCAGTCCGGTCAGAGCTTAAGGACTGGAGTTCACTAGGTGGGTGGAGCCGGAGGGTTTGACGACCCTAATGTCCGTACTAGGTGGCACGGACCGGATGCACC

FUS-201 >

FUS-201

TCCTTTTTATTCATCAGTGCTTGAGTTAAGGAATTTAGCTTTAATTCAACTCTTTCAGAGTGGCAGCTGAAGATAATGTGATTGTATTTTTCTTTTGCAGATTATACCCAACAAGCAACCCAAAGGTGAGTGCTA

AGGAAAAATAAGTAGTCACGAACTCAATTCCTTAAATCGAAATTAAGTTGAGAAAGTCTCACCGTCGACTTCTATTACACTAACATAAAAAGAAAACGTCTAATATGGGTTGTTCGTTGGGTTTCCACTCACGAT

I 1 >

FUS-201 >
5l o ¢y ¢ o a0l p 5 5
Bl % 1 1oL 0 A T 0 S
--------------------------------------------------------------------------------- ENSE00003475065 >
FUS-201

TTTTTGGGCTTCCAGAGTTTGTAGAGGGCAAGGGTGGTCACGCCATGTTTTCTGATCACGCTGGTTTTCCTTTTATTTAGCTATGGGGCCTACCCCACCCAGCCCGGGCAGGGCTATTCCCAGCAGAGCAGTCAG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
AAAAACCCGAAGGTCTCAAACATCTCCCGTTCCCACCAGTGCGGTACAAAAGACTAGTGCGACCAAAAGGAAAATAAATCGATACCCCGGATGGGGTGGGTCGGGCCCGTCCCGATAAGGGTCGTCTCGTCAGTC

I >

FUS-201 >
. 15 20 25 4y 4 30
Y G A Y P T Q P G Q G Y S Q Q S S _Q
----------------------------------------------------------------- ENSE00003630677 >
FUS-201

CCCTACGGACAGCAGAGTTACAGTGGTTATAGCCAGTCCACGGACACTTCAGGCTATGGCCAGAGCAGCTATTCTTCTTATGGCCAGAGCCAGAACAGTGAGTCTTTCTCAGCGGGTCACCTCTTCCTACTCTTT
i 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

GGGATGCCTGTCGTCTCAATGTCACCAATATCGGTCAGGTGCCTGTGAAGTCCGATACCGGTCTCGTCGATAAGAAGAATACCGGTCTCGGTCTTGTCACTCAGAAAGAGTCGCCCAGTGGAGAAGGATGAGAAA

. ___________________________________________________________________________________Pg

FUS-201 >
. ., 3 0, 0, 4 ., 0 0, ., 4 ., o, , ., s6 ., o, 0 55 ., ., 0, ., 6 , .
B ¥ G Q@ QS v:_ S 6 ¥ S W@ S T DT _ S _6_ ¥ 6 Q S 5 ¥ _§ 8§ ¥ G 0 S _Q N
] ENSE00003630677 e >
FUS-201

CTGAATATTGCTTTTCTTTTTCTTGTTTTTTGGAGACGGAGTCTGGTCCTGTTGCCCAGGCTGGAGTGCAGTGGTGCTGTCTCAGCTCACTGCAACATCAGCCTACCGGGTTCAAACGATTCTCCTGCCTCAGCC

GACTTATAACGAAAAGAAAAAGAACAAAAAACCTCTGCCTCAGACCAGGACAACGGGTCCGACCTCACGTCACCACGACAGAGTCGAGTGACGTTGTAGTCGGATGGCCCAAGTTTGCTAAGAGGACGGAGTCGG

I - S >

FUS-201 >

FUS-201

TCCTGAGTAGCTGGGATTACAGGTACCTGCTACCACGCCTGGCTAATTTTGTGTTTTTAGTAGAGATGGGGTTTCACCGTGTTGGACAGGCTGGTCTGGAACTCCTGACCTCCTGCCTGCCTTGACCTGCCAAAG
N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 : 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGACTCATCGACCCTAATGTCCATGGACGATGGTGCGGACCGATTAAAACACAAAAATCATCTCTACCCCAAAGTGGCACAACCTGTCCGACCAGACCTTGAGGACTGGAGGACGGACGGAACTGGACGGTTTC

e >

FUS-201 >

FUS-201

TGCTGGGATTACAGGCGTCAGCCACAATGCCCTGAATGTTGCTTTTCTTAAACCTGAGCAGCACTGAGATGTTGAAACTGTTCCATATTTCTTTTCCGTGAAACAGTGTATAAGTCTTAAAACTTTTTGGGATCT
1 M 1 N 1 N 1 M 1 3 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACGACCCTAATGTCCGCAGTCGGTGTTACGGGACTTACAACGAAAAGAATTTGGACTCGTCGTGACTCTACAACTTTGACAAGGTATAAAGAAAAGGCACTTTGTCACATATTCAGAATTTTGAAAAACCCTAGA

I R >

FUS-201 >

I T T

FUS-201

1620

1755

1890

2025

2160

2295

2430

2565

2700

2835

2970



GAGTCCTTTACAGGGCATTGTGGCACACCTGTAGTCCCAGCTACTGAGGAGGCTGAGGCGGGAGGATCCCTTGAATTCAGGAGTTTGGGGCTGCAGTGAGCTATGATGGTGCCTGTGAACAGCCACTGCATTCCA
M 1 M I N 1 " 1 " 1 M 1 M 1 M I M 1 M 1 M 1 M 1 M 1 M

+ T T t T + T t
CTCAGGAAATGTCCCGTAACACCGTGTGGACATCAGGGTCGATGACTCCTCCGACTCCGCCCTCCTAGGGAACTTAAGTCCTCAAACCCCGACGTCACTCGATACTACCACGGACACTTGTCGGTGACGTAAGGT

- ___________________________________________________________Pg

FUS-201 >

FUS-201

GCCTGGGCAGTGTGTTGAGGCCCCATCTCAAAAACATAAAAAAAAAAACAAAAAACAAAAATGTTTATTGGTTTGTGATTCTGTTTCCATTTATTTTCTTTGGCTTTTAATTTTTTTGACTCTTCTTATTTTCCA

CGGACCCGTCACACAACTCCGGGGTAGAGTTTTTGTATTTTTTTTTTTGTTTTTTGTTTTTACAAATAACCAAACACTAAGACAAAGGTAAATAAAAGAAACCGAAAATTAAAAAAACTGAGAAGAATAAAAGGT

I - R >

FUS-201 >

FUS-201

TCAGCATGAAAGAGAGCATATTTTCTAAAGGAAGAACCAGTTTTAGGCCAATTCTGAAATGGAGAAAATGGTTTTGTTTGAAAATGTATGAAATCATGTGATACATAAGGAGGTGGGATTTGCCCCAAGGTCCTG
N 1 . 1 M 1 N 1 . 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGTCGTACTTTCTCTCGTATAAAAGATTTCCTTCTTGGTCAAAATCCGGTTAAGACTTTACCTCTTTTACCAAAACAAACTTTTACATACTTTAGTACACTATGTATTCCTCCACCCTAAACGGGGTTCCAGGAC

I - >

FUS-201 >

L L L

FUS-201

AAGTGTAACTAAGAAAGGTGGTTGTCCTGTAGATACTGCACGCACAGCTGCATATTACAGTGCTGTTAACAGGGATCCTTGGGCCTGGGTTTAGAGGGTGGTGCTGGAGATGGTGTTGGGATTGGCGGGGTGAAA
1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCACATTGATTCTTTCCACCAACAGGACATCTATGACGTGCGTGTCGACGTATAATGTCACGACAATTGTCCCTAGGAACCCGGACCCAAATCTCCCACCACGACCTCTACCACAACCCTAACCGCCCCACTTT

e >

FUS-201 >

FUS-201

TTGGAACTGTACTAAAGAGTTGGTAGAAGTTGAAGCATTAAATTTAGGCTTTGAAAGGAGGGTAACTATCTTTGCCTATGAGTTGCAACATCACTAACAGCTTCTGAGAGGCTGGCTTTATGAGTATAGGTATTA
L 1 L 1 N 1 N 1 M 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1 M 1 N

t T t T t T t T t T t T T T
AACCTTGACATGATTTCTCAACCATCTTCAACTTCGTAATTTAAATCCGAAACTTTCCTCCCATTGATAGAAACGGATACTCAACGTTGTAGTGATTGTCGAAGACTCTCCGACCGAAATACTCATATCCATAAT

FUS-201 >

FUS-201

TGTTTTCTTTAACCCATTCCTTACATTTTCTCTTTCCTGGTGGCTTTTGTGACTCCCTTTTTCTTATCCTGGTAGCAGGCTATGGAACTCAGTCAACTCCCCAGGGATATGGCTCGACTGGCGGCTATGGCAGTA

ACAAAAGAAATTGGGTAAGGAATGTAAAAGAGAAAGGACCACCGAAAACACTGAGGGAAAAAGAATAGGACCATCGTCCGATACCTTGAGTCAGTTGAGGGGTCCCTATACCGAGCTGACCGCCGATACCGTCAT

I 1 >

FUS-201 >
" 65 " " " " 70 " " " L 75 " " L s 80 s s s
T G ¥ G T Q S T P Q G Y G S T G G Y G S
------------------------------------------------------------- ENSE00003599547 >
FUS-201

GCCAGAGCTCCCAATCGTCTTACGGGCAGCAGTCCTCCTACCCTGGCTATGGCCAGCAGCCAGCTCCCAGCAGCACCTCGGGAAGGTACGGTGGTGTTGATGTCGGGGAAGGCTTGAAAAGAGGGGTGAATTGAT
N 1 M 1 M 1 N 1 N 1 N 1 M 1 i 1 M 1 M 1 N 1 M 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CGGTCTCGAGGGTTAGCAGAATGCCCGTCGTCAGGAGGATGGGACCGATACCGGTCGTCGGTCGAGGGTCGTCGTGGAGCCCTTCCATGCCACCACAACTACAGCCCCTTCCGAACTTTTCTCCCCACTTAACTA

I R >

FUS-201 >
. 8 ., o, 90 ., ., ., 9 ., ., ., ., 100 , ., ., ., 105 , ., ., 110,
S Q@ s S © 5 s ¥ 6 0 © S S5 Y P 6 ¥ 6 0 Q P A P S S T S 6 'S
] ENSE00003599547 S e >
FUS-201

GAGGAATGATAAAGGGACCAGCAGTAGGAGCAGTTCAGAGGTGTAATTGGGGTAGGGGAGCCTGTGTTGGGTACAGAGAATGGACTCCACTAAAAGTGAAAGGAAATTGGGGGCTATGCTGGGATTGTGATTGTG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T T
CTCCTTACTATTTCCCTGGTCGTCATCCTCGTCAAGTCTCCACATTAACCCCATCCCCTCGGACACAACCCATGTCTCTTACCTGAGGTGATTTTCACTTTCCTTTAACCCCCGATACGACCCTAACACTAACAC

FUS-201

TTTTTTGTTTGTTTTCCCTAGTTACGGTAGCAGTTCTCAGAGCAGCAGCTATGGGCAGCCCCAGAGTGGGAGCTACAGCCAGCAGCCTAGCTATGGTGGACAGCAGCAAAGCTATGGACAGCAGCAAAGCTATAA
M 1 M 1 M 1 M 1 N 1 M 1 i 1 N 1 M 1 N 1 . 1 M 1 N 1 i
t T t T t T t T t T t T t T t T t T t T t T t T t T t

AAAAAACAAACAAAAGGGATCAATGCCATCGTCAAGAGTCTCGTCGTCGATACCCGTCGGGGTCTCACCCTCGATGTCGGTCGTCGGATCGATACCACCTGTCGTCGTTTCGATACCTGTCGTCGTTTCGATATT

I - R >

FUS-201 >
! ! ;5 v ! L L 120 L L L 123 i L L L 130 L L L 135 L L ! 140 ! ! L 145 ! L L 150
b2 G - 5 & Q = S 8 ¥ G Q i Q = G 5 ¥ S Q Q i S N G G Q Q Q = 2. G Q Q Q S Y N
----------------- ENSE00003537617 >
FUS-201

TCCCCCTCAGGGCTATGGACAGCAGAACCAGTACAACAGCAGCAGTGGTGGTGGAGGTGGAGGTGGAGGTGGAGGTGAGATGTCTTCAGCTTTGTCTGCAGCCCATTTTCTTTTTICTTTTTTTITTITTTTTTTTGA
1 M 1 N 1 . 1 M 1 N 1 N 1 M 1 . 1 N 1 N 1 N 1 M 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
AGGGGGAGTCCCGATACCTGTCGTCTTGGTCATGTTGTCGTCGTCACCACCACCTCCACCTCCACCTCCACCTCCACTCTACAGAAGTCGAAACAGACGTCGGGTAAAAGAAAAAGAAAAAAAAAAAAAAAAACT

I - R >

FUS-201 >
. 44455 .y 160 4y 165 4 . 470, 4y
P P Q G Y G Q Q N Q Y N S S s G G G G G G G G G
] ENSE00003537617 EEEE >
FUS-201

GACGGAGTCTTGCTCTGTCTCTGTTGCTGAGGCTGGAGTGCAGTGGCACAATCTCGGCTCACTGCAAGCTCCGCCTTCCGGGTTCGCGCCAGTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCATCC
N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

CTGCCTCAGAACGAGACAGAGACAACGACTCCGACCTCACGTCACCGTGTTAGAGCCGAGTGACGTTCGAGGCGGAAGGCCCAAGCGCGGTCAGAGGACGGAGTCGGAGGGCTCATCGACCCTGATGTCCGTAGG

FUS-201 >

FUS-201

3105

3240

3375

3510

3645

3780

3915

4050

4185

4320

4455



GCCACCACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGGTTTCGATCTCCTGACCTTGTGATCCGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAG

L " L 1 L L L " L 1 L L L " L 1 L L L " L 1 L L L " L

} + } + } + } + } + } + } + } + } + } + } + } + } + } 4590
CGGTGGTGCGGGCCGATTAAAAAACATAAAAATCATCTCTGCCCCAAAGTGGTACAATCGGTCCTACCAAAGCTAGAGGACTGGAACACTAGGCGGGCGGAACCGGAGGGTTTCACGACCCTAATGTCCGCACTC

- ___________________________________________________________Pg

FUS-201 >

FUS-201

CCACTGTGCCTGGTGTCTGCAGCCCATTTTCTATAAGGATTTGTATTCTCCTGTTTTAGCTTAAAAGAGGGTTCCTGTCTTGTTTCCTAGCTGTCTTTTTACTTTCTTTTGTCCTTCATTGCCTGGCACTTGTCA

4725
GGTGACACGGACCACAGACGTCGGGTAAAAGATATTCCTAAACATAAGAGGACAAAATCGAATTTTCTCCCAAGGACAGAACAAAGGATCGACAGAAAAATGAAAGAAAACAGGAAGTAACGGACCGTGAACAGT
FUS-201 >
FUS-201
PCR Forward
|TGGTGGCGGTTAT
AACCTTTTCAAACCTTTTAGTGCTACTTTACAATCTTTTTGTTTTTTTTTTTTAATCATTCTTTCTTTTCTCACAGGTAACTATGGCCAAGATCAATCCTCCATGAGTAGTGGTGGTGGCAGTGGTGGCGGTTAT
1 3 1 3 L 3 1 I 1 3 L 3 1 3 1 3 1 3 1 3 L 3 1 3 1 3 1
t % 4 & i 3 4 & { 4 i § t & 4 3 4 § { 4 i § t 3 4 & } 4860
TTGGAAAAGTTTGGAAAATCACGATGAAATGTTAGAAAAACAAAAAAAAAAAATTAGTAAGAAAGAAAAGAGTGTCCATTGATACCGGTTCTAGTTAGGAGGTACTCATCACCACCACCGTCACCACCGCCAATA
FUS-201 >
175 L s L s 180 s L s s 185 L s s s 190 s s s
S o m E E M E m o m m m mm m momm ENSE00001791812 >
FUS-201
PCR Forward gRNA Protospacer
GGCAATC CAGCAGGACCGTGGAGGCTG
GGCAATCAAGACCAGAGTGGTGGAGGTGGCAGCGGTGGCTATGGACAGCAGGACCGTGGAGGCCGCGGCAGGGGTGGCAGTGGTGGCGGCGGCGGCGGCGGCGGTGGTGGTTACAACCGCAGCAGTGGTGGCTAT
4995
CCGTTAGTTCTGGTCTCACCACCTCCACCGTCGCCACCGATACCTGTCGTCCTGGCACCTCCGGCGCCGTCCCCACCGTCACCACCGCCGCCGCCGCCGCCGCCACCACCAATGTTGGCGTCGTCACCACCGATA
FUS-201 >
195 s s s 200 s s s 205 s s s 210 s s s 213 s L L 220 s s s 225 L s s 230 s L L 235 s s L
G N Q D Q S G G G G S G G Y G Q Q D R G G R G R G G S G G G G G G G G G G Y N R S S G G Y
ENSE00001791812 >
FUS-201
nce |
PAM
SNV

CCGTCGCCACCGATACCTGTCGTCCTGGCACCTCCGGCGCCGTCCCCACCGTCACCACCGCCGCCGCCGCCGCCGCCACCACCAATGTTGGCGTCGTCAC)
Donor Template SNV -> REV

GAACCCAGAGGTCGTGGAGGTGGCCGTGGAGGCAGAGGTGGCATGGGGTAGGTGTCTCATGAGCCAGGGAGTATCTTTGGTGGGGAGTGTGGAGGATTGCATGAATCTCCCTGAAGCCAGTCCCTAGTGCATGGT
1 M 1 N 1 N 1 M 1 i 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1
+ T t T t T + T t T t T t T t T t T t T t T t T t T 5130

T
CTTGGGTCTCCAGCACCTCCACCGGCACCTCCGTCTCCACCGTACCCCATCCACAGAGTACTCGGTCCCTCATAGAAACCACCCCTCACACCTCCTAACGTACTTAGAGGGACTTCGGTCAGGGATCACGTACCA

FUS-201 >
240 L L L 245 L L L 250 L L L 255
E P R G R G G G R G G R G M G
ENSE00001791812 R el R ] >

FUS-201

TTAGTATTCTTGTTGTCTAGGGATCTGTGAGGGCTTTGATTTGGGGGCAGTGACTTTCTTTTTACATCCCCATTTTATTTTTGTGAGAACTTGGGAGCCTGAACTCCCATCCATACCACTGAATAGAGATTTTGA
1 L 1 1 1 1 1 L 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
1 } + t + . + } + } + t + } + } + . + . + . + } + . + 5265

AATCATAAGAACAACAGATCCCTAGACACTCCCGAAACTAAACCCCCGTCACTGAAAGAAAAATGTAGGGGTAAAATAAAAACACTCTTGAACCCTCGGACTTGAGGGTAGGTATGGTGACTTATCTCTAAAACT

FUS-201 >

FUS-201

GTAATGATACTTGTTTCCAAAAAAAAAGAAACCATACATAGATACGTATGGATTGGAGTCATTAATATCCTAGGCAAGAAACATGGAAGTGAAGACTTCTTTCTCTGCAAGGGAAACCGATGATCCCACTCCTGG

L L L L L L L L L 1 L 1 L 1 L 1 L 1 L

i 4 i } e i + i : } + } 5400
CATTACTATGAACAAAGGTTTTTTTTTCTTTGGTATGTATCTATGCATACCTAACCTCAGTAATTATAGGATCCGTTCTTTGTACCTTCACTTCTGAAGAAAGAGACGTTCCCTTTGGCTACTAGGGTGAGGACC

FUS-201 >
TGGCTACTAGGGTGAGGACC
PCR Reverse
TGGCTACTAGGGTGAGGACC|
Sanger Sequencing Primer

GAAATAGTAGGGAAACTTGGTATGTGTATTCCCATGTGTCCTCTAGGGAGTTGGTAATGGTTAACCTGACTTCAGCTTCCAGGAATTGGCTACTCTTCCCGTTTTCTATAGTCATTTGAATCCACGAGCTTGATT

FUS-201

5535

CTTTATCATCCCTTTGAACCATACACATAAGGGTACACAGGAGATCCCTCAACCATTACCAATTGGACTGAAGTCGAAGGTCCTTAACCGATGAGAAGGGCAAAAGATATCAGTAAACTTAGGTGCTCGAACTAA

FUS-201 >

FUS-201

TGCACTAATTTGACCGACATTGATTTTGTGTGTGACTTGGTTTATGGGGCCAGCTGACTGAAGTAAGCAGACCTTTTGGGCAAAAATATGCTTTGACAGTGGTCTCCCACCTATTTGTTCCACTGTCTGCCTTCC
5670

ACGTGATTAAACTGGCTGTAACTAAAACACACACTGAACCAAATACCCCGGTCGACTGACTTCATTCGTCTGGAAAACCCGTTTTTATACGAAACTGTCACCAGAGGGTGGATAAACAAGGTGACAGACGGAAGG

FUS-201 >

FUS-201



CCTGGTTACTTAAAATTCATCAGCTTGTCCAACTGGACCTTCTTTCCTTCCTGCTGAAGTTGATTTGAAGTAAAACCTTAGATTTGATGTTAAAACAGTTGTCAAATCTGTTGGTAAATAAGATTTGAAGGACCC
" 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 " 1 M

+ T T t T + T t
GGACCAATGAATTTTAAGTAGTCGAACAGGTTGACCTGGAAGAAAGGAAGGACGACTTCAACTAAACTTCATTTTGGAATCTAAACTACAATTTTGTCAACAGTTTAGACAACCATTTATTCTAAACTTCCTGGG

- ___________________________________________________________Pg

FUS-201 >

I L LTI

FUS-201

TACTCTGTCTCCCTTGAAAAAGGGGAGGAATGTCAGTGTTACTGTTTTTGGAAAAAGTAGATTTTTAAACCGAGTTTGGAAATGGTAAGTATGCAGAGGTGGGTGGGGGCAATCTCAAAAACGTGCAAAAATGAG

ATGAGACAGAGGGAACTTTTTCCCCTCCTTACAGTCACAATGACAAAAACCTTTTTCATCTAAAAATTTGGCTCAAACCTTTACCATTCATACGTCTCCACCCACCCCCGTTAGAGTTTTTGCACGTTTTTACTC

I - R >

FUS-201 >

FUS-201

GAAAACAAAAATGAGGAAATGTGTGCGTGTGTTTAATGCAAAACTTTAAAAAGAAAAACAACTGTTATGTGACTGTTAACTTGCTCTGCATTTTATGTGCCACAGGTATGAAAGGTGACATTGCAAAATACTCCG
N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTTTGTTTTTACTCCTTTACACACGCACACAAATTACGTTTTGAAATTTTTCTTTTTGTTGACAATACACTGACAATTGAACGAGACGTAAAATACACGGTGTCCATACTTTCCACTGTAACGTTTTATGAGGC

I - >

FUS-201 >

L L L

FUS-201

CTCTTCTCGCAGTGTAGAAGGGGTGACCCCGGGGGTTGGGGGAGATCAAAAACAGCTCAGTAGTTAGGACAGAGCTTAGCTAAGTTTGTCTTGCTTTAAGGGGAAGTTGCCTTTGGTTTTGACTTTTTATGGAAT
1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAGAAGAGCGTCACATCTTCCCCACTGGGGCCCCCAACCCCCTCTAGTTTTTGTCGAGTCATCAATCCTGTCTCGAATCGATTCAAACAGAACGAAATTCCCCTTCAACGGAAACCAAAACTGAAAAATACCTTA

FUS-201

GGGGTTGGGTCTGCTTGCTGCTTTCAAAGCAAAAACCACAAAAATGTGTTCAAGGCTACCCCAGCCTGGTGTGAAATGTCTTCTGGGTAAATTGGGGTAGGGTTTTTAAACCAACTACTTGGTTGTCAACCACTT
L 1 M 1 L 1 N 1 M 1 M 1 L 1 N 1 M 1 L 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
CCCCAACCCAGACGAACGACGAAAGTTTCGTTTTTGGTGTTTTTACACAAGTTCCGATGGGGTCGGACCACACTTTACAGAAGACCCATTTAACCCCATCCCAAAAATTTGGTTGATGAACCAACAGTTGGTGAA

FUS-201 >

FUS-201

GCGACAAGAGGAAAAAAAAACATCTGCTCCATCGGAAGAACGACCAAGGAAAATGGGTTATTTTTTTTCCAGAGGAAATAGATAACGTAACCTTTTAAAGCAAAATCTTTATAAACTGTGTCTGAGAAATTGCAC

CGCTGTTCTCCTTTTTTTTTGTAGACGAGGTAGCCTTCTTGCTGGTTCCTTTTACCCAATAAAAAAAAGGTCTCCTTTATCTATTGCATTGGAAAATTTCGTTTTAGAAATATTTGACACAGACTCTTTAACGTG

FUS-201

ACGTGTGTGTGACATGCTCAAAGGTCAGACAAGGGGTGGTCAGGAAGGGATGTATTTTAGTAGCCACTTGTATCTTTTTCCAAAAACACCTACCCATGTTTGGGGAATGTTAAACAAAATCAAAAAACAACCTTT
N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGCACACACACTGTACGAGTTTCCAGTCTGTTCCCCACCAGTCCTTCCCTACATAAAATCATCGGTGAACATAGAAAAAGGTTTTTGTGGATGGGTACAAACCCCTTACAATTTGTTTTAGTTTTTTGTTGGAAA

I >

FUS-201 >

FUS-201

TGTAGCCGTTGGAAGCTTCATGTCCTTTCTTCTAACTTGTCTTCTCCAGCGGAAGTGACCGTGGTGGCTTCAATAAATTTGGTGGTAAGTGAACAGAGTTTCCAAAATTCCCAACTCCCAGCAATGCTTTGTCTG
1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACATCGGCAACCTTCGAAGTACAGGAAAGAAGATTGAACAGAAGAGGTCGCCTTCACTGGCACCACCGAAGTTATTTAAACCACCATTCACTTGTCTCAAAGGTTTTAAGGGTTGAGGGTCGTTACGAAACAGAC

I - R >

FUS-201 >
L L L L 260 i i i 265
G S D R G G F N K F G
---------------------------------------- ENSE00003521089 R L D
FUS-201

ATTGTTCATTTGCAGATGTCTTAGCGTGTTAATTTAAATGTCAAAGGTTTTGAGGTGTCCAGAACCACCTCCAGAAAGGGGTAGGGTAGAATGCCACCTGTTGCCTGGTGTGTGCTAACCTGGAGCAGGTAGGGG
M 1 N 1 M 1 M 1 N 1 M 1 N 1 i 1 M 1 N 1 N 1 M 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TAACAAGTAAACGTCTACAGAATCGCACAATTAAATTTACAGTTTCCAAAACTCCACAGGTCTTGGTGGAGGTCTTTCCCCATCCCATCTTACGGTGGACAACGGACCACACACGATTGGACCTCGTCCATCCCC

I R >

FUS-201 >

L LY

FUS-201

TAAGACTCAATAGTCATCTTTTACCAAATGGGTTTGCCCCAGGTTAATAAGAGGGGTCTAGTAGGCCTTGGACTGGGCCGTTGCCACACCTGGCACTTAGTGACCATCATCATGAGAAACTGGAGAGTGCGTGCT
1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATTCTGAGTTATCAGTAGAAAATGGTTTACCCAAACGGGGTCCAATTATTCTCCCCAGATCATCCGGAACCTGACCCGGCAACGGTGTGGACCGTGAATCACTGGTAGTAGTACTCTTTGACCTCTCACGCACGA

I R >

FUS-201 >

FUS-201

GGAACACGTGGTGCCATCTTGGCTTTAGGATCCTTTTGATCGTTGTGTCCAAGGCTTGTGTGTGTGTGAGTGTGTGGGAGACAACTCCGAATGTTTAATTCTGGAAGAGGGATGTAACATTGCCCTGAGGATGGT
L 1 L 1 M 1 M 1 L 1 L 1 L 1 M 1 M 1 M 1 L 1 M 1 L 1 M

T T T T T T T T T T T T T T
CCTTGTGCACCACGGTAGAACCGAAATCCTAGGAAAACTAGCAACACAGGTTCCGAACACACACACACTCACACACCCTCTGTTGAGGCTTACAAATTAAGACCTTCTCCCTACATTGTAACGGGACTCCTACCA

- R >

FUS-201 >

e e L e L)

FUS-201

5805

5940

6075

6210

6345

6480

6615

6750

6885

7020

7155



GAAGTTGGTATACATTTATAAAGTACGGAATGGTGTCAATGAATGCAATTCTATGTATATGGACTTAACTGAGATGGGCAAATAGAAACTAGCTCTGGGAAGGAACATGTGCACTACTTCAAGAAAGATTGGAAG
1 N 1 M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
CTTCAACCATATGTAAATATTTCATGCCTTACCACAGTTACTTACGTTAAGATACATATACCTGAATTGACTCTACCCGTTTATCTTTGATCGAGACCCTTCCTTGTACACGTGATGAAGTTCTTTCTAACCTTC

- ___________________________________________________________Pg

FUS-201 >

I L LTI

FUS-201

CATGTGTGGCTCATGGGAAATAACCAGGTCTTAAACAGCACAAACTGAATTCGTGGACCAGGAAGGTCTTAAACAGCACAAACTGAATTCATGGAAAAATGACAAATTTGAGAAGTCTCCCAGTAAGCTGGAACT

GTACACACCGAGTACCCTTTATTGGTCCAGAATTTGTCGTGTTTGACTTAAGCACCTGGTCCTTCCAGAATTTGTCGTGTTTGACTTAAGTACCTTTTTACTGTTTAAACTCTTCAGAGGGTCATTCGACCTTGA

I - R >

FUS-201 >

FUS-201

TTTCTGGTTTGGTTAACAAAAGGTTTCTTGATTTGTTTCAAGATTTAAAGCCAAAGGTGTGGGTTCATGACTTAGGTGTCATTGCGTGTGGGTACAATATTTATATATGGCGAATTCAGATAAACATTGGT CAAA
1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
AAAGACCAAACCAATTGTTTTCCAAAGAACTAAACAAAGTTCTAAATTTCGGTTTCCACACCCAAGTACTGAATCCACAGTAACGCACACCCATGTTATAAATATATACCGCTTAAGTCTATTTGTAACCAGTTT

I - >

FUS-201 >

L L L

FUS-201

GATGGTCTCTGGAAAAACAAAATAGAGGCTGCATTACGGAAATAAGATTTCTGGTCTGTTCCCTGGGACATGCTTAAAAAATACAATAGCTATTATGTATGGTTTTTATTTTCATGTGGTTTCGGGGAAACAACA
N 1 N 1 M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTACCAGAGACCTTTTTGTTTTATCTCCGACGTAATGCCTTTATTCTAAAGACCAGACAAGGGACCCTGTACGAATTTTTTATGTTATCGATAATACATACCAAAAATAAAAGTACACCAAAGCCCCTTTGTTGT

FUS-201

CGGTTTTAAGGATGGTTTCTAAAGATGAAATTAAAAATTGTTCCACAAGGGTTAAGTGTCTGGTGGTAAAGTTGGGAGAAACTGGATGGATGCACATCGCATGGCTGGTGGCGAGCCCATCTCTCTTCTCTCGGG
1 N 1 M 1 N 1 M 1 L 1 L 1 N 1 L 1 N 1 N 1 L 1 M 1 M 1

T T T T t T y T t T y T t T
GCCAAAATTCCTACCAAAGATTTCTACTTTAATTTTTAACAAGGTGTTCCCAATTCACAGACCACCATTTCAACCCTCTTTGACCTACCTACGTGTAGCGTACCGACCACCGCTCGGGTAGAGAGAAGAGAGCCC

FUS-201 >

FUS-201

TGAGAGAACCGGGCCAAGCTGAGTTGGTTTGTTCACTTTAATGGGTCTCCGTTTCCCCTGCCACCTGTGCTGAGGACATTTCCCAGCCTGAGCTGGGGGAGGCAGCATTTGCTGAAGTGTGGAGTTGTCTCTGTG

ACTCTCTTGGCCCGGTTCGACTCAACCAAACAAGTGAAATTACCCAGAGGCAAAGGGGACGGTGGACACGACTCCTGTAAAGGGTCGGACTCGACCCCCTCCGTCGTAAACGACTTCACACCTCAACAGAGACAC

FUS-201

GAGACTCAAGTTACAGATCTTAAGGGGCCTGCCTAGAATTTTCTCCTCTGGGCAGGCGACCCAGGAAAGGGTTTGGAGTGAGGCTGTGAGCACTTACTTGATATTTTACAAGTTTGGATTTGGTGTTAATTTTTT
1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T 1 T ¥ T 5 T B T . T ¥ T . T ¥ T ¥ T ¥ T . T
CTCTGAGTTCAATGTCTAGAATTCCCCGGACGGATCTTAAAAGAGGAGACCCGTCCGCTGGGTCCTTTCCCAAACCTCACTCCGACACTCGTGAATGAACTATAAAATGTTCAAACCTAAACCACAATTAAAAAA

I >

FUS-201 >

FUS-201

TCCTTGTCCGTTTTTTCCTGTTGACTAACGGCTCATCTTTTCCTTGTTTTTGTTTTTTTTTTGTTCTTTTTTTCCATGTCACTAAAGGCCCTCGGGACCAAGGATCACGTCATGACTCCGGTGAGTTCACACGTG
M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGGAACAGGCAAAAAAGGACAACTGATTGCCGAGTAGAAAAGGAACAAAAACAAAAAAAAAACAAGAAAAAAAGGTACAGTGATTTCCGGGAGCCCTGGTTCCTAGTGCAGTACTGAGGCCACTCAAGTGTGCAC

I - R >

FUS-201 >
i f i 270 i L L 275
G P R D Q G 5 R H D 5
---------------------------------------------------------------------- ENSE00003535451 fmmm == >
FUS-201

GTGGCATGAAAAGAGTGGCTAAAGTGGTATCAAGACTGCCTGGATGTTCTTTGAAACTATTATAAAAAGGAAACTGAAAAAAATGGGGATAGAGAAGGAAGGGAGTTAGGTGTGTCCTTAGTTAGCAGTGAGAAG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
CACCGTACTTTTCTCACCGATTTCACCATAGTTCTGACGGACCTACAAGAAACTTTGATAATATTTTTCCTTTGACTTTTTTTACCCCTATCTCTTCCTTCCCTCAATCCACACAGGAATCAATCGTCACTCTTC

I R >

FUS-201 >

L LY

FUS-201

TATTTGTTACGAAGTATTTCTCAGAAATACCTGGCTTGTGGGTTCCACCCCCAGTGATTTAGGTCTGAGAGGACCCTGAAAATCTACCTTTCTAACAAGTCCCCAGTGATGCTGATGCGTCTGGACCACACTCAG
M 1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ATAAACAATGCTTCATAAAGAGTCTTTATGGACCGAACACCCAAGGTGGGGGTCACTAAATCCAGACTCTCCTGGGACTTTTAGATGGAAAGATTGTTCAGGGGTCACTACGACTACGCAGACCTGGTGTGAGTC

I R >

FUS-201 >

FUS-201

ATGGTTTACAGCAGTGGTTCTTTCAAAATGTGGATCATGTCCAAGTTGGTGAACAAAACTAGTGAAAGACCTGACCACATGAAGTAAAGCATTGAACTCCTGTTTAGGTTGTATTGATGTTTGTGTACTAGATTT
1 N 1 L 1 L 1 M 1 M 1 M 1 N 1 M 1 L 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T
TACCAAATGTCGTCACCAAGAAAGTTTTACACCTAGTACAGGTTCAACCACTTGTTTTGATCACTTTCTGGACTGGTGTACTTCATTTCGTAACTTGAGGACAAATCCAACATAACTACAAACACATGATCTAAA

- R >

FUS-201 >

e e L e L)

FUS-201

7290

7425

7560

7695

7830

7965

8100

8235

8370

8505

8640



GAATGTAAAATGGGTTTCTTATTTAATTCGGGGACCTTCAACTGAAAGTTGATAAATACTGATGGACTTTTCTGTGTGGTCTTGTTGGGCATTTCACTCCTGAGCCCTGGTTTCCATACTGTATACTGGGTGTTA
" 1 M 1 i 1 M 1 M 1 i 1 " 1 M 1 " 1 M 1 M 1 M 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CTTACATTTTACCCAAAGAATAAATTAAGCCCCTGGAAGTTGACTTTCAACTATTTATGACTACCTGAAAAGACACACCAGAACAACCCGTAAAGTGAGGACTCGGGACCAAAGGTATGACATATGACCCACAAT

- ___________________________________________________________Pg

FUS-201 >

FUS-201

ACATGTTTCAAAGGATAATTGTCAAACTGAATCTGAAATTTATCAGCATGGCTGGCATATAGGGACTCAAAAGGGATGTGGATTTCTTTTTAGTTGTCTTCCATAAACCAAATGATACCAGTTGCTTGATGGATA
1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTACAAAGTTTCCTATTAACAGTTTGACTTAGACTTTAAATAGTCGTACCGACCGTATATCCCTGAGTTTTCCCTACACCTAAAGAAAAATCAACAGAAGGTATTTGGTTTACTATGGTCAACGAACTACCTAT

T =

FUS-201 >

FUS-201

CTAGGTGCTTTAGGTTTTTTCCTGTGTTTTTTATTTTACCTTTTCACATTTGCATTTTCTCTGTTCAACAAGCAGAACAGGATAATTCAGACAACAACACCATCTTTGTGCAAGGCCTGGGTGAGAATGTTACAA
M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GATCCACGAAATCCAAAAAAGGACACAAAAAATAAAATGGAAAAGTGTAAACGTAAAAGAGACAAGTTGTTCGTCTTGTCCTATTAAGTCTGTTGTTGTGGTAGAAACACGTTCCGGACCCACTCTTACAATGTT

L -_______________________________pg

FUS-201 >
E Q D N S D N N T 1 F v Q G L G E N v T
------------------------------------------------------------ >

FUS-201

TTGAGTCTGTGGCTGATTACTTCAAGCAGATTGGTATTATTAAGGTACTTGTGGAGAGGAGTGGGAGCTTTCTGTCAGTGTTGTAGGCTTGTGGATTTCACACATTAGTAAAAGCAAGTCTTTAATGGTTGCCAG
1 M 1 1 N 1 1 N 1 1 1 1 1 N 1 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACTCAGACACCGACTAATGAAGTTCGTCTAACCATAATAATTCCATGAACACCTCTCCTCACCCTCGAAAGACAGTCACAACATCCGAACACCTAAAGTGTGTAATCATTTTCGTTCAGAAATTACCAACGGTC

L -____________________________pg

FUS-201 >
.. 300 ., 305 o, 310 ,
I E S v A D Y F K Q I G I I K
ENSE00003524436 | >
FUS-201

CAGTAAAAACAAGTCTTAGTGGTTGTTGCCAGCTTAATTTGTTGAGGAAAGAGCCTTAGTTACTGTTTTCTAAAAGAGAAGTTCTATCTTAACACAAAAAGTATAACTTATCAGAGTACCCTAAACTCTTGAGAT
+ 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 : 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GTCATTTTTGTTCAGAATCACCAACAACGGTCGAATTAAACAACTCCTTTCTCGGAATCAATGACAAAAGATTTTCTCTTCAAGATAGAATTGTGTTTTTCATATTGAATAGTCTCATGGGATTTGAGAACTCTA

T =

FUS-201 >

FUS-201

TTGTACTCTATAGTAACTTTTAGTTTTATCTTTCAATATTGGAGTGAGAGACAGTTTTCTTTAATGGAGGTTTACATGTGAGGTAGGAAGAAGTAACTGGGAAGAGGGGAGCTGAAGTTTGGGAATTATAAACCT
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T T T ¥ T ¥ T
AACATGAGATATCATTGAAAATCAAAATAGAAAGTTATAACCTCACTCTCTGTCAAAAGAAATTACCTCCAAATGTACACTCCATCCTTCTTCATTGACCCTTCTCCCCTCGACTTCAAACCCTTAATATTTGGA

L -________________________________pg

FUS-201 >

FUS-201

CATGTTCTAGAGGAAGAAGATGGAAAGGGAGTACTGTAGCCTTTAAAATTGATGTTACCTCATTTTGCTTTCTTCAGACAAACAAGAAAACGGGACAGCCCATGATTAATTTGTACACAGACAGGGAAACTGGCA
+ t + t + } + t + t + } + t + t + } + t + t + } + t +
GTACAAGATCTCCTTCTTCTACCTTTCCCTCATGACATCGGAAATTTTAACTACAATGGAGTAAAACGAAAGAAGTCTGTTTGTTCTTTTGCCCTGTCGGGTACTAATTAAACATGTGTCTGTCCCTTTGACCGT

- ___________________________________pg

FUS-201 >
L0315 0320 ., 325 ., ., ., ., 330
T N K K T G Q P M I N L Y T D R _E T G
-------------------------------------------------------------- ENSE00003534484 >

FUS-201

AGCTGAAGGGAGAGGCAACGGTCTCTTTTGATGACCCACCTTCAGCTAAAGCAGCTATTGACTGGTTTGATGGTATGTATGAGAAGGCTGGCAGAGGTGGGGCTGGGGATATAGGGCAGCAAGCCTTAGGAAACA
1 N 1 M 1 M 1 N 1 + 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T
TCGACTTCCCTCTCCGTTGCCAGAGAAAACTACTGGGTGGAAGTCGATTTCGTCGATAACTGACCAAACTACCATACATACTCTTCCGACCGTCTCCACCCCGACCCCTATATCCCGTCGTTCGGAATCCTTTGT

________________________________________________________________-__________________________________pg

FUS-201 >
.., 335 ., 340 ., ., ., ., 345 ., ., ., ., 350 ., . ., ., 355
K L K G E A T v S F D D P P S A K A A 1 D W F D

ENSE00003534484 0 SRR T R R I R TR :>

FUS-201

AGCCATAGTTTGAGGGTTCTTTTGAGTCTTCCAACACTTACTTTAGCTGCGGTTTCAGGTAGTCTCATTTTTGCTTATGTGTCAGCAGATTATAAACCATTTGAGAAAGGCACGCTTCTCTTGTATTTTCGGATT
N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M
+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TCGGTATCAAACTCCCAAGAAAACTCAGAAGGTTGTGAATGAAATCGACGCCAAAGTCCATCAGAGTAAAAACGAATACACAGTCGTCTAATATTTGGTAAACTCTTTCCGTGCGAAGAGAACATAAAAGCCTAA

- ________________________________pg

FUS-201 >

FUS-201

AATGTGTCTTGCATTTAAAGTCTGTTGATGATTTTTTGTTTCTCTAGGTAAAGAATTCTCCGGAAATCCTATCAAGGTCTCATTTGCTACTCGCCGGGCAGACTTTAATCGGGGTGGTGGCAATGGTCGTGGAGG
1 M 1 M 1 M 1 M 1 + 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTACACAGAACGTAAATTTCAGACAACTACTAAAAAACAAAGAGATCCATTTCTTAAGAGGCCTTTAGGATAGTTCCAGAGTAAACGATGAGCGGCCCGTCTGAAATTAGCCCCACCACCGTTACCAGCACCTCC

- ___________________________________pg

FUS-201 >

.. ., 360 ., . ., ., 365 , ., ., ., 370 ., ., ., ., 375 ., ., ., ., 380 ., ., ., ., 38
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CCGAGGGCGAGGAGGTGAGGAGCTACCTGCTAGTGGTGCAGAGGGGTAATGGGGAGAGTGCAGAAGATGGTAAAGGCTTGCATGGAATGGGTTAGATTTACCAAACTTGGAGAGGGAGCAGACCCATACTTGGTC
" 1 M 1 i 1 " 1 M 1 i 1 3 1 M 1 M 1 " 1 M 1 M 1 M 1 M

+ T T t T + T t
GGCTCCCGCTCCTCCACTCCTCGATGGACGATCACCACGTCTCCCCATTACCCCTCTCACGTCTTCTACCATTTCCGAACGTACCTTACCCAATCTAAATGGTTTGAACCTCTCCCTCGTCTGGGTATGAACCAG

- ___________________________________________________________Pg

FUS-201 >
R S S S S—
R G R G
ENSE00003653971 [l I e el >
FUS-201

TATCTGCATTAGGACCCATGGGCCGTGGAGGCTATGGAGGTGGTGGCAGTGGTGGTGGTGGCCGAGGAGGATTTCCCAGTGGAGGTGGTGGCGGTGGAGGACAGCAGCGAGCTGGTGACTGGAAGTGTCCTAATC
1 1 1 1 1 1 1 1 1 1 1 1 I 1

T T
ATAGACGTAATCCTGGGTACCCGGCACCTCCGATACCTCCACCACCGTCACCACCACCACCGGCTCCTCCTAAAGGGTCACCTCCACCACCGCCACCTCCTGTCGTCGCTCGACCACTGACCTTCACAGGATTAG

P2

FUS-201 >
30 . . . ., 395 , . ., , 40 ., ., . ., 405 , ., . ., 40 , ., ., ., 45 , ., ., ., 40 ., ., ., ., 45 ., , ., ., 4%
G P M G R G G Y G G G G S G G G G R G G F P S G G G G G G G Q Q R A G D N K C P N
---------- ENSE00003604625 >
FUS-201

CGTGAGTGAAACTTAATTTTTTTCTTAGTTCTCTTGCATGCGTGCTCTTTGATATATTGGTACTGAGGTATGTGCGTGTTTTCCAAAGAAGTAAATGTCAAGGCCACACTGTTGGGGTCAGATTTAGCCAAAAGC
+ 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 + 1 M 1 M 1 M 1 M

+ T T t T + T t
GCACTCACTTTGAATTAAAAAAAGAATCAAGAGAACGTACGCACGAGAAACTATATAACCATGACTCCATACACGCACAAAAGGTTTCTTCATTTACAGTTCCGGTGTGACAACCCCAGTCTAAATCGGTTTTCG

P2

FUS-201 >

FUS-201

TTACCTAGGTAAGGTTGATGTAATGGGAAAGGTAATGGATTGGGTTCAGTAATACTGATTTTTGTTCCTGACTCTGAGAAGCAAGCCGTTTTGTCTTTCTGAAGCTTCAGTTTCCTCACTGTATCTCTAAAGTCA

AATGGATCCATTCCAACTACATTACCCTTTCCATTACCTAACCCAAGTCATTATGACTAAAAACAAGGACTGAGACTCTTCGTTCGGCAAAACAGAAAGACTTCGAAGTCAAAGGAGTGACATAGAGATTTCAGT

P

FUS-201 >

FUS-201

CCGTAGTTTCTTCCTAGTTCTAGGTCTTGCCTATTCCCCATCGCTCCAGACTGATTGTCTTCCTTTCTCCTTAGCACCTGTGAGAATATGAACTTCTCTTGGAGGAATGAATGCAACCAGTGTAAGGCCCCTAAA
M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 N 1 " 1 M 1 1 1 M 1 M

+ T T t T + T t
GGCATCAAAGAAGGATCAAGATCCAGAACGGATAAGGGGTAGCGAGGTCTGACTAACAGAAGGAAAGAGGAATCGTGGACACTCTTATACTTGAAGAGAACCTCCTTACTTACGTTGGTCACATTCCGGGGATTT

P2

FUS-201 >
L L L 435 L L L 440 L L L 445 L L L 450
T C E N M N F S W R N E C N Q C K A P K
------------------------------------------------------------ ENSE00003494295 >
FUS-201

CCAGATGGCCCAGGAGGGGGACCAGGTGGCTCTCACATGGGTAAGAAAGGCAGACCTGGTGCTAGGGAGCTGGGACCAAAGAATCCTTAATTTTTCAGCGGGGAGGCTCGGGGAACATAGGGGAATGGGAATATG
1 1 1 1 1 1 1 1 1 1 1 1 1 . 1

T T T T T T T T T T T T ¥ T
GGTCTACCGGGTCCTCCCCCTGGTCCACCGAGAGTGTACCCATTCTTTCCGTCTGGACCACGATCCCTCGACCCTGGTTTCTTAGGAATTAAAAAGTCGCCCCTCCGAGCCCCTTGTATCCCCTTACCCTTATAC

P2

FUS-201 >
s s L 455 s s L 460 L s s
P D G P G G G P G G S H M
ENSE00003494295 R el ettt >
FUS-201

ATAGATCTTGTTTCTTTTGTCCTAGGGGGTAACTACGGGGATGATCGTCGTGGTGGCAGAGGAGGCTATGATCGAGGCGGCTACCGGGGCCGCGGCGGGGACCGTGGAGGCTTCCGAGGGGGCCGGGGTGGTGGG

TATCTAGAACAAAGAAAACAGGATCCCCCATTGATGCCCCTACTAGCAGCACCACCGTCTCCTCCGATACTAGCTCCGCCGATGGCCCCGGCGCCGCCCCTGGCACCTCCGAAGGCTCCCCCGGCCCCACCACCC

P

FUS-201 >
465 ., ., 470 ., . ., 475 ., ., ., 480 ., ., ., ., 485 ., . ., . 40 ., . ., ., 495 ., ., . ., 500
G G N Y G D D R R G G R G G Y D R G G Y R G R G G D R G G F R G G R G G G
-------------------- ENSE00003637572 >
FUS-201

GACAGAGGTGGCTTTGGCCCTGGCAAGATGGATTCCAGGTAAGACTTTAAATCAGAATAAAAAAGTAGAGCAGTTGAACAGAGGCCATAGGATAACAGGGTTTTGTTGAGAAAGTGGTTTCATTTTGAGGGCTAG
1 1 M 1 M 1 1 + 1 N 1 N 1 + 1 M 1 M 1 M 1 M 1 M 1

T T
CTGTCTCCACCGAAACCGGGACCGTTCTACCTAAGGTCCATTCTGAAATTTAGTCTTATTTTTTCATCTCGTCAACTTGTCTCCGGTATCCTATTGTCCCAAAACAACTCTTTCACCAAAGTAAAACTCCCGATC

P

FUS-201 >
.o 505 o510 .o,
D R G G F G P G K M D S R
ENSE00003637572 (K T T T T >
FUS-201

GTGGAAAGACCTGAGGTTGTAACCAGTAGTGGAGAGGGAAGGAAAATTAACTCAGGGGGAGTGAATCTGTAGACCCACTTGAGATAAGATACTCGCTGGGTTAGGTAGGAGGGGCAGATAGGATATCTAGGCTTG
+ 1 M 1 f 1 + 1 N 1 M 1 + 1 M 1 M 1 M 1 M 1 M 1 + 1 M

T T T T T T T T T T T T T
CACCTTTCTGGACTCCAACATTGGTCATCACCTCTCCCTTCCTTTTAATTGAGTCCCCCTCACTTAGACATCTGGGTGAACTCTATTCTATGAGCGACCCAATCCATCCTCCCCGTCTATCCTATAGATCCGAAC

L -____________________________________pg

FUS-201 >

FUS-201
GAGAGGCTGGTAACTCAAATATAATGGATACTTAATTTTTTTTTTTTTTTTTGCAGGGGTGAGCACAGACAGGATCGCAGGGAGAGGCCGTATTAATTAGCCTGGCTCCCCAGGTTCTGGAACAGCTTTTTGTCC
1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTCTCCGACCATTGAGTTTATATTACCTATGAATTAAAAAAAAAAAAAAAAACGTCCCCACTCGTGTCTGTCCTAGCGTCCCTCTCCGGCATAATTAATCGGACCGAGGGGTCCAAGACCTTGTCGAAAAACAGG

P

FUS-201 >
545 . . 520 ., 55
G E H R _Q D R R _E R P Y [
--------------------------------------------- ENSE00001310182

FUS-201

10,125

10,260

10,395

10,530

10,665

10,800

10,935

11,070

11,205

11,340



TGTACCCAGTGTTACCCTCGTTATTTTGTAACCTTCCAATTCCTGATCACCCAAGGGTTTTTTTGTGTCGGACTATGTAATTGTAACTATACCTCTGGTTCCCATTAAAAGTGACCATTTTAGTTAAA

ACATGGGTCACAATGGGAGCAATAAAACATTGGAAGGTTAAGGACTAGTGGGTTCCCAAAAAAACACAGCCTGATACATTAACATTGATATGGAGACCAAGGGTAATTTTCACTGGTAAAATCAATTT



Feature

FUs

/note =

FUS-209
/note =
FUS-201

/note =
FUS-202

/note =

FUS-205
/note =
FUS-206
/note =
FUS-210

/note =
FUS-201

F 15 segments = 1581 bp

/note =
/translation =

FUS-202

b 15 segments = 1578 bp

/note =
/translation =

FUs-210

b 15 segments = 1584 bp

/note =
/translation =

O
H#

Location Size Type

1 .. 11,468 11,468 bp o —+ gene
gene ENSG00000089280
Protein coding
1 .. 11,465 11,465 bp o -+ prim_transcript
primary transcript ENST00000566605
Nonsense mediated decay

2 .. 11,468 11,467 bp o —+ prim_transcript

primary transcript ENST00000254108
2 .. 11,465 11,464 bp =] —+ prim_transcript

primary transcript ENST00000380244
2 .. 3213 3212 bp [=] = prim_transcript

primary transcript ENST00000487045
Retained intron

13 .. 11,465 11,453 bp o - prim_transcript

primary transcript ENST00000487509
Retained intron

14 .. 11,438 11,425 bp [m] —+ prim_transcript

primary transcript ENST00000568685
78 .. 11,301 11,224 bp =] —+ Cbs

coding sequence ENSP00000254108
MASN,DYTQQATQS,YGAYPTQPGQGYSQQSSQPYGQQSYSGYSQSTDTSGYGQSSYSSYGQSQN,TGYGTQSTPQGYGSTGGYGSSQSSQSSYGQQSSYPGYGQQPAPSSTSGS, YGSSSQSSSYGQPQSGSYSQQ
PSYGGQQQSYGQQQSYNPPQGYGQQNQYNSSSGGGGGGGGG,GNYGQDQSSMSSGGGSGGGYGNQDQSGGGGSGGYGQQDRGGRGRGGSGGGGGGGGGGYNRSSGGYEPRGRGGGRGGRGGMG, GSDRGGFNKF
G, GPRDQGSRHDS,EQDNSDNNTIFVQGLGENVTIESVADYFKQIGIIK, TNKKTGQPMINLYTDRETGKLKGEATVSFDDPPSAKAAIDWFD,GKEFSGNPIKVSFATRRADFNRGGGNGRGGRGRG,GPMGRGGYGGGGS
GGGGRGGFPSGGGGGGGQQRAGDWKCPNP, TCENMNFSWRNECNQCKAPKPDGPGGGPGGSHM,GGNYGDDRRGGRGGYDRGGYRGRGGDRGGFRGGRGGGDRGGFGPGKMDSR, GEHRQDRRERPY*

526 amino acids = 53.4 kDa

78 .. 11,301 11,224 bp -] k- CDs

coding sequence ENSP00000369594
MASN,DYTQQATQS,YGAYPTQPGQGYSQQSSQPYGQQSYSGYSQSTDTSGYGQSSYSSYGQSQN,SYGTQSTPQGYGSTGGYGSSQSSQSSYGQQSSYPGYGQQPAPSSTSGS,YGSSSQSSSYGQPQSGSYSQQP
SYGGQQQSYGQQQSYNPPQGYGQQNQYNSSSGGGGGGGGG,GNYGQDQSSMSSGGGSGGGYGNQDQSGGGGSGGYGQQDRGGRGRGGSGGGGGGGGGGYNRSSGGYEPRGRGGGRGGRGGMG, GSDRGGFNKFG
#GPRDQGSRHDS,EQDNSDNNTIFVQGLGENVTIESVADYFKQIGIIK, TNKKTGQPMINLYTDRETGKLKGEATVSFDDPPSAKAAIDWFD,GKEFSGNPIKVSFATRRADFNRGGGNGRGGRGRG,GPMGRGGYGGGGSG
GGGRGGFPSGGGGGGGQQRAGDWKCPNP, TCENMNFSWRNECNQCKAPKPDGPGGGPGGSHM,GGNYGDDRRGGRGGYDRGGYRGRGGDRGGFRGGRGGGDRGGFGPGKMDSR, GEHRQDRRERPY *

525 amino acids = 53.4 kDa

78 .. 11,301 11,224 bp m —+ CcDs

coding sequence ENSP00000455282
MASN,DYTQQATQS,YGAYPTQPGQGYSQQSSQPYGQQSYSGYSQSTDTSGYGQSSYSSYGQSQN,TGYGTQSTPQGYGSTGGYGSSQSSQSSYGQQSSYPGYGQQPAPSSTSGS,,YGSSSQSSSYGQPQSGSYSQQ
PSYGGQQQSYGQQQSYNPPQGYGQQNQYNSSSGGGGGGGGG,GNYGQDQSSMSSGGGSGGGYGNQDQSGGGGSGGYGQQDRGGRGRGGSGGGGGGGGGGYNRSSGGYEPRGRGGGRGGRGGMG, GSDRGGFNKF
G, GPRDQGSRHDS, AEQDNSDNNTIFVQGLGENVTIESVADYFKQIGIIK, TNKKTGQPMINLYTDRETGKLKGEATVSFDDPPSAKAAIDWFD,GKEFSGNPIKVSFATRRADFNRGGGNGRGGRGRG, GPMGRGGYGGGG
SGGGGRGGFPSGGGGGGGQQRAGDWKCPNP, TCENMNFSWRNECNQCKAPKPDGPGGGPGGSHM,GGNYGDDRRGGRGGYDRGGYRGRGGDRGGFRGGRGGGDRGGFGPGKMDSR, GEHRQDRRERPY *

527 amino acids = 53.5 kDa

2374 .. 3148 775 bp [=] +— gene

/note = gene ENSG00000260304

IncRNA

2374 .. 3148 775 bp o — prim_transcript

/note = primary transcript ENST00000564743

IncRNA
FUS-207 3413 .. 4261 849 bp =] = prim_transcript
/note = primary transcript ENST00000487974

Retained intron
Donor Template SNV -> REV 4888 .. 4987 100 bp =] = misc_feature
Protospacer Sequence 4906 .. 4925 20 bp H misc_feature
SNV 4924 .. 4924 1bp =] L=l misc_feature
/note = REV=C

SNV =T
PAM 4926 .. 4928 3bp o — misc_feature
FUS-213 4943 .. 7108 2166 bp [=] —+ prim_transcript
/note = primary transcript ENST00000570090

Retained intron
FUS-203 5362 .. 10,965 5604 bp o —+ prim_transcript
/note = primary transcript ENST00000474990
FUS-211 8015 .. 9983 1969 bp =] = prim_transcript
/note = primary transcript ENST00000568901

Retained intron
FUS-208 8330 .. 9558 1229 bp o - prim_transcript
/note = primary transcript ENST00000564766

Retained intron
FUS-212 10,079 .. 11,468 1390 bp o —+ prim_transcript
/note = primary transcript ENST00000569760

Retained intron
FUS-204 10,236 .. 11,421 1186 bp o —+ prim_transcript
/note = primary transcript ENST00000483853

Retained intron



Primer Length (=) Binding Sites - Tm Date Added
PCR Forward 20-mer 4848 .. 4867 - 60°C Jun 16, 2022
/sequence = TGGTGGCGGTTATGGCAATC
55% GC / 6204.1 Da
Donor Template SNV -> REV 100-mer (] 4888 .. 4987 — 89°C Jun 16, 2022
/sequence = CACTGCTGCGGTTGTAACCACCACCGCCGCCGCCGCCGCCGCCACCACTGCCACCCCTGCCGCGGCCTCCACGGTCCTGCTGTCCATAGCCACCGCTGCC
74% GC / 30,275.4 Da
gRNA Protospacer 20-mer 4906 .. 4923 _ 61°C Jun 16, 2022
/sequence = CAGCAGGACCGTGGAGGCTG
70% GC / 6208.1 Da
PCR Reverse 20-mer 5381 .. 5400 — 60°C Jun 16, 2022
/sequence = CCAGGAGTGGGATCATCGGT
60% GC / 6198.1 Da
Sanger Sequencing Primer 20-mer 5381 .. 5400 — 60°C Jun 16, 2022
/sequence = CCAGGAGTGGGATCATCGGT

60% GC / 6198.1 Da



