(13,451 .. 13,470) gRNA Protospacer
@ (13,436 .. 13,522) Donor Template WT -> SNVs (n=2) PCR Forward (13,696 .. 13,720)
(13,317 .. 13,336) PCR Reverse Sanger Sequencing Primer (13,696 .. 13,720)

CHMP2B-201 >

CHMP2B-201

Donor Template WT -> SNVs (n=2)

Protospacer Sequence

SNV synonymous

JIPSC1076_SnapgeneDNA_INK2S00115_CHMP2B_I29V_SNVWT
28,286 bp



CGCAGGCGCCGCCTAGAAGTGACTTCTCCAAAAAGTGTGTTAGTTCCCGGTCACCTGAGCTCCGGGTGACGCGGCTGCGGTAGCTGCGGATACAAGCCTTCCGCGGGTCCTGCCTGGCGACCCCGACCTCCTCCT
1 M 1 M 1 M 1 M 1 " I M 1 M 1 M I M 1 M 1 M 1 M 1 M 1 "

I + T t T t T + T t T t T + T t T t T + T t T t T + T t
GCGTCCGCGGCGGATCTTCACTGAAGAGGTTTTTCACACAATCAAGGGCCAGTGGACTCGAGGCCCACTGCGCCGACGCCATCGACGCCTATGTTCGGAAGGCGCCCAGGACGGACCGCTGGGGCTGGAGGAGGA

T N ———

[ CHMP2B-201 >

GCTGTCTCTCCGCTCCGCCACCCCGAACCCGCCAAGGTCCTGTCCTTTTCCTCCTGTCCTTTGCCAGCGTTGGGCCGGACCGGGCCGAGCCGGGCCGCCCGGGCGCAGTCTTTAACCATGGCGTCCCTCTTCAAG
1 N 1 + 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1

T T T T T T T T T T T T T 4 T T T T T T T T T T T 4 T
CGACAGAGAGGCGAGGCGGTGGGGCTTGGGCGGTTCCAGGACAGGAAAAGGAGGACAGGAAACGGTCGCAACCCGGCCTGGCCCGGCTCGGCCCGGCGGGCCCGCGTCAGAAATTGGTACCGCAGGGAGAAGTTC

_____________________________________________________________www_________________________Pg

CHMP2B-201 >

A S L F

ENSE00001828224 >

CHMP2B-201

AAGAAAACCGTGGATGGTGAGTTCCAGGCCGGGCTGAAGGGGCCCAGCTCTGCGTTTTCTCGGCGTCTTTCGAGGCCTGCTGGCCGCGATTCTGCCTACTGTCCCTGGAGGCGGGGCTGGATCAAGTGGTCCCAC
+ 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 + 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTCTTTTGGCACCTACCACTCAAGGTCCGGCCCGACTTCCCCGGGTCGAGACGCAAAAGAGCCGCAGAAAGCTCCGGACGACCGGCGCTAAGACGGATGACAGGGACCTCCGCCCCGACCTAGTTCACCAGGGTG

v ______________________Pg

CHMP2B-201 >
— 10,
K K D
------------------------------------------------------------------------------------------------ >
CHMP2B-201

AGGTGACCGCCCTCGCGGCACCACTTCTCTGCCTCCCTCTTGCTTCTGACTCACCTCACCTTAGGCTCACCTAGGCAGTCTGGTTGCTTCCCTATCCTCACGATTCCCCCACCCTCGGGTTTTCCTCAGCAGGAT
1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T ¥ T T T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TCCACTGGCGGGAGCGCCGTGGTGAAGAGACGGAGGGAGAACGAAGACTGAGTGGAGTGGAATCCGAGTGGATCCGTCAGACCAACGAAGGGATAGGAGTGCTAAGGGGGTGGGAGCCCAAAAGGAGTCGTCCTA

_____________________________________________________________oww_______________________________Pg

CHMP2B-201 >

CHMP2B-201

CCTGAGCGTTTCGAGGAGGCTAGCTGGCCCTTGAGTGTCAATAAACTTGGAAATCTGATGGATTTCTTGTTGGTTTCCTCTGCTTCGATTGTTGCTCTTCAGTTGGGCGATATACTACTTGTAGGCATCCATACA
+ 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGACTCGCAAAGCTCCTCCGATCGACCGGGAACTCACAGTTATTTGAACCTTTAGACTACCTAAAGAACAACCAAAGGAGACGAAGCTAACAACGAGAAGTCAACCCGCTATATGATGAACATCCGTAGGTATGT

_____________________________________________________________www_________________________Pg

CHMP2B-201 >

CHMP2B-201

GGAAACTGGCAGTCTCGGAATGGGGAGGGAGGGGATAACAGGCTCCAGTTAGGAAATGAAGTTGGGTCTGGGTCAGTTGCTTCTTTAAGAACACCCCATCAGTAAAGAGATGTGAAACAAATGCTTTTTTGATTA
1 M 1 + 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 + 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCTTTGACCGTCAGAGCCTTACCCCTCCCTCCCCTATTGTCCGAGGTCAATCCTTTACTTCAACCCAGACCCAGTCAACGAAGAAATTCTTGTGGGGTAGTCATTTCTCTACACTTTGTTTACGAAAAAACTAAT

T ———————TTr— .~

CHMP2B-201 >

CHMP2B-201

ACCCCAGTAGAAAAATAAACCCAAGGGAAGTGCCCAGATTTAGTTTTCATAATGGATTTTTCTCCCTTATGATTATTTTTTGCCAACTAAAGAAAGAGATGGGGTATATATTGTCTTCATAGAAGTTTAACATGT
M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 + 1 M 1 M 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TGGGGTCATCTTTTTATTTGGGTTCCCTTCACGGGTCTAAATCAAAAGTATTACCTAAAAAGAGGGAATACTAATAAAAAACGGTTGATTTCTTTCTCTACCCCATATATAACAGAAGTATCTTCAAATTGTACA

T ————S——TTT— =52

CHMP2B-201 >

CHMP2B-201

AAAGATAATTGTGTTGTTTCCCGCATTTAGCTTAATATCATCTTAAGCGGGGAAAAAAGTGAATGTAAAGGAATGTACAAGTTTTATGGTGCTCATATGCGATGCCTATAATGTGTTTATATAACACTTGATGTT
1 " 1 M 1 M 1 N 1 " 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 " 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTCTATTAACACAACAAAGGGCGTAAATCGAATTATAGTAGAATTCGCCCCTTTTTTCACTTACATTTCCTTACATGTTCAAAATACCACGAGTATACGCTACGGATATTACACAAATATATTGTGAACTACAA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TTCATTGATTGCTACCAGGAATTAAATTCATTCAAGTTATTTAAAAATTGTGTTCCCCATTATATGTTTAGTCTAGGTTGTTGCTGGTTCAACCAAAGAATCACTTCTTTGTAAGGGTCTAATTCTGCCACAAAA
M 1 M 1 N 1 + 1 N 1 N 1 M 1 N 1 N 1 : 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AAGTAACTAACGATGGTCCTTAATTTAAGTAAGTTCAATAAATTTTTAACACAAGGGGTAATATACAAATCAGATCCAACAACGACCAAGTTGGTTTCTTAGTGAAGAAACATTCCCAGATTAAGACGGTGTTTT

I ———TTTe—ASASAS——S—85

CHMP2B-201 >

CHMP2B-201

GGAGCAGTGGTAGCTAGACAGTGATTGGTACAAATAGGGTGCTCAGTCCAGACCTGGACGTAACTCCTTCATTCCTTTGTGTTGACTATTCCAATGCCAGCAAAATTATTTTGGGGAGGATAACAAAGAAGTCAT
1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T ¥ T T T ¥ T ¥ T T T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CCTCGTCACCATCGATCTGTCACTAACCATGTTTATCCCACGAGTCAGGTCTGGACCTGCATTGAGGAAGTAAGGAAACACAACTGATAAGGTTACGGTCGTTTTAATAAAACCCCTCCTATTGTTTCTTCAGTA

_____________________________________________________________oww_______________________________Pg

CHMP2B-201 >

CHMP2B-201

CTCTGCTCTGCTGCTGTACACTTCATTTCAACACATAATCTACTTTACCTCTAATTTATCAGATGACATAATACATTTTTCCTTACTCTGGGTGACTGAACATTTTTTTGATTTATTGACTTTTTATTAAGTACC
M 1 M 1 N 1 + 1 M 1 M 1 M 1 N 1 N 1 + 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAGACGAGACGACGACATGTGAAGTAAAGTTGTGTATTAGATGAAATGGAGATTAAATAGTCTACTGTATTATGTAAAAAGGAATGAGACCCACTGACTTGTAAAAAAACTAAATAACTGAAAAATAATTCATGG

_____________________________________________________________www_________________________Pg

CHMP2B-201 >

CHMP2B-201

135

270

540

1080

1215

1350

1485



ATTTGCAATACCTGGAATAACTACCAACTTCGTATATTAGGTGATACAGTGATGTGAAATGGATTTTATGTGTGCTTTTCATGAGAATGCTGCTTAATCTTTAATATGGCACTTTATTTTTTCAGTGTTTTAGCT
1 N 1 M 1 M 1 " 1 " 1 M 1 M 1 M 1 M 1 " 1 " 1 M 1 " 1

T T T T
TAAACGTTATGGACCTTATTGATGGTTGAAGCATATAATCCACTATGTCACTACACTTTACCTAAAATACACACGAAAAGTACTCTTACGACGAATTAGAAATTATACCGTGAAATAAAAAAGTCACAAAATCGA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

GCCACTGTTGTGAGCTTCACTTATTTTACAGTACTCCAGGGAGTGGGGGTGGGGGAACGATTTATTTTCTTTTTGCTTGAGTTTTATATAGTTACAGTTTTTTTTTGTTGTTTAGTTTTATATAGTGAGAATTTA

CGGTGACAACACTCGAAGTGAATAAAATGTCATGAGGTCCCTCACCCCCACCCCCTTGCTAAATAAAAGAAAAACGAACTCAAAATATATCAATGTCAAAAAAAAACAACAAATCAAAATATATCACTCTTAAAT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

CTAAATGGAGAAAAAATGGTTTCATCTCCTTTACTGTGATGTTACAATTAGAGTTAATTTTTTTTTAACAATAAAAGCCAAGCATACTAGTTTTAATCGCCTAATACCTGTCAAATATTTTCAAAGACATAAATC
1 M 1 M 1 M 1 M 1 . 1 M 1 N 1 . 1 N 1 M 1 N 1 M 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
GATTTACCTCTTTTTTACCAAAGTAGAGGAAATGACACTACAATGTTAATCTCAATTAAAAAAAAATTGTTATTTTCGGTTCGTATGATCAAAATTAGCGGATTATGGACAGTTTATAAAAGTTTCTGTATTTAG

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TCAGTTCTGTGCTTCCTGGTGCTTTTGGAAATTTAGTGACTATTGTACTTGAAGTGTAGAGGAGAGAAAAAAAGACAATGGGGATGTGCAATGAGTGTTTAACTGTATACTCATTTGCAGTTAATTCTTCCAAGA
M 1 M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGTCAAGACACGAAGGACCACGAAAACCTTTAAATCACTGATAACATGAACTTCACATCTCCTCTCTTTTTTTCTGTTACCCCTACACGTTACTCACAAATTGACATATGAGTAAACGTCAATTAAGAAGGTTCT

I - >

CHMP2B-201 >

CHMP2B-201

AATAATGTTTTTGCTGAATAGACTTATTTGTAAAAGAGTCTTAAGGACTCTTGCTAGGAACTATGCCACTAAATTAACCATATGTGCAATTTCCAAATGTAAATTTGGCCAGCAGGTACATTTACTATAAACTAC
1 M 1 N 1 L 1 M 1 L 1 L 1 M 1 L 1 M 1 M 1 N 1 N 1 L 1

T T T T t T y T t T y T t T
TTATTACAAAAACGACTTATCTGAATAAACATTTTCTCAGAATTCCTGAGAACGATCCTTGATACGGTGATTTAATTGGTATACACGTTAAAGGTTTACATTTAAACCGGTCGTCCATGTAAATGATATTTGATG

CHMP2B-201 >

CHMP2B-201

CAAGATGCATACTTGATGTTTTCTTATATTATTGTGTCAATTCCAGTCATTTACTGACATCTTAATAAATAGATCTGTATTTTCGTTATTTTGATATAGAGCTTTACTTTTTTTATTCCCTGTTTTATTGAAAGG

GTTCTACGTATGAACTACAAAAGAATATAATAACACAGTTAAGGTCAGTAAATGACTGTAGAATTATTTATCTAGACATAAAAGCAATAAAACTATATCTCGAAATGAAAAAAATAAGGGACAAAATAACTTTCC

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

AAGTTTTTTTTTGTTTTGTCTAAAAGGTGACAGCATTCTTCTTGGTAATGAGGCTGTATATTATGAATATGAAGTTTAATGTATTTTTATGTCTCTCAGATCGTTGGATTGATCATGAGCTCTTTTATTGTATGC

TTCAAAAAAAAACAAAACAGATTTTCCACTGTCGTAAGAAGAACCATTACTCCGACATATAATACTTATACTTCAAATTACATAAAAATACAGAGAGTCTAGCAACCTAACTAGTACTCGAGAAAATAACATACG

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TGACTTTTAAATCTGTTCCAGCAGTAATGAAATTCTGATATATAAGGGAAACATGTACCTGCCTATAGATCTGGGGAATAATTGAATCTTTTTTCCTGTTTGGATTGGCTGGAAGAGTTATATACTGTATCATTA
M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACTGAAAATTTAGACAAGGTCGTCATTACTTTAAGACTATATATTCCCTTTGTACATGGACGGATATCTAGACCCCTTATTAACTTAGAAAAAAGGACAAACCTAACCGACCTTCTCAATATATGACATAGTAAT

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

AAGACTACTGCACATGTAAATTTAAAAGGAAGACAACATTACAGCACTTATTACTATTCAGAGTTATGTTTAATTCATTTTGACACAAAGATGAACAAGTCTCTGCGGTGTATACTTTGCTGTAGAAATTAATGA
1 M 1 N 1 N 1 M 1 X 1 i 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCTGATGACGTGTACATTTAAATTTTCCTTCTGTTGTAATGTCGTGAATAATGATAAGTCTCAATACAAATTAAGTAAAACTGTGTTTCTACTTGTTCAGAGACGCCACATATGAAACGACATCTTTAATTACT

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

GAGGTATACCTCAAGAGAAGGGAAGGATTCTTTGGAATTTGAAATTACAGTTGAGTACTACTTGGTTTTTCTTTTACCTGTGTAAGGATATACATATATATAGTGTGTTATGTTTACCTACAGTGTTTATTTTCC
M 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTCCATATGGAGTTCTCTTCCCTTCCTAAGAAACCTTAAACTTTAATGTCAACTCATGATGAACCAAAAAGAAAATGGACACATTCCTATATGTATATATATCACACAATACAAATGGATGTCACAAATAAAAGG

T —————n————————

CHMP25-201 >
CHMP2B-201

CCCTTTGTAGATTAATAGTGACCTATTTAGGGAAGCTAATTATGAACCTGTAAATCAGGATCCCACTAGGACTTGTCACAAATGCACAACTAAACATGCTTAAAAGTGAAGTTCTTTAAACACTATATAATTTTT
1 M 1 L 1 L 1 M 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 N 1

T T T T t T y T t T y T ¥ T
GGGAAACATCTAATTATCACTGGATAAATCCCTTCGATTAATACTTGGACATTTAGTCCTAGGGTGATCCTGAACAGTGTTTACGTGTTGATTTGTACGAATTTTCACTTCAAGAAATTTGTGATATATTAAAAA

CHMP2-201 >

CHMP2B-201

1620

1755

1890

2025

2160

2295

2430

2565

2700

2835

2970



GTCTGTTAACCTCAGTAAAGACAAATTTGACTAAGCCAACACTGTGCTAAGCATTGTGCATGCCATGTCTTATTTCTCATAAAACATATAAGTACTCATATAACATCCTTATAAAATGAGAAAAGCAAAGGACTA
" 1 M 1 i 1 " 1 M 1 " 1 3 1 M 1 M 1 M 1 M 1 N 1 " 1 M

+ T T t T + T t
CAGACAATTGGAGTCATTTCTGTTTAAACTGATTCGGTTGTGACACGATTCGTAACACGTACGGTACAGAATAAAGAGTATTTTGTATATTCATGAGTATATTGTAGGAATATTTTACTCTTTTCGTTTCCTGAT

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

AGTCGTGTGTTCAAGATCATACAGCTATTAAGTGTCAGAACTAGGACCTCATCCCTTTGAGTATTATTATTACTTTTTTCTTATTAGAGATTGATACATGACACAGTTTAATTTTGCTCTTATCAAGCACATGGA

TCAGCACACAAGTTCTAGTATGTCGATAATTCACAGTCTTGATCCTGGAGTAGGGAAACTCATAATAATAATGAAAAAAGAATAATCTCTAACTATGTACTGTGTCAAATTAAAACGAGAATAGTTCGTGTACCT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

ATTCTCAACTTTTGGTAGATACCATGCAACGTTTACATTCTTTCTGGAACCAGACTTTTCTTTCGGAATTAGTGGTAGAACTTTACTTTCTAATGGTGGTGGAACTGGAAATAACCCACTCCTGACTCTCCCTGG
M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAGAGTTGAAAACCATCTATGGTACGTTGCAAATGTAAGAAAGACCTTGGTCTGAAAAGAAAGCCTTAATCACCATCTTGAAATGAAAGATTACCACCACCTTGACCTTTATTGGGTGAGGACTGAGAGGGACC

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

ACACAGCATTTCTTCGAAAGTATGGCCAGTTTCTTTTTGCTTTTCATCTAAACCTTTTGAAGGAGTAGTGATGTCTTATCTCCACTTCTTTACTTAACAGACTGCCTCCCCCACCTTACAGCAGTTTGCCTTGCA
1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGTGTCGTAAAGAAGCTTTCATACCGGTCAAAGAAAAACGAAAAGTAGATTTGGAAAACTTCCTCATCACTACAGAATAGAGGTGAAGAAATGAATTGTCTGACGGAGGGGGTGGAATGTCGTCAAACGGAACGT

I - >

CHMP2B-201 >

CHMP2B-201

TGGCATGCAATGAGATGTTGCTTAGATCATCAGTAACTTCTAGATTGTCAAATCTAATGGCCATTATTAGTGAACATCTCTTGGGCCTATGTTTTGCATTTGATCCTGATAATTAATTTATTCTCTGAAATTCCC
L 1 L 1 M 1 N 1 M 1 M 1 M 1 L 1 M 1 M 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
ACCGTACGTTACTCTACAACGAATCTAGTAGTCATTGAAGATCTAACAGTTTAGATTACCGGTAATAATCACTTGTAGAGAACCCGGATACAAAACGTAAACTAGGACTATTAATTAAATAAGAGACTTTAAGGG

CHMP2B-201 >

CHMP2B-201

TCTCTTAACTTCCAAGACATAGCACTCTCTTAATTTTCCTCAAATTCCTCTGACCACTCCTTTCTTTCTCCTTTCTGTATTTATTTTTTTTTCTTTTTCTTAAACCTACCCATTATATGTTAGTGTTCTTCTTGG

AGAGAATTGAAGGTTCTGTATCGTGAGAGAATTAAAAGGAGTTTAAGGAGACTGGTGAGGAAAGAAAGAGGAAAGACATAAATAAAAAAAAAGAAAAAGAATTTGGATGGGTAATATACAATCACAAGAAGAACC

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

TTCCTTCCTACGCTACCACTGTTCTAACTGCATTCTCTCCCTGCATGATCTTATTTACTCCTATTTTAATTGTAACTTAAGTACTGATGGATCCCAAATTTGTGTCTCTAGATGTGTTTTTGAGTTTCAGGCCAG

AAGGAAGGATGCGATGGTGACAAGATTGACGTAAGAGAGGGACGTACTAGAATAAATGAGGATAAAATTAACATTGAATTCATGACTACCTAGGGTTTAAACACAGAGATCTACACAAAAACTCAAAGTCCGGTC

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

ATATCCAACAATTTGCTGAATATCTGTACCTAGGTGTCTCACAGTACCTCAAACTCAAGACCCCAAACAGAACTCATCATCATATCCTTTGAGGTATCCTCTTCCAGTGTTGACAGTGCTTGATGTTGCCTTCTA
1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
TATAGGTTGTTAAACGACTTATAGACATGGATCCACAGAGTGTCATGGAGTTTGAGTTCTGGGGTTTGTCTTGAGTAGTAGTATAGGAAACTCCATAGGAGAAGGTCACAACTGTCACGAACTACAACGGAAGAT

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

CCATCAACTAATTACCAAGTCATGCTTCTTTCGCTTCTTAAATATTGGACACATAGGATCTTCCTCTCTGTGTTTGCAACTCTTTCCTCTATTCAGATCCTACTTAACTTGCACTTTACGATACCACCTTTTTGC
N 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 . 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTAGTTGATTAATGGTTCAGTACGAAGAAAGCGAAGAATTTATAACCTGTGTATCCTAGAAGGAGAGACACAAACGTTGAGAAAGGAGATAAGTCTAGGATGAATTGAACGTGAAATGCTATGGTGGAAAAACG

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

TTTTCTTTCCTGTAGCTTCATAGCCCTTAAATCCTTCATCCACAAAGTTGGGTATGTGATTGAAACTTGAACCCAAATCTGACTATGTTACTCCTCAGTGTAAACCCCTTTATGAAATCTCTGGCACCAACAGGA
1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAGAAAGGACATCGAAGTATCGGGAATTTAGGAAGTAGGTGTTTCAACCCATACACTAACTTTGAACTTGGGTTTAGACTGATACAATGAGGAGTCACATTTGGGGAAATACTTTAGAGACCGTGGTTGTCCT

T —————n————————

CHMP25-201 >
CHMP2B-201

TCCACTGTGAGTGTTTTAATAATGCGTGTATGGCTCTCCTTGAACTGGCCCTTCCCTTTCTTTCTAGCCATGTCTCTGGACATTTTAGCATCCAGCAGCACTGTTCTTCTGTTCATTGTTATCTCCCATACTCTT
L 1 N 1 M 1 L 1 L 1 M 1 M 1 L 1 M 1 L 1 M 1 N 1 L 1 L

t T t T t T t T t T t T T T
AGGTGACACTCACAAAATTATTACGCACATACCGAGAGGAACTTGACCGGGAAGGGAAAGAAAGATCGGTACAGAGACCTGTAAAATCGTAGGTCGTCGTGACAAGAAGACAAGTAACAATAGAGGGTATGAGAA

CHMP2-201 >

CHMP2B-201

3105

3240

3375

3510

3645

3780

3915

4050

4185

4320

4455



TCTCACCCTGACATATTTTTGCTTTTGATGCCCTTATGCCTAGAATTCCCTTTTTATCTTCCTCTAGCTAAGCTGAACTATCCTAGGTTTATTTCTTCTCAAAGTCTCTATGAAGTACTCCTTATGTTCCCCTTT
1 M 1 " 1 M 1 M 1 M 1 M 1 1 1 M 1 M 1 M 1 " 1 M 1 M 1

T T T T
AGAGTGGGACTGTATAAAAACGAAAACTACGGGAATACGGATCTTAAGGGAAAAATAGAAGGAGATCGATTCGACTTGATAGGATCCAAATAAAGAAGAGTTTCAGAGATACTTCATGAGGAATACAAGGGGAAA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TGTGGCATTTCTTTCTGACTTGGATTCACTAGAACCATAGTAGACCCTCCTGCACTTTCAAAGTTGGATAATGCTTATTCTGTCTCTTCTACATTCCATATTTGTAAGGGGCTTCAGAGTCTTCAGCAGAAATGA

ACACCGTAAAGAAAGACTGAACCTAAGTGATCTTGGTATCATCTGGGAGGACGTGAAAGTTTCAACCTATTACGAATAAGACAGAGAAGATGTAAGGTATAAACATTCCCCGAAGTCTCAGAAGTCGTCTTTACT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

AAATATATCTGCAAGAGTTTCTAATTTAGAGATTAAATATCTAAAATAATATCATTTACTAACCAAAGTAGTATTCCAATATCCAGGGCTTAGAAGAGTCTGGATCCACACTTTGCCACCCACTGTGAACTTTAG
1 M 1 M 1 . 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1

T ¥ T ¥ T . T . T . T . T . T . T . T ¥ T ¥ T ¥ T . T
TTTATATAGACGTTCTCAAAGATTAAATCTCTAATTTATAGATTTTATTATAGTAAATGATTGGTTTCATCATAAGGTTATAGGTCCCGAATCTTCTCAGACCTAGGTGTGAAACGGTGGGTGACACTTGAAATC

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TGCAAGTTAGAGGTAATTTGAAGAACACTACAGAGAGAAGAGGAACAAAGCTTCTTGGCTTTTGCCTCATTGGGATGATATTTGTATATGCTAGTTGTCTAGAGTTCAAAAACTGTGAGGTTTTGACTAAGTTGG
N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACGTTCAATCTCCATTAAACTTCTTGTGATGTCTCTCTTCTCCTTGTTTCGAAGAACCGAAAACGGAGTAACCCTACTATAAACATATACGATCAACAGATCTCAAGTTTTTGACACTCCAAAACTGATTCAACC

I - >

CHMP2B-201 >

CHMP2B-201

GATAAATCCCCTTTCAATGTATTAGTTGTGATGCCACATTTCTGATGTTAAAAGGAAATAAAACGGAATACCCTTCAGAAACATTTTTTCTGTATTCCAGAATAAAATACACTATTCTCATGGTGGTACCTGCAG
1 M 1 M 1 L 1 M 1 N 1 L 1 L 1 L 1 L 1 N 1 L 1 N 1 M 1

T T T T t T y T t T y T t T
CTATTTAGGGGAAAGTTACATAATCAACACTACGGTGTAAAGACTACAATTTTCCTTTATTTTGCCTTATGGGAAGTCTTTGTAAAAAAGACATAAGGTCTTATTTTATGTGATAAGAGTACCACCATGGACGTC

CHMP2B-201 >

CHMP2B-201

AATTCAGATCTTTCCCAGGATGCTATGTGTTCCTTTAGTGCTCCTTATTCTGGATATTTAAAAAACTCAAATTTTACTTTCTACTTAACCCCTACATTCTTGACATACCAAAGAAAAATAATTGAACATGGGATT

TTAAGTCTAGAAAGGGTCCTACGATACACAAGGAAATCACGAGGAATAAGACCTATAAATTTTTTGAGTTTAAAATGAAAGATGAATTGGGGATGTAAGAACTGTATGGTTTCTTTTTATTAACTTGTACCCTAA

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

GAGGAACACAGTATACTCTTCTGAGCATTTTCTTAGAAAAACATTCTCCCTACTTTTAGAATAGATATTTCTGTAGGAAAAATGTGTTCCCTCTGTATTTCTGCATCCCCAGCATGACAACAAAGACAGACATTT

CTCCTTGTGTCATATGAGAAGACTCGTAAAAGAATCTTTTTGTAAGAGGGATGAAAATCTTATCTATAAAGACATCCTTTTTACACAAGGGAGACATAAAGACGTAGGGGTCGTACTGTTGTTTCTGTCTGTAAA

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

CCTTTCTGGCTACCATTTCCTATCTTCAGGTCCATTGGCCTGTGAGGCTTTTCTTCCAGGACACATTGCCTCTCATTCTCTCATTTATCTAAGATGAAAAATGTGCTTTGACAGTTTTCTGAACTGCAGTTTTAT
M 1 3 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGAAAGACCGATGGTAAAGGATAGAAGTCCAGGTAACCGGACACTCCGAAAAGAAGGTCCTGTGTAACGGAGAGTAAGAGAGTAAATAGATTCTACTTTTTACACGAAACTGTCAAAAGACTTGACGTCAAAATA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TGATGATGTTACTAAAGCCTTTGCCGTTGAGGACCAAACAAGACTCAAAAGTCTACTGACATGTGCCCATCTCAAAACCATCTTTTAGCTCTTGAAAACCAGTGGCATTTTTATGTTTATAAATTGGTTCACATG
1 M 1 M 1 N 1 N 1 X 1 N 1 M 1 i 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACTACTACAATGATTTCGGAAACGGCAACTCCTGGTTTGTTCTGAGTTTTCAGATGACTGTACACGGGTAGAGTTTTGGTAGAAAATCGAGAACTTTTGGTCACCGTAAAAATACAAATATTTAACCAAGTGTAC

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

AATTCCTCAGGGCTTGAGTGACTTTTGAGAGTTACTAGTAGGAGAAAAAAATTATTTTTGCTACCGCATATGCTACTGTAGGGCTTGGCTTGACTCCCCAATTTCTCTTCAGTATTTTGCCTCTTCCAAGTCCTG
M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTAAGGAGTCCCGAACTCACTGAAAACTCTCAATGATCATCCTCTTTTTTTAATAAAAACGATGGCGTATACGATGACATCCCGAACCGAACTGAGGGGTTAAAGAGAAGTCATAAAACGGAGAAGGTTCAGGAC

T —————n————————

CHMP25-201 >
CHMP2B-201

CTGTTTTTCAGTTTAAACCTGGTTCTTAAGTTAGTTGGCTCTCTTGACGATGTCTAGGTAGAATAAAGCTGTTGGCATGATCCCCCTTTGTTCTTTTTGTTTTCTATAGTTGCCTTTTGTTTTCTTTTTACCGTG
1 L 1 L 1 L 1 M 1 L 1 L 1 M 1 N 1 L 1 M 1 M 1 M 1 N 1

T T T T t T y T t T y T ¥ T
GACAAAAAGTCAAATTTGGACCAAGAATTCAATCAACCGAGAGAACTGCTACAGATCCATCTTATTTCGACAACCGTACTAGGGGGAAACAAGAAAAACAAAAGATATCAACGGAAAACAAAAGAAAAATGGCAC

CHMP2-201 >

CHMP2B-201

4590

4725

4860

4995

5130

5265

5400

5535

5670

5805

5940



TATTAGAACTGATTAGTTAAGCTGATAATATTTGTCCCTGAGTGTCAGATATACCATTCCCAAAACCTGAGAAGCAAATTTGGTTTGCATATCAAATTCTAATTACTTTGTACCCACTCTCACTGTCATTTTCCT
M 1 M 1 i 1 " 1 M 1 M 1 3 1 M 1 " 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
ATAATCTTGACTAATCAATTCGACTATTATAAACAGGGACTCACAGTCTATATGGTAAGGGTTTTGGACTCTTCGTTTAAACCAAACGTATAGTTTAAGATTAATGAAACATGGGTGAGAGTGACAGTAAAAGGA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TCTGCATTTGAGTAAATCTTGTTCCTAGAACCGGAACTTTCTGGATAGTGACCTTTAATATTTCTTTTTAATGCCTTAGCTTTTGAGTTTGTCATATTTTTGCAGTTTTTTTTTCTCTTCATCAAGTCAAGATGA

AGACGTAAACTCATTTAGAACAAGGATCTTGGCCTTGAAAGACCTATCACTGGAAATTATAAAGAAAAATTACGGAATCGAAAACTCAAACAGTATAAAAACGTCAAAAAAAAAGAGAAGTAGTTCAGTTCTACT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

AACATCCTTACGTAGCCAGGACTTCTTTTCACTTTACTGTTCATTGGCAAGCTCCATCATGCCTAGTTAGCTGAATTGACGCTCACTCTGGGCTTTTCTTATATCCATAGCACAATCAGGATTTGTCCAGTGCTG
M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTGTAGGAATGCATCGGTCCTGAAGAAAAGTGAAATGACAAGTAACCGTTCGAGGTAGTACGGATCAATCGACTTAACTGCGAGTGAGACCCGAAAAGAATATAGGTATCGTGTTAGTCCTAAACAGGTCACGAC

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TTACCAGTGTCACAGTGCCCACTATTCCCACTGACACTAGCTGTTACAGAGCTTGCAGGTAAAGTCTAAAGTAGAAGCTACCTCTTCCCTGGAGATCTTGATACCTTAAAACCAGTTAATGGAGATTATAAAGTA
1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AATGGTCACAGTGTCACGGGTGATAAGGGTGACTGTGATCGACAATGTCTCGAACGTCCATTTCAGATTTCATCTTCGATGGAGAAGGGACCTCTAGAACTATGGAATTTTGGTCAATTACCTCTAATATTTCAT

I - >

CHMP2B-201 >

CHMP2B-201

GGATGTGGGAACATTTTGTTTCTATCTCAATTGATATGATGATTAGGTTTAGAGTAACTGATAGGCAATAAAATCAATAGATAAAAATGTATTTTCTCAAAAGAAATACATTTAATAGTAGGAAATTTGGCTTAT
L 1 M 1 M 1 M 1 N 1 M 1 L 1 L 1 N 1 M 1 L 1 N 1 N 1 M

t T t T t T t T t T t T T T
CCTACACCCTTGTAAAACAAAGATAGAGTTAACTATACTACTAATCCAAATCTCATTGACTATCCGTTATTTTAGTTATCTATTTTTACATAAAAGAGTTTTCTTTATGTAAATTATCATCCTTTAAACCGAATA

CHMP2B-201 >

CHMP2B-201

TAGATTAAAAAGTCTGTTATGACCTTATAGTGAAAAACACAGCATACAGTATAGTGGCTACTTCTCTAGTAGATCAGCTTGAATCCTGCTGACCGATGGTGATTTGCATACTGTCCCAGCATTCTTGAGGCATTC

ATCTAATTTTTCAGACAATACTGGAATATCACTTTTTGTGTCGTATGTCATATCACCGATGAAGAGATCATCTAGTCGAACTTAGGACGACTGGCTACCACTAAACGTATGACAGGGTCGTAAGAACTCCGTAAG

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

ATCCTGAACTGCCTTGCAAACTTGAGATAGCTCCCCACCTTCCCCCAAAAGAAAGGCACTTTAAATAGTATTACTCACAAATTAATGAATGTCCATATTTATACTTGATAATTACTTTTTGCTTTTATCCTCAAA

TAGGACTTGACGGAACGTTTGAACTCTATCGAGGGGTGGAAGGGGGTTTTCTTTCCGTGAAATTTATCATAATGAGTGTTTAATTACTTACAGGTATAAATATGAACTATTAATGAAAAACGAAAATAGGAGTTT

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TGTACAAATTATATCTGAACTAATGGTAGGGAGGACAGGCATGATTCAAGTTGGGGCTTGGCCTCAAACCCCAAGTAGAGAATTCTGGTGAGCTAGACTGGACCACATGGGAGACCTTTTTTGTTTTGTTTTTAT
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ACATGTTTAATATAGACTTGATTACCATCCCTCCTGTCCGTACTAAGTTCAACCCCGAACCGGAGTTTGGGGTTCATCTCTTAAGACCACTCGATCTGACCTGGTGTACCCTCTGGAAAAAACAAAACAAAAATA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TTTTTATTTTTTGACTTTTTATTTTTTGTAAGCAGATAAACCATATTGACTCAGAACCAAAAAAGGCAGAAACACCTTGTGTCTCTTAAGTCCAAGACTTAAGTCTATGATCTCATCACTCTACTGTAGACCTGT
M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAAAATAAAAAACTGAAAAATAAAAAACATTCGTCTATTTGGTATAACTGAGTCTTGGTTTTTTCCGTCTTTGTGGAACACAGAGAATTCAGGTTCTGAATTCAGATACTAGAGTAGTGAGATGACATCTGGACA

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

GTATTTCCTTCAGTAAGAAGAACCTGAAAGACTTGAGATAGGCTTTTAATGCCCAGAGTGGAGCCGGCCTGGGTGGCCTTTTCTTAAGTGTTGTGCTGGGCATGGGTGAAAAGAGGGTGGTGGATGAATCAAGCT
1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CATAAAGGAAGTCATTCTTCTTGGACTTTCTGAACTCTATCCGAAAATTACGGGTCTCACCTCGGCCGGACCCACCGGAAAAGAATTCACAACACGACCCGTACCCACTTTTCTCCCACCACCTACTTAGTTCGA

T —————n————————

CHMP25-201 >
CHMP2B-201

TCCAGACCCTTTTTATCTCACTGAATGGTAAGAGAGAGAATATACCATATCATATCCATGTACCTTTGGCATTTTTACAGTGTGAAGTTTTCTATTACCACCTATTATGATGTCTTTGAAACAAACCACAAGGTA
L 1 N 1 L 1 L 1 L 1 M 1 M 1 L 1 L 1 L 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
AGGTCTGGGAAAAATAGAGTGACTTACCATTCTCTCTCTTATATGGTATAGTATAGGTACATGGAAACCGTAAAAATGTCACACTTCAAAAGATAATGGTGGATAATACTACAGAAACTTTGTTTGGTGTTCCAT

CHMP2-201 >

CHMP2B-201

6075

6210

6345

6480

6615

6750

6885

7020

7155

7290

7425



GATGAAGTCCTAGAGAATGAAAAATTGAGTGTATACCTTTATCTGCCTGAAGAAAGAAGCAGAGGATAGACAGGAGTCAAGCACTCCATCTCTCTTAGGTGGCAGCAGTACCCTGTACATGTTTCTGTCATGATC
1 M 1 M 1 M 1 " 1 M 1 M 1 1 1 M 1 M 1 " 1 " 1 M 1 1 1

T T T T
CTACTTCAGGATCTCTTACTTTTTAACTCACATATGGAAATAGACGGACTTCTTTCTTCGTCTCCTATCTGTCCTCAGTTCGTGAGGTAGAGAGAATCCACCGTCGTCATGGGACATGTACAAAGACAGTACTAG

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TTGCCTCACATTGAAAAATCGGGGAAGTAGAAAGTTATAAGGAAAACAGCCAATTATTTCAATGTTTCACATTTCCATTGTAGAAAGCTACCTATCATGTTTCATATTTTACTATTGTTAAATTATCTTTTTTGA

AACGGAGTGTAACTTTTTAGCCCCTTCATCTTTCAATATTCCTTTTGTCGGTTAATAAAGTTACAAAGTGTAAAGGTAACATCTTTCGATGGATAGTACAAAGTATAAAATGATAACAATTTAATAGAAAAAACT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

CAACTGATTTTGTTTTACATTTTAAAGACGTGTTAAATATGCCTGTAAGAGGAATCCTTTCACATTTCAATGTATATGTTTGTACTCCCATAGATCGCTAGTAAGTATGATATATTGGTATGCTATTTGCATGAA
1 M 1 M 1 N 1 M 1 . 1 M 1 N 1 M 1 X 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T . T . T . T . T . T 5 T ¥ T ¥ T ¥ T . T
GTTGACTAAAACAAAATGTAAAATTTCTGCACAATTTATACGGACATTCTCCTTAGGAAAGTGTAAAGTTACATATACAAACATGAGGGTATCTAGCGATCATTCATACTATATAACCATACGATAAACGTACTT

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

GAAAGGTGGGACTACAAACAAGCAAATAAATAAATATATGTATTCCCTTCTCTTAAAGAGATTGTAATCTTGGGATGGAATCATACCTACTAAGAAATAAATCTAGTGGATAATAAATTTGGCTGTAAAAACATT
N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTTTCCACCCTGATGTTTGTTCGTTTATTTATTTATATACATAAGGGAAGAGAATTTCTCTAACATTAGAACCCTACCTTAGTATGGATGATTCTTTATTTAGATCACCTATTATTTAAACCGACATTTTTGTAA

I - >

CHMP2B-201 >

CHMP2B-201

AAAATTGCCTCAGACCGTTCTCATATTATTCCTTCTGTATTATCTAGAAGACCAAATTATTAAATGTGGATTTAATATAGAGATTGTTTTAAAAAGAGAAGAGTAATATGTTAGTTTTATAGTATATTTCTATTG
1 M 1 N 1 M 1 M 1 L 1 M 1 L 1 L 1 M 1 N 1 L 1 M 1 M 1

T T T T t T y T t T y T t T
TTTTAACGGAGTCTGGCAAGAGTATAATAAGGAAGACATAATAGATCTTCTGGTTTAATAATTTACACCTAAATTATATCTCTAACAAAATTTTTCTCTTCTCATTATACAATCAAAATATCATATAAAGATAAC

CHMP2B-201 >

CHMP2B-201

TCTCGTATGAAAATATGTTTTACTGTCTTTTCCTACTTACCATAATATGTTTTAAGGTGTTGTGATTATGTTTTAGTATGTAACATTAGCCGCTCTGAGTTTATAGCTTAGAACTGTTTAAATATTAATAGGCCT

AGAGCATACTTTTATACAAAATGACAGAAAAGGATGAATGGTATTATACAAAATTCCACAACACTAATACAAAATCATACATTGTAATCGGCGAGACTCAAATATCGAATCTTGACAAATTTATAATTATCCGGA

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

ATTAACAACTATGAGGCTGTGGAATATGCAGTAGTTAATTTTCTTTATTTTTCCTTTTATGATATACAGTGACTGTTATGATACATATAGTTACATTATATTGAGAAAAATTAAACTATTTTAATTAAATTACAT

TAATTGTTGATACTCCGACACCTTATACGTCATCAATTAAAAGAAATAAAAAGGAAAATACTATATGTCACTGACAATACTATGTATATCAATGTAATATAACTCTTTTTAATTTGATAAAATTAATTTAATGTA

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

GTTTTGTTGAATTCTCATGTAATAATACTTGTTTTTCAGTAAAGATGGCTATATCTAGCCTTGACTCTGATTCTCAGACACCTATTGGGTGTTCAGCAATTCAGTTCACTTCTGACGGTAATTATCTAGAGTTAG
M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 i 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAAAACAACTTAAGAGTACATTATTATGAACAAAAAGTCATTTCTACCGATATAGATCGGAACTGAGACTAAGAGTCTGTGGATAACCCACAAGTCGTTAAGTCAAGTGAAGACTGCCATTAATAGATCTCAATC

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

GGCAGACCCTATAGGTGAAAGACAGTCCCACAAGACTGCCCTACTTCAGATGCCACTTGAAAGACGCAGATTGTGCTTCTGGTGAGTACTTCTGACTGACCAGGGTTTTCCTACAACTTCATCTTCAACTTTGAT
1 M 1 i 1 N 1 M 1 X 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCGTCTGGGATATCCACTTTCTGTCAGGGTGTTCTGACGGGATGAAGTCTACGGTGAACTTTCTGCGTCTAACACGAAGACCACTCATGAAGACTGACTGGTCCCAAAAGGATGTTGAAGTAGAAGTTGAAACTA

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

AATTCACTAGGACAACTCTCAGAACTCATCAGAGTGCTTTATTTACTGTTACTGGTTTATTTTAAAGTATACAATTAGTAATAGCCAAATGGAAGTGATCCATAGGTCAAGGGTCGAAGGTGGAGGACAGAGCTC
M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTAAGTGATCCTGTTGAGAGTCTTGAGTAGTCTCACGAAATAAATGACAATGACCAAATAAAATTTCATATGTTAATCATTATCGGTTTACCTTCACTAGGTATCCAGTTCCCAGCTTCCACCTCCTGTCTCGAG

T —————n————————

CHMP25-201 >
CHMP2B-201

CCATGCCCTCTCTGTGTGTGCCATCTTCCTAGCATATCAGTGTGTTCACCAATTGAGAGGTTCTCTGAATCTCTTAGGTAAGGTTTTTTTATAACCTAATCTCAAGCACCCACCTCTCCTGACATATGGGGGTGG
1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 N 1 M 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T ¥ T
GGTACGGGAGAGACACACACGGTAGAAGGATCGTATAGTCACACAAGTGGTTAACTCTCCAAGAGACTTAGAGAATCCATTCCAAAAAAATATTGGATTAGAGTTCGTGGGTGGAGAGGACTGTATACCCCCACC

CHMP2-201 >

CHMP2B-201

7560

7695

7830

7965

8100

8235

8370

8505

8640

8775

8910



AGTTAAAAGTTCCCACCCTTTAGTCAAGTGTTTGGTCTTTCTGGTGACTAACCTCATCCTGAGGCTATCAGCTACCCTCCCACACCTACCCCATATACTCAGATATGGTACAAAGAAGCTTGTTGTGAATAACAA
M 1 M 1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
TCAATTTTCAAGGGTGGGAAATCAGTTCACAAACCAGAAAGACCACTGATTGGAGTAGGACTCCGATAGTCGATGGGAGGGTGTGGATGGGGTATATGAGTCTATACCATGTTTCTTCGAACAACACTTATTGTT

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

AAGACATTCCTATCATTCAGGAAATTCCAAGGGTTTTAGGCCCTCTGTGCCAGGCACCCAGGATGAAGACCACATTTATATTTTTAATATCACCCTCGTAATGAAAAAAAAATGTATGTAGATAGAATTTTAGAT

TTCTGTAAGGATAGTAAGTCCTTTAAGGTTCCCAAAATCCGGGAGACACGGTCCGTGGGTCCTACTTCTGGTGTAAATATAAAAATTATAGTGGGAGCATTACTTTTTTTTTACATACATCTATCTTAAAATCTA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

CTTAACTTTCAGCAGTTGCTGTGCACCTGTGTCAATTATCTGGCCACAGTTTAACTTCTGAGTATAGTGGCTTGTCTTTCTGAGCAGTATTGTTGTAGCTTGTATAAGACCATCATCACCACCGAGCATGGTGGC
N 1 N 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAATTGAAAGTCGTCAACGACACGTGGACACAGTTAATAGACCGGTGTCAAATTGAAGACTCATATCACCGAACAGAAAGACTCGTCATAACAACATCGAACATATTCTGGTAGTAGTGGTGGCTCGTACCACCG

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGTTGGATCACCTGAGGTCAGAAGTTCGAGATCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACCTAAAAATACAAAAATTAGCCAG
1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTGTGGACATTAGGGTCGTGAAACCCTCCGGCTCCGCCAACCTAGTGGACTCCAGTCTTCAAGCTCTAGTCGGACCGGTTGTACCACTTTGGGGCAGAGATGATTTTTATGGATTTTTATGTTTTTAATCGGTC

I - >

CHMP2B-201 >

CHMP2B-201

GCATGGTGGCGCATGCCTGTAATCTCAGCTACTTGGGAAGCTGAGGCAGGAGAATCGCTTGAACCTGG6GAGGCGAACCGAGATCATGCTGTTGTACTCCAGTCTGGGTGACAAGAGCAAAACTCCATCTCAAAAC
L 1 L 1 M 1 L 1 L 1 M 1 L 1 N 1 N 1 L 1 L 1 N 1 L 1 N

t T t T t T t T t T t T T T
CGTACCACCGCGTACGGACATTAGAGTCGATGAACCCTTCGACTCCGTCCTCTTAGCGAACTTGGACCCTCCGCTTGGCTCTAGTACGACAACATGAGGTCAGACCCACTGTTCTCGTTTTGAGGTAGAGTTTTG

CHMP2B-201 >

CHMP2B-201

AAAACAAAACAAAACATCACTATCTGATACTGTCAATTCATCTTATACTAGTTGAGTTTAGGGAGTCCTTAGTCCTTAGTACACAAAGGGGTTGTACTCCAGAAGTTCATTTATTATTTAAGTTTAAAAATTAGA

TTTTGTTTTGTTTTGTAGTGATAGACTATGACAGTTAAGTAGAATATGATCAACTCAAATCCCTCAGGAATCAGGAATCATGTGTTTCCCCAACATGAGGTCTTCAAGTAAATAATAAATTCAAATTTTTAATCT

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

GCACATTTTCTATGGAAACAGTGGGGTAAGTGGTAAATGTTTTTTATATCAGTCCATTGGCTTTGACAAAATAGGGAAGTAAGTCCAAAAGAGGATCGAGTGTGTTTGGGTGTTGGCGGATGAAGAGGTTCATGA

CGTGTAAAAGATACCTTTGTCACCCCATTCACCATTTACAAAAAATATAGTCAGGTAACCGAAACTGTTTTATCCCTTCATTCAGGTTTTCTCCTAGCTCACACAAACCCACAACCGCCTACTTCTCCAAGTACT

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TTCCTTTGAAAGACAGGGAAATGAGAGCATTTTTGTTATTTGGGGTCAGCCTATAGATGTCTGAGGAAAGATGTGTATTATGGGCTGAATTGTCCCCCCTGCCTCCCACAATTCATATGACAAAGCTCTGACCAC
1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 L 1 M 1 N 1 N 1 N 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AAGGAAACTTTCTGTCCCTTTACTCTCGTAAAAACAATAAACCCCAGTCGGATATCTACAGACTCCTTTCTACACATAATACCCGACTTAACAGGGGGGACGGAGGGTGTTAAGTATACTGTTTCGAGACTGGTG

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TCATGTGACTGTATTTGGGGATAGGGCCCTTAAGTATGTAATCGAGGTTAAATAAAGTCAGATGGGGCCCTGATTCAATGACTGCTATCCTTAGAAGAAGAGAAAGATCCACAAGGAAAAGGCCATCTGAGAACA
N 1 M 1 M 1 M 1 . 1 . 1 N 1 M 1 M 1 N 1 . 1 M 1 . 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGTACACTGACATAAACCCCTATCCCGGGAATTCATACATTAGCTCCAATTTATTTCAGTCTACCCCGGGACTAAGTTACTGACGATAGGAATCTTCTTCTCTTTCTAGGTGTTCCTTTTCCGGTAGACTCTTGT

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

CAGCAAGAAGGTGGCCATCTGCAAGCCAAGGAGAGAGGCCTCAGGAAAAATTAAACCTGCTGGCACCTTGACTCCTTTCAGCCATCTGAACTATGAGAAAATACGTTTTCATTGTTTAAGCCATCTACTTTGCGA
1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTCGTTCTTCCACCGGTAGACGTTCGGTTCCTCTCTCCGGAGTCCTTTTTAATTTGGACGACCGTGGAACTGAGGAAAGTCGGTAGACTTGATACTCTTTTATGCAAAAGTAACAAATTCGGTAGATGAAACGCT

T —————n————————

CHMP25-201 >
CHMP2B-201

TATTTCATTGTGGCAGCCCTGGCAAACTAATACAGCATGTTCCAATCCATGCTCTAGGGGACACTAGTATCTAGGAAATATTAATAGATATTTCTTAAAAACAGTTCTTAATACGTTTGGTCAATAATCTATGAT
M 1 N 1 N 1 L 1 L 1 M 1 M 1 L 1 M 1 M 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
ATAAAGTAACACCGTCGGGACCGTTTGATTATGTCGTACAAGGTTAGGTACGAGATCCCCTGTGATCATAGATCCTTTATAATTATCTATAAAGAATTTTTGTCAAGAATTATGCAAACCAGTTATTAGATACTA

CHMP2-201 >

CHMP2B-201

9045

9180

9315

9450

9585

9720

9855

9990

10,125

10,260

10,395



AGGTTCTTCATTTAAGGATTGACAATGCATACCCATGTATTAAACATTCCCAGAAGCCTTGAAGCAAAGAAATGTGTTTAATTTTTTTTTCAGTTTCAACATTTCCCAAATATATTTATCTGTGGATCATCCATG
1 N 1 " 1 M 1 " 1 M 1 M 1 1 1 M 1 M 1 M 1 " 1 M 1 " 1

T T T T
TCCAAGAAGTAAATTCCTAACTGTTACGTATGGGTACATAATTTGTAAGGGTCTTCGGAACTTCGTTTCTTTACACAAATTAAAAAAAAAGTCAAAGTTGTAAAGGGTTTATATAAATAGACACCTAGTAGGTAC

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

CCCTCTCTTTTAAATGAAATGTATGTTTCCCATCAAGTCTCACTCATTTTAGAAGAAGAAAGTAGGTGGCAGGAGAGAAAGCCCCGTCCTTCTTTATCTCTGTTAGAGATGTGCTATGGTTTCATATTCCTGTAT

GGGAGAGAAAATTTACTTTACATACAAAGGGTAGTTCAGAGTGAGTAAAATCTTCTTCTTTCATCCACCGTCCTCTCTTTCGGGGCAGGAAGAAATAGAGACAATCTCTACACGATACCAAAGTATAAGGACATA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TTCAACAATAGGTAGAATAAATACCTCATTAGTAGATCCTGAGTATTAGATGCCCACCAGTATAAAATTGAGAAACAGAATAGGCAAAGGAGATACGATAGATGTCTTGTAGGTAGGATATAGGAGCTTTGACAT
1 N 1 N 1 M 1 M 1 . 1 N 1 M 1 . 1 N 1 N 1 M 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T . T . T . T ¥ T ¥ T ¥ T ¥ T
AAGTTGTTATCCATCTTATTTATGGAGTAATCATCTAGGACTCATAATCTACGGGTGGTCATATTTTAACTCTTTGTCTTATCCGTTTCCTCTATGCTATCTACAGAACATCCATCCTATATCCTCGAAACTGTA

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

CTTATTTTAGCTTTTATTCAGAAAGTAATTGTGGTTGATTAGTTTTATCAATATGACTGTAGTAACTATTAACTGTAACTATTATAACTATAGAATAACTATAATTATCCTAAAAAAGATAAAGATTTTTGGCTT
M 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GAATAAAATCGAAAATAAGTCTTTCATTAACACCAACTAATCAAAATAGTTATACTGACATCATTGATAATTGACATTGATAATATTGATATCTTATTGATATTAATAGGATTTTTTCTATTTCTAAAAACCGAA

I - >

CHMP2B-201 >

CHMP2B-201

TGATGTTTTAATTGAAGTTAAATTCATATAACATTAACCATTTTAAAGTGAACAGTTCAGTGGCATTTAGTACATTCATTCACAATGGTGTGTTACCACTACCTGTATCTAGTTCTAAAACATTTTCATCACCTC
1 N 1 N 1 N 1 L 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 N 1 M 1

T T T T t T y T t T y T t T
ACTACAAAATTAACTTCAATTTAAGTATATTGTAATTGGTAAAATTTCACTTGTCAAGTCACCGTAAATCATGTAAGTAAGTGTTACCACACAATGGTGATGGACATAGATCAAGATTTTGTAAAAGTAGTGGAG

CHMP2B-201 >

CHMP2B-201

AAAATAAAATCCTGTACCCATTAAGCAGTTCACAATGGTGTGTTACCACCACCTGTATCTAGTTCTAAAACATTTTCATCACCTTAGAATAAAATCCTGTAACCATTAAGCAGTGACTTAACCATTGTCTCTTCT

TTTTATTTTAGGACATGGGTAATTCGTCAAGTGTTACCACACAATGGTGGTGGACATAGATCAAGATTTTGTAAAAGTAGTGGAATCTTATTTTAGGACATTGGTAATTCGTCACTGAATTGGTAACAGAGAAGA

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

CCCCAACCCCTGCCATATACCAATTTGTTCTGTCTGTATGGAATTACCTCTGATATTTCATATAAATGTAATTATAAATTGTGACCCTTTCTATCTGGCATCTTCGCTTACCATAATGTTTTTGAGGTTCACGCA

GGGGTTGGGGACGGTATATGGTTAAACAAGACAGACATACCTTAATGGAGACTATAAAGTATATTTACATTAATATTTAACACTGGGAAAGATAGACCGTAGAAGCGAATGGTATTACAAAAACTCCAAGTGCGT

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TGTTGTAGTATGTATCAGTACTTCATTTCTTTTGATAGCTACATGATACTCCATTGTATTTATATACCACCGTTTGTTTATCTGTGCACCTCTTTGTGATCGTTTGGGTTATTTCCACCTTTTGGCTAATGTTAC
N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAACATCATACATAGTCATGAAGTAAAGAAAACTATCGATGTACTATGAGGTAACATAAATATATGGTGGCAAACAAATAGACACGTGGAGAAACACTAGCAAACCCAATAAAGGTGGAAAACCGATTACAATG

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TAATGCTGTGAACATTCATGTAGAAGTATTTGTTTGAATACTTATTTCACTTCTTTCGATCTAAGAGTGGAATTACTAGGTCATACAGTAATTTGATGTTTCACTTTTTGAGGAATCACCAAACTGTTAAGCATA
1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 i 1 M 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ATTACGACACTTGTAAGTACATCTTCATAAACAAACTTATGAATAAAGTGAAGAAAGCTAGATTCTCACCTTAATGATCCAGTATGTCATTAAACTACAAAGTGAAAAACTCCTTAGTGGTTTGACAATTCGTAT

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

GTAACCAAACCATTTTACATTCCGACGAGCAATATGCAAGGGTTCCAATTTTCACATCTTCATTAACACTTGTTATTTTCCTTTCATAAAAAATTATCCTTTCTAATACATGTGAAGTAGTAGTATTTTCTTTAG
M 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CATTGGTTTGGTAAAATGTAAGGCTGCTCGTTATACGTTCCCAAGGTTAAAAGTGTAGAAGTAATTGTGAACAATAAAAGGAAAGTATTTTTTAATAGGAAAGATTATGTACACTTCATCATCATAAAAGAAATC

T —————n————————

CHMP25-201 >
CHMP2B-201

GACTAATGTTGTGGAGCACACTTTTTATGTGTTCATTGGCCATTTGTGTATCTTCTTTGGCAAAACGTCTGTTCAAGCCTTTAGCTCATTTAAAAGTTGGGTTGTTTGTATCTCGTTTCTTGAGTTATAAGAATT
1 M 1 L 1 M 1 N 1 L 1 L 1 M 1 N 1 M 1 L 1 L 1 M 1 N 1

T T T T t T y T t T y T ¥ T
CTGATTACAACACCTCGTGTGAAAAATACACAAGTAACCGGTAAACACATAGAAGAAACCGTTTTGCAGACAAGTTCGGAAATCGAGTAAATTTTCAACCCAACAAACATAGAGCAAAGAACTCAATATTCTTAA

CHMP2-201 >

CHMP2B-201

10,530

10,665

10,800

10,935

11,070

11,205

11,340

11,475

11,610

11,745

11,880



TTTTATATATTCTGCATACCAAACTCTTATCAGATATATTGTTTGCATATATTTTCTCTTATTCTATAGGTTGTCTTTTCACCTAATAATGTTCTTTAATGCATAAAATTTTTAATTTTCACCAAGTCCAATTTA
M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 N 1 M 1 M

+ T T t T + T t
AAAATATATAAGACGTATGGTTTGAGAATAGTCTATATAACAAACGTATATAAAAGAGAATAAGATATCCAACAGAAAAGTGGATTATTACAAGAAATTACGTATTTTAAAAATTAAAAGTGGTTCAGGTTAAAT

NN ————STTT————55

CAMP2B-201 >

I L LTI

CHMP2B-201

TCTTTTTTTTCTTTTGTTCTTTATGCTTTTAATGTCATATTTAAGAATGTAATGCCAAATCCCAGGTCATAAAGATTTACTTCTATGTGTTCTAAGGTTTAGCTCTTACATTTAGGTTATTGGTCTTTTTTGAGT

AGAAAAAAAAGAAAACAAGAAATACGAAAATTACAGTATAAATTCTTACATTACGGTTTAGGGTCCAGTATTTCTAAATGAAGATACACAAGATTCCAAATCGAGAATGTAAATCCAATAACCAGAAAAAACTCA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TAATGTTTGTATACAGTGTGACGTAAAGGTCCAACTTTATTCTTTTTCATGTGGATGTCCAGATTTCCCAGTACTATTTGATGAAGAGACTGTTCTTTCTCCTGTTGTTGTTGTTTTTAAATCTCTTTATTAAAA
N 1 . 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTACAAACATATGTCACACTGCATTTCCAGGTTGAAATAAGAAAAAGTACACCTACAGGTCTAAAGGGTCATGATAAACTACTTCTCTGACAAGAAAGAGGACAACAACAACAAAAATTTAGAGAAATAATTTT

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

AGTTAGCCTAGTAAAGTAGTTAAGATCACTGGTTCAAGAGACAGAATGGTTGGATCCAACCAAATCTGGTGTTACTACTTGCTATCTATGTGGCTTTGGGCAAGTCACTTAGCCTTCCTAACATTGAGTTTTCTT
1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TCAATCGGATCATTTCATCAATTCTAGTGACCAAGTTCTCTGTCTTACCAACCTAGGTTGGTTTAGACCACAATGATGAACGATAGATACACCGAAACCCGTTCAGTGAATCGGAAGGATTGTAACTCAAAAGAA

I - >

CHMP2B-201 >

CHMP2B-201

AATTAAAAAATACTTTAATTCTTCAAAAGGTAGGTCTAAAGAATCCAAATGAATTCAGATAAATTAGAAAGATACTATAATTGAGAGGATACTTGCAGTTATCAGAGCATTTGTATGTTATTTACTCCTTACTAT
L 1 M 1 N 1 N 1 N 1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 L 1 M

t T t T t T t T t T t T T T
TTAATTTTTTATGAAATTAAGAAGTTTTCCATCCAGATTTCTTAGGTTTACTTAAGTCTATTTAATCTTTCTATGATATTAACTCTCCTATGAACGTCAATAGTCTCGTAAACATACAATAAATGAGGAATGATA

CHMP2B-201 >

CHMP2B-201

CCTTTTTTATGAAAAAGAAAGCTGAGGTTTCGAGTATTAACTAACTCTTCCAAGGTATAATCATGATGATCAAGTGGCTGAGGTGAGATTCAAATCCAGATCTGCCTCATTGGAAAGTCTGGTGTTTCAGTCTGT

GGAAAAAATACTTTTTCTTTCGACTCCAAAGCTCATAATTGATTGAGAAGGTTCCATATTAGTACTACTAGTTCACCGACTCCACTCTAAGTTTAGGTCTAGACGGAGTAACCTTTCAGACCACAAAGTCAGACA

CHMP2B-201 >
............................................................................................................. >
CHMP28B-201

TAATATTTACTGCAGAAAACCAAACAGATTTAATAAACATATAACCTGTCTTCCTTCCTGAATTTCATATAGTATTAGAGTAAGGAAACATGAAAAGGGTGTGTGTGTGTGTGTGACATATATATGTGCTATATT
. 1 N 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATTATAAATGACGTCTTTTGGTTTGTCTAAATTATTTGTATATTGGACAGAAGGAAGGACTTAAAGTATATCATAATCTCATTCCTTTGTACTTTTCCCACACACACACACACACTGTATATATACACGATATAA

I 1 - >

CHMP2B-201 >

L e R

CHMP2B-201

AAACACTATACTAATCAGTTCTGTAGGGGAATATTTTATTGTGATGTAATACTTTTGGTTAAATCTCAGACTGTAGCATATTTGCATTCACCTGCTATCAATTCTTTATATTTTATTAATATTTATAATTCAGGT
1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTTGTGATATGATTAGTCAAGACATCCCCTTATAAAATAACACTACATTATGAAAACCAATTTAGAGTCTGACATCGTATAAACGTAAGTGGACGATAGTTAAGAAATATAAAATAATTATAAATATTAAGTCCA

I ——————TTTee————————

CHMP28-201 >
CHMP28B-201

TTTAATATTTAATTTTTTAGCATATTAAAGTAAAAAAAATATTTTGACATCTAGTAAATCTAAGGGTTTTTTTTTGTTTTTTTTTTTTGGAGACAGAGTTTCGCTGTTGTTGCCCAGGCTGGAGTGCTGGAGTGC
L 1 N 1 M 1 L 1 M 1 M 1 L 1 L 1 M 1 L 1 M 1 L 1 M 1 L

T T T T T T T T T T T T T T
AAATTATAAATTAAAAAATCGTATAATTTCATTTTTTTTATAAAACTGTAGATCATTTAGATTCCCAAAAAAAAACAAAAAAAAAAAACCTCTGTCTCAAAGCGACAACAACGGGTCCGACCTCACGACCTCACG

CHMP2B-201 >
CHMP2B-201
AATGGCATGATCTCGGCTCAACGCAACCATCACCTCCCAGATTCAAGCGATTCTTCTACCTCAGCCTACCGAGTAGCTCGGATTACAGGCATGTGCCACCACACCCGGCTAATTTTCTATTTTTAGTAGAGATGG
TTACCGTACTAGAGCCGAGTTGCGTTGGTAGTGGAGGGTCTAAGTTCGCTAAGAAGATGGAGTCGGATGGCTCATCGAGCCTAATGTCCGTACACGGTGGTGTGGGCCGATTAAAAGATAAAAATCATCTCTACC
CAMP2B-201 >
CHMP2B-201
PCR Reverse
locgcccagccAATATAAGAT
GGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCAAAGTGCTGCGATTACAGGCATGAGCCACTGCGCCCAGCCAATATAAGATTTTTTTAAATCATGATCTGTGAATCCAGT
t } t } t } t } t } t } t } t } t } t } t } t } t } t
CCAAAGAGGTACAACCAGTCCGACCAGAGCTTGAGGACTGGAGTCCACTAGGTGGGTTTCACGACGCTAATGTCCGTACTCGGTGACGCGGGTCGGTTATATTCTAAAAAAATTTAGTACTAGACACTTAGGTCA
CHMP2B-201 >

L e R

CHMP2B-201

12,015

12,150

12,285

12,420

12,555

12,690

12,825

12,960

13,095

13,230

13,365



gRNA Protospacer
IAGAGTTACGAGGTACACAGA|
Donor Template WT -> SNVs (n=2)

|y P—r e |
|AAAGGAACAGAATCGAGAGTTACGAGGTACACA/:IAGGGCTAT n ! CAGAGATCGAGCAGCTTTAG

ATTTTAAATGATATTGAAAATTTTACAACCCATAAATTTAGGTTTCTTTTGTGATTCTCCTAGATGTAATAAAGGAACAGAATCGAGAGTTACGAGGTACACAGAGGGCTATAATCAGAGATCGAGCAGCTTTAG

TAAAATTTACTATAACTTTTAAAATGTTGGGTATTTAAATCCAAAGAAAACACTAAGAGGATCTACATTATTTCCTTGTCTTAGCTCTCAATGCTCCATGTGTCTCCCGATATTAGTCTCTAGCTCGTCGAAATC

CHMP2B-201 >

" N L 15 f s L s 20 s ' L f 25 s i f s 30 s s s s 35
D \ 1 K E Q N R E L R G T Q R A 1 [ R D R A A L

CHMP2B-201

Protospacer Sequence 1 o

PAM |
SNV Nonsynonymous

SNV synonymous

Donor Template WT -> SNVs (n=2)
AGAAACAAGAAAAACAGCTGGT
AGAAACAAGAAAAACAGCTGGTAAGTAGAACGTTAAATTTCAGTTTAACTTTTCAAACAAATTTGGAAATTACTGTAGGAATAATTAGCTAACTAGGAAGAAGGCACATGGCAGGTGGTAAGTGATTTACTTAAT

3 'l 3 1 3 1 3 'l 3 1 3 1 3 1 3 1 3 1 3 1 3 1 + 1 3 1 3
t T t T t T t T t T t T t T y T t T t T t T t T t T t

TCTTTGTTCTTTTTGTCGACCATTCATCTTGCAATTTAAAGTCAAATTGAAAAGTTTGTTTAAACCTTTAATGACATCCTTATTAATCGATTGATCCTTCTTCCGTGTACCGTCCACCATTCACTAAATGAATTA

CHMP28-201 >
1 1 1 1 40 1 1
E K E K Q L
EHSE00003716534 [ F o o A O B >

CHMP2B-201

TAAGAAATGGCAGTTAATGATTTTTGTATCTTCTGCTTACCTTTGTTTATTGTGTCATTCTGCTGACTTTTATTGGGATTCTGTGTATTCTGTTGATTATAGAATCAAATTATTCTTCAGTTTGTGAGAGTCATA
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T
ATTCTTTACCGTCAATTACTAAAAACATAGAAGACGAATGGAAACAAATAACACAGTAAGACGACTGAAAATAACCCTAAGACACATAAGACAACTAATATCTTAGTTTAATAAGAAGTCAAACACTCTCAGTAT

CHMP2B-201 >

CHMP2B-201

ACGACTGAAAATAACCCTAAGACAC|
PCR Forward

ACGACTGAAAATAACCCTAAGACAC|
Sanger Sequencing Primer

AGTATCTAGGAAGAAAGATTGCTCAAGACAGAACCACCTTCTTAGTTAACAGGAAGATGAAATAGTCATGGAAAACAAAGGAAGGTTATTTTAAAAATTACATTAACTCATAGGAGTCTTGCTTGATATTTTAAA
M 1 N 1 M 1 N 1 N 1 M 1 N 1 i 1 M 1 N 1 N 1 N 1 N 1 i
t T t T t T t T t T t T t T t T t T t T t T t T t T t

TCATAGATCCTTCTTTCTAACGAGTTCTGTCTTGGTGGAAGAATCAATTGTCCTTCTACTTTATCAGTACCTTTTGTTTCCTTCCAATAAAATTTTTAATGTAATTGAGTATCCTCAGAACGAACTATAAAATTT

>

CHMP2B-201 >

L L e e L L L L L L

CHMP2B-201

GATCGTTGTGTCTTTGACAATGAATGTACTTTTATAATAGACTGGTCTGGTTCATTTTTAAATATTCTTTATGCTATGTTTTTATGTGTATGTTGCCTCAAATCTTTAAAAAATATCTTTATTGAGGGATAATTC
1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
CTAGCAACACAGAAACTGTTACTTACATGAAAATATTATCTGACCAGACCAAGTAAAAATTTATAAGAAATACGATACAAAAATACACATACAACGGAGTTTAGAAATTTTTTATAGAAATAACTCCCTATTAAG

CHMP28-201 >

CHMP2B-201

ACATGCAATAAACTGTACATATTTCAGGTGTACAATTTGATAGGTTTTTGACATATGTATAAACTCGTGAAACCATTATTACAGTTAAGGTAATGAACATACCCATCTTCCCTAAAAGTTTCCTTATGCCCCTGG
L 1 N 1 M 1 L 1 M 1 M 1 M 1 L 1 M 1 L 1 L 1 N 1 M 1 L

t T T t
TGTACGTTATTTGACATGTATAAAGTCCACATGTTAAACTATCCAAAAACTGTATACATATTTGAGCACTTTGGTAATAATGTCAATTCCATTACTTGTATGGGTAGAAGGGATTTTCAAAGGAATACGGGGACC

____________________________________________________________way________________________________Pg

CHMP2B-201 >

CHMP2B-201

AAATCCCTCCTACGCATCCCTGCCTGTCTCCCTTTTTCCTGGTGAAGCAAATACTGATCTGTCTCTGTAGATTACTTTTCATTTCTAGAATTTTATATAAATGGAATCATATAATATCAACTCCTTTTTTATGGC

TTTAGGGAGGATGCGTAGGGACGGACAGAGGGAAAAAGGACCACTTCGTTTATGACTAGACAGAGACATCTAATGAAAAGTAAAGATCTTAAAATATATTTACCTTAGTATATTATAGTTGAGGAAAAAATACCG

I = 1 >

CHMP2B-201 >

CHMP2B-201

ATCTTTCATTCAGCATAATTATTTTTAGGTTAATTAGTGCTGTTTCATGCATTAGTGTTAATTACTTTTTATTGATGAGTATTATTCAATTGTTTGAATATTTCACAATTTGTTTATCTGTTTACCAGCCAGTGG

TAGAAAGTAAGTCGTATTAATAAAAATCCAATTAATCACGACAAAGTACGTAATCACAATTAATGAAAAATAACTACTCATAATAAGTTAACAAACTTATAAAGTGTTAAACAAATAGACAAATGGTCGGTCACC

______________________________________________________________cov=__________________________Ppg

CHMP2B-201 >

CHMP2B-201

ACATTTGAGTTGTTTCCAGGTATTGGTTATTTGAATAAAGTTACTTTAAACATTCAATCAAAGTTTTTGTGAACATGGTTTTCATTTTTCTTGGGTATATTCCTGAGAGTGAGATTGCTGGGTCATAGGGTAAAT
1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1

T " T . T 5 T . T ) T ¥ T . T L) T . T ) T ¥ T ' T . T
TGTAAACTCAACAAAGGTCCATAACCAATAAACTTATTTCAATGAAATTTGTAAGTTAGTTTCAAAAACACTTGTACCAAAAGTAAAAAGAACCCATATAAGGACTCTCACTCTAACGACCCAGTATCCCATTTA

I . 1 >

CHMP2B-201 >

CHMP2B-201

13,500

13,635

13,770

13,905

14,040

14,175

14,310

14,445

14,580



GTATGTTTAACTGCTAAAAAATTAAAATTAAAGTGCTGAAAAATTTGCAGAGTGCCTGTGATGTTTTCTCTTCCCATTAGCAATGTATGAAAGTTACAGTTGTTTCACATACTTGGAGTTGACAGTCTTTAATTT
" 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M

+ T T t T + T t
CATACAAATTGACGATTTTTTAATTTTAATTTCACGACTTTTTAAACGTCTCACGGACACTACAAAAGAGAAGGGTAATCGTTACATACTTTCAATGTCAACAAAGTGTATGAACCTCAACTGTCAGAAATTAAA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TAGCCATTTTAGTGGGTGTATAGTACGTTGTCATTTTAAATTTCATTTTCATAATCACTAATGATGTTGAACATCTTTTTATATACCTGTTTACCATTTACTTATCTTTTTTGCCAGAGTGTCTATTCAAATATT

ATCGGTAAAATCACCCACATATCATGCAACAGTAAAATTTAAAGTAAAAGTATTAGTGATTACTACAACTTGTAGAAAAATATATGGACAAATGGTAAATGAATAGAAAAAACGGTCTCACAGATAAGTTTATAA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TTACCCATTTTTTCATCAAATTGTTTTCTTACTTAGTTACAATAGATTTTTATATATTGTGGAAACAAATGCTTTATTAAGTATATGTTGTACAAATATTATTTCCAAGTTCTTAACCTTGTCCTTCATTTTCCT
N 1 . 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 . 1 N 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATGGGTAAAAAAGTAGTTTAACAAAAGAATGAATCAATGTTATCTAAAAATATATAACACCTTTGTTTACGAAATAATTCATATACAACATGTTTATAATAAAGGTTCAAGAATTGGAACAGGAAGTAAAAGGA

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

AAGTGTGTTTTGAGGAATGAAAGGGTTTTTTGGGTTATTTTGATCAAGTACAATTTTTTATTCTTTTATTCTTTTTTTCAATGTTGGAGTTTCTTACAAACGTCAATTAGGTCAAATTGGTGATAGTGTTTTCTA
1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCACACAAAACTCCTTACTTTCCCAAAAAACCCAATAAAACTAGTTCATGTTAAAAAATAAGAAAATAAGAAAAAAAGTTACAACCTCAAAGAATGTTTGCAGTTAATCCAGTTTAACCACTATCACAAAAGAT

I - >

CHMP2B-201 >

CHMP2B-201

AGTCTTCTGTATCATTGCAGATCTTCTGTCTACTTGTCACAATTAGAGTGTATACATAAGAGTGGAGTTGTTAATATTTCTCATCCTTTTTTCTGTGATTAGTACTTTTAGTGTACTACTTAACTTTTAGTGTAC
L 1 M 1 M 1 M 1 N 1 M 1 L 1 M 1 M 1 L 1 L 1 N 1 M 1 N

t T t T t T t T t T t T T T
TCAGAAGACATAGTAACGTCTAGAAGACAGATGAACAGTGTTAATCTCACATATGTATTCTCACCTCAACAATTATAAAGAGTAGGAAAAAAGACACTAATCATGAAAATCACATGATGAATTGAAAATCACATG

CHMP2B-201 >

CHMP2B-201

TAGCCACGAGTGCCTAACTCATAGTCAGTAATATTTTCTCCTATGTTTTCTTCTAGAAATATTACAGTTTTAGTTCTTACATTTAAAACTGTGAACCATATTGAATTAAGTTTCAGTATGGTGTCAGGTAAGGGT

ATCGGTGCTCACGGATTGAGTATCAGTCATTATAAAAGAGGATACAAAAGAAGATCTTTATAATGTCAAAATCAAGAATGTAAATTTTGACACTTGGTATAACTTAATTCAAAGTCATACCACAGTCCATTCCCA

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

AGAGGTTCACTTTTTGCATATGGAAAGTCAGTTGTTTCAACATAATTATTGCTGACACTTTCCCTTGTCGTCTTTGTGGAAAATCAGTTGTCCAAACGTAGGCATCTTTCTGGGCTCTGTTCCATTGATTTACAT

TCTCCAAGTGAAAAACGTATACCTTTCAGTCAACAAAGTTGTATTAATAACGACTGTGAAAGGGAACAGCAGAAACACCTTTTAGTCAACAGGTTTGCATCCGTAGAAAGACCCGAGACAAGGTAACTAAATGTA

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

GACTGCTTTTAAGCTAATACCGCATTATTTTTGTTAATAAAGGTTTAAATAAGTCTAAAAGTTAGACAGCATTAATCCTTCCACTTTGTACTTCTTTTTTCATAATTGTTTTGGCTATTTTAGGTGCTTTGCATT
1 M 1 N 1 M 1 N 1 M 1 N 1 M 1 M 1 3 1 M 1 M 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
CTGACGAAAATTCGATTATGGCGTAATAAAAACAATTATTTCCAAATTTATTCAGATTTTCAATCTGTCGTAATTAGGAAGGTGAAACATGAAGAAAAAAGTATTAACAAAACCGATAAAATCCACGAAACGTAA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TCTATAGGAACTTTAGAATACAAATCAATTTCTACAAAAAAGATCAGATTTTGATTGGGATTACATTGAATAGTTACATATTAACATTGTGTCATAAGACATATTAACATAATGTTAGTTAACATTAACAGAAGA
M 1 L 1 M 1 N 1 N 1 N 1 . 1 M 1 M 1 M 1 M 1 M 1 M 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGATATCCTTGAAATCTTATGTTTAGTTAAAGATGTTTTTTCTAGTCTAAAACTAACCCTAATGTAACTTATCAATGTATAATTGTAACACAGTATTCTGTATAATTGTATTACAATCAATTGTAATTGTCTTCT

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

CATATTAACATTATGTCTTCTGACCTATGAAGTTATTATGTATCTCTCCATTATTTAGATCTCCATTTATTTAGATCTTCAACTTTCCTCAGCAGTGTTTTGTACTTGTTGAAATGGTTGTGTGGTTTTCTTTTT
1 N 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTATAATTGTAATACAGAAGACTGGATACTTCAATAATACATAGAGAGGTAATAAATCTAGAGGTAAATAAATCTAGAAGTTGAAAGGAGTCGTCACAAAACATGAACAACTTTACCAACACACCAAAAGAAAAA

T —————n————————

CHMP25-201 >
CHMP2B-201

TAGTCTGTCAATACAGTGAATTACTTTGATTATCAAAAATTGAATCAACCTTTTGTTCCAGGGACACACCCCACTTGGTAATGATGTATTTTTTTTAATGTATTTTCAGTTTGCTGAAATTTTAAGAATATCTGC
L 1 N 1 M 1 L 1 M 1 M 1 L 1 L 1 M 1 M 1 M 1 M 1 L 1 L

t T t T t T t T t T t T T T
ATCAGACAGTTATGTCACTTAATGAAACTAATAGTTTTTAACTTAGTTGGAAAACAAGGTCCCTGTGTGGGGTGAACCATTACTACATAAAAAAAATTACATAAAAGTCAAACGACTTTAAAATTCTTATAGACG

CHMP2-201 >

CHMP2B-201

14,715

14,850

14,985

15,120

15,255

15,390

15,525

15,660

15,795

15,930

16,065



ACCTGTGTTCATAAAACATACTGATTTGTAGTTTTCTTTTTGTGTGGTGGGTTTTTTTTGTTTGTTTGTTTGTTTGTTTTGAGATGGAGTTTCACTTTTATTGCCCAGGCGGCAGTGCAGTGTTTTTATTTGATT
1 M 1 M 1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 " 1

T T T T
TGGACACAAGTATTTTGTATGACTAAACATCAAAAGAAAAACACACCACCCAAAAAAAACAAACAAACAAACAAACAAAACTCTACCTCAAAGTGAAAATAACGGGTCCGCCGTCACGTCACAAAAATAAACTAA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TTGATATCAGGGTAATAATGCTGGCCTAGTAATGCTGGCCCCATAGCTTGAGTTGGCAAGGGTCCCATACTCTTTTCTTTACTGGAAGGGTTTGTGTAGTTCTTCCTTAAATGTGTGATAGGATTCATCAGTAAA

AACTATAGTCCCATTATTACGACCGGATCATTACGACCGGGGTATCGAACTCAACCGTTCCCAGGGTATGAGAAAAGAAATGACCTTCCCAAACACATCAAGAAGGAATTTACACACTATCCTAAGTAGTCATTT

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

GTCATCTGTGAGTGAAGATTTTCTTTGTGGGTAGGTTATTAAACTACAAATTCTGTTTTAAAATAGATATAATAGATTAGGTTATCTGTCTTATTGAATGAGCTTTGGTGGCTTTAGTCTGTCAAGTAACTTGTC
1 M 1 M 1 N 1 N 1 . 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T 4 T . T ¥ T ¥ T ¥ T . T
CAGTAGACACTCACTTCTAAAAGAAACACCCATCCAATAATTTGATGTTTAAGACAAAATTTTATCTATATTATCTAATCCAATAGACAGAATAACTTACTCGAAACCACCGAAATCAGACAGTTCATTGAACAG

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

CATTTCTACTAAATTTTAAAATATACTGATATATTGTTTATAATATGCCCTTACTATCCTTTAACATCTTTAGGATAAGAAGTGATGCCCTTCTTTGCATTCTCGGTATTTGTAACTGTGTTCTCTCTCTCTCTG
M 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTAAAGATGATTTAAAATTTTATATGACTATATAACAAATATTATACGGGAATGATAGGAAATTGTAGAAATCCTATTCTTCACTACGGGAAGAAACGTAAGAGCCATAAACATTGACACAAGAGAGAGAGAGAC

I - >

CHMP2B-201 >

CHMP2B-201

TCTCTTTCTCAGTTGTTTTCATCATCAGCCTGGCTAGTGGTTTATCAATTTGATTGATCTCTTATTTAAAAAAAGAAAATAACTTTTGATTTTTTGTTTCATTGATTTTTCTATATGGATTTTTCTTTGTTTCTG
1 M 1 N 1 L 1 M 1 M 1 M 1 L 1 M 1 M 1 M 1 M 1 M 1 M 1

T T T T t T y T t T y T t T
AGAGAAAGAGTCAACAAAAGTAGTAGTCGGACCGATCACCAAATAGTTAAACTAACTAGAGAATAAATTTTTTTCTTTTATTGAAAACTAAAAAACAAAGTAACTAAAAAGATATACCTAAAAAGAAACAAAGAC

CHMP2B-201 >

CHMP2B-201

TTTTTGTTTTTTGTTTTTTTTTTTTTGTTTTTTGTTTTTTGTTGTTTTTTTTTTTGAGATGGAGTCTTGCTCTGTCACCAGGCTGGAGTGCGGTGGCGTGATCTCAGCTCACTGCAACCTCTGCCTCCTGGGTTC

AAAAACAAAAAACAAAAAAAAAAAAACAAAAAACAAAAAACAACAAAAAAAAAAACTCTACCTCAGAACGAGACAGTGGTCCGACCTCACGCCACCGCACTAGAGTCGAGTGACGTTGGAGACGGAGGACCCAAG

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

AAGCGATTCTTCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGTGTGCCACCACGCCCAGCTAATTTTTGTATTTTTAGTAGAGAGGGGTTTCACCATGTTGGCCAGGATGGTCTTGATTTCTTGACCTCA

TTCGCTAAGAAGACGGAGTCGGAGGGTTCATCGACCCTGATGTCCACACACGGTGGTGCGGGTCGATTAAAAACATAAAAATCATCTCTCCCCAAAGTGGTACAACCGGTCCTACCAGAACTAAAGAACTGGAGT

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TTATCTGCCCGCCTCAGCCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACAGATTTTTCTTTCCTAGTTTATATATATATATTTTTTGTTTATCTTATTTCCCTACTTTGTGTTTCATTTGTACTTCTTTTTT
N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATAGACGGGCGGAGTCGGAGGGTTTCACAACCCTAATGTCCGCACTCGGTGTCTAAAAAGAAAGGATCAAATATATATATATAAAAAACAAATAGAATAAAGGGATGAAACACAAAGTAAACATGAAGAAAAAA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

CTATGTTATGTTGAAGCTTATGAAGTATTCATTTTTTTTCAAATACAAACTTCAATGCTGTAAACTCTTCTAAGAGCAGTTTTAACTGCAACTCACAAATTTTTATGTTGCATTTTCACTTAAGTTCAAAATATT
1 M 1 . 1 N 1 M 1 N 1 N 1 M 1 M 1 X 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GATACAATACAACTTCGAATACTTCATAAGTAAAAAAAAGTTTATGTTTGAAGTTACGACATTTGAGAAGATTCTCGTCAAAATTGACGTTGAGTGTTTAAAAATACAACGTAAAAGTGAATTCAAGTTTTATAA

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

ATTTTCTCTGTGGTTTTTTCTTTAACCCATGACTTATTTAGAACTATTATTTTTAAATTTCTGCTTATTTCTGATTTTCTTTTCATATTTTTCTTATGAATTTTGAGTTTCATTGTAGTTAGAGAGCATACTTTG
M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAAAGAGACACCAAAAAAGAAATTGGGTACTGAATAAATCTTGATAATAAAAATTTAAAGACGAATAAAGACTAAAAGAAAAGTATAAAAAGAATACTTAAAACTCAAAGTAACATCAATCTCTCGTATGAAAC

T —————n————————

CHMP25-201 >
CHMP2B-201

TGTGATTCCAGTCCTTTAAAATTTATTGAGCCCTGTTTTCTGATGTAGAATATGGAATACTTTGGTGATTGTTTAGTGACACTTGTAAATAATGTATATTCTGCTTTCAATGTTGGAGTTTCCTACAAATGTCAG
1 L 1 L 1 L 1 N 1 L 1 L 1 M 1 N 1 L 1 M 1 L 1 M 1 M 1

T T T T t T y T t T y T ¥ T
ACACTAAGGTCAGGAAATTTTAAATAACTCGGGACAAAAGACTACATCTTATACCTTATGAAACCACTAACAAATCACTGTGAACATTTATTACATATAAGACGAAAGTTACAACCTCAAAGGATGTTTACAGTC

CHMP2-201 >

CHMP2B-201

16,200

16,335

16,470

16,605

16,740

16,875

17,010

17,145

17,280

17,415

17,550



TTAGGTCAAATTGGTGATAGTGTTTTTTAAGCCTTCTATATCACTGCAGATTTTCTGTCTACTTGTAACAATTAGACTTTGCTTAAGAGTGGAGTTGTTGATATTTCTCATGCTAATTATGCATTTGTCTATTTC
" 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 N 1 " 1 M

+ T T t T + T t
AATCCAGTTTAACCACTATCACAAAAAATTCGGAAGATATAGTGACGTCTAAAAGACAGATGAACATTGTTAATCTGAAACGAATTCTCACCTCAACAACTATAAAGAGTACGATTAATACGTAAACAGATAAAG

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TCCTTTCAGTTCTGTCCATTGTGTTTTATATATTTTGAAGCACTTTTATTAGGTACATACACATTGAAGATTGTCCTGGTATCTTTATGTATTGATTCCCTTATATCATTATGAAATACCCCTTTTTATTTCTGG
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1

T T T T
AGGAAAGTCAAGACAGGTAACACAAAATATATAAAACTTCGTGAAAATAATCCATGTATGTGTAACTTCTAACAGGACCATAGAAATACATAACTAAGGGAATATAGTAATACTTTATGGGGAAAAATAAAGACC

I ———TTTe—ASASAS——S—85

CHMP2B-201 >

CHMP2B-201

TAGTATTCCTTGGTCTCAAGTTTATTTCATCTCTATTAATATAGCCACTCTAGATTGGCAGGTTTTGATAAGTACGTATATAGCATATATTTTTCTGTCCTTTTACTTGAGTTTGTTTTTGTATAAGTTGGTGTC
N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATCATAAGGAACCAGAGTTCAAATAAAGTAGAGATAATTATATCGGTGAGATCTAACCGTCCAAAACTATTCATGCATATATCGTATATAAAAAGACAGGAAAATGAACTCAAACAAAAACATATTCAACCACAG

_____________________________________________________________oww_______________________________Pg

CHMP2B-201 >

CHMP2B-201

TTGAGATAGCATATAGTTGGGTTTGCTTTCTTATCTAATCCGACAGTCTGTCTTACAGTTGAGGTATAAAATGGACTATTTTATTTAATGTAATTATCTATATTACTAGTTTTAGATCTATCACTTTGCCCTTTA
1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AACTCTATCGTATATCAACCCAAACGAAAGAATAGATTAGGCTGTCAGACAGAATGTCAACTCCATATTTTACCTGATAAAATAAATTACATTAATAGATATAATGATCAAAATCTAGATAGTGAAACGGGAAAT

_____________________________________________________________www_________________________Pg

CHMP2B-201 >

CHMP2B-201

TTGCTCTGTCCCACCAACTCTTTGCTTGTATGTTTTTTCCTTTTCTCTTACCTTCTTTTGGATAGTCTTTTTTTTTTTTTTAATTTTCTTCTGGGCTCTACATGTGCACTGTTTTGTAGACTTGCTTTGTATTCA
M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AACGAGACAGGGTGGTTGAGAAACGAACATACAAAAAAGGAAAAGAGAATGGAAGAAAACCTATCAGAAAAAAAAAAAAAATTAAAAGAAGACCCGAGATGTACACGTGACAAAACATCTGAACGAAACATAAGT

T ———————TTr— .~

CHMP2B-201 >

CHMP2B-201

TGGATGGAGATACTAGTTCTGTCCTTTCCATGTAAACATGTAGACTAAATTGCCTTCTTAGATTTCTCTTTTGCTCTATGACTTTATAATAGCTTCTTCCCCTCTTCATGATCGGGGACAAAGGGTCTGTTATGT
1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1

T T T T
ACCTACCTCTATGATCAAGACAGGAAAGGTACATTTGTACATCTGATTTAACGGAAGAATCTAAAGAGAAAACGAGATACTGAAATATTATCGAAGAAGGGGAGAAGTACTAGCCCCTGTTTCCCAGACAATACA

T ————S——TTT— =52

CHMP2B-201 >

CHMP2B-201

GTATTAGATCTGTTCTTCTGAAATAAATTATTGACGACTACCCTTTAATAATTTTATTTTCTTTTGTTTGTTTCTTCTCTTAGGAATTAGAAATTAAGAAAATGGCCAAGATTGGTAATAAGGAAGCTTGCAAAG
" 1 M 1 1 1 M 1 M 1 " 1 " 1 M 1 1 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
CATAATCTAGACAAGAAGACTTTATTTAATAACTGCTGATGGGAAATTATTAAAATAAAAGAAAACAAACAAAGAAGAGAATCCTTAATCTTTAATTCTTTTACCGGTTCTAACCATTATTCCTTCGAACGTTTC

NN ————STTT————55

CAMP2B-201 >
L L 45 L L L L 50 L L L L 55 L L L L
E L E 1 K K M A K 1 G N K E A C K
------------------------------------------------------------------- ENSE00003711959 >
CHMP2B-201

TTTTAGCCAAACAACTTGTGCATCTACGGAAACAGAAGACGAGAACTTTTGCTGTAAGTTCAAAAGTTACTTCTATGTCTACACAAACAAAAGTGATGAATTCCCAAATGAAGATGGCTGGAGCAATGTCTACTA
1 1 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 1 1 " 1 M 1 M 1

T T T T
AAAATCGGTTTGTTGAACACGTAGATGCCTTTGTCTTCTGCTCTTGAAAACGACATTCAAGTTTTCAATGAAGATACAGATGTGTTTGTTTTCACTACTTAAGGGTTTACTTCTACCGACCTCGTTACAGATGAT

T T NN ———— >

CHMP2B-201 >
60 . . 65 . . . 70 . . . 75 . . 80 . . . . 85 . . 90 . . 95 . . . 100 . . .
ENSEOOOO’7119‘§9 >
CHMP2B-201

CAGCAAAAGTAAGTGAGAGCTTTTATATTCATAGATTTTTAATTTTATCAACGATATTTAAATATCAATATTGAAAGCAGATTTAAAAGCACCTCCTGGTGTATATGTGATACAAAATGTGTGTAATTTTTAGTA
+ 1 M 1 1 1 1 1 1 1 1 1 1 1 1 N

T T T T T T T T T T T T T
GTCGTTTTCATTCACTCTCGAAAATATAAGTATCTAAAAATTAAAATAGTTGCTATAAATTTATAGTTATAACTTTCGTCTAAATTTTCGTGGAGGACCACATATACACTATGTTTTACACACATTAAAAATCAT

T ————S——TTT— =52

CHMP2B-201 >

105
T A K

ENSE0000

CHMP2B-201

AAATGAGTTATAATACTAGATAATCCAGGTAATTACTTCTAGATTCTTTATTGATATGTTTTAATACAAAATTTCTTGTTTGAGGACAATCCGTTTTCTTTCTTCTTTTCTTTTTTTTTTGAGATGGAGTCTTGC

TTTACTCAATATTATGATCTATTAGGTCCATTAATGAAGATCTAAGAAATAACTATACAAAATTATGTTTTAAAGAACAAACTCCTGTTAGGCAAAAGAAAGAAGAAAAGAAAAAAAAAACTCTACCTCAGAACG

I ——————STTT—— =5

CHMP2B-201 >

CHMP2B-201

TCTGTCACACAGGCTGGAGTGCAGTGGCAAGATTTTGGCTCCCTGCATCCTCCGCCTCCTGGATTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCACCTCCACACCTGGCTAAT
" 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 N 1 M 1 " 1 M 1 M 1 "

+ T T t T + T t
AGACAGTGTGTCCGACCTCACGTCACCGTTCTAAAACCGAGGGACGTAGGAGGCGGAGGACCTAAGTTCACTAAGAGGACGGAGTCGGAGGACTCATCGACCCTAATGTCCGTACGTGGAGGTGTGGACCGATTA

T T NN ———— >

CHMP2B-201 >

CHMP2B-201

17,685

17,820

17,955

18,090

18,225

18,360

18,495

18,630

18,765

18,900

19,035



TTTTGTATTTTTAGTAGAGACGAGGTTTCACATGCTGGCCAGGCTGGTCTTAAACTCCTGATCTCAGATGATTCGCCTGCCTCAGCCTCCCAAATTGCTGGGATTACAGACATGAGCCACCGCGCCCAGCCAACA
1 " 1 M 1 M 1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1

T T T T
AAAACATAAAAATCATCTCTGCTCCAAAGTGTACGACCGGTCCGACCAGAATTTGAGGACTAGAGTCTACTAAGCGGACGGAGTCGGAGGGTTTAACGACCCTAATGTCTGTACTCGGTGGCGCGGGTCGGTTGT

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

ATCCCTTTTTCTAAAGATCACATGTAGCTTCTAATTTTATGAAATTGACTTTTAAAAGTATTTGCTTTTTTCCCCTCAAATTGTCAGAAGATTTTTGACCTTCTTGTCTCATTATATGTTCTGACTACTTTTGAG

TAGGGAAAAAGATTTCTAGTGTACATCGAAGATTAAAATACTTTAACTGAAAATTTTCATAAACGAAAAAAGGGGAGTTTAACAGTCTTCTAAAAACTGGAAGAACAGAGTAATATACAAGACTGATGAAAACTC

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TGATAATTTCCTCTTGATTCATTTTTATGAATGTGTGAGAAGGTCACATGAATAATAAGAAAGATTTATCAGAATGTTTGTCTAGAACTTATGTTTAACTTACTGTATACACACACAAACACATTTTTCTATATC
1 M 1 N 1 . 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T . T ¥ T 4 T . T ¥ T ¥ T ¥ T ¥ T
ACTATTAAAGGAGAACTAAGTAAAAATACTTACACACTCTTCCAGTGTACTTATTATTCTTTCTAAATAGTCTTACAAACAGATCTTGAATACAAATTGAATGACATATGTGTGTGTTTGTGTAAAAAGATATAG

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TGTAATCAGTGTTTTTACTGTAGTTTAAAGGACTCTGAGTCTTTCAGTCATTTAATAAATAAAGCACTCCTTGATACTGTTAGTCATCAAAAGAGGTTAAGACAGAAACTGTGCTTTCACAAATTTTATAGTTCA
N 1 M 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 N 1 N 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACATTAGTCACAAAAATGACATCAAATTTCCTGAGACTCAGAAAGTCAGTAAATTATTTATTTCGTGAGGAACTATGACAATCAGTAGTTTTCTCCAATTCTGTCTTTGACACGAAAGTGTTTAAAATATCAAGT

I - >

CHMP2B-201 >

CHMP2B-201

ATTGGAGGCTTAAGATATGTCTCTTGGAACCTACCCACTATATATCAGTCATGCTAAGCTTTATGAACTGCACAGACCTTTGAGTAGGGTGATCTAAAAGACATTGCATAAGACAAAGGTTTTAAGAATATCATT
1 M 1 M 1 L 1 L 1 L 1 M 1 L 1 M 1 M 1 N 1 N 1 M 1 L 1

T T T T t T y T t T y T t T
TAACCTCCGAATTCTATACAGAGAACCTTGGATGGGTGATATATAGTCAGTACGATTCGAAATACTTGACGTGTCTGGAAACTCATCCCACTAGATTTTCTGTAACGTATTCTGTTTCCAAAATTCTTATAGTAA

CHMP2B-201 >

CHMP2B-201

AGATGTTAGCTGTACAGAAGAGGGATTGTGAATATGAAGTGCAAAAGAAAAAAAATAGCCTCAGAGGAAAGTACAAGCTTTATGTTAGGGAAATGGTATACACAGGCAATTTATGTTATTCATAGTAGTTATGTC

TCTACAATCGACATGTCTTCTCCCTAACACTTATACTTCACGTTTTCTTTTTTTTATCGGAGTCTCCTTTCATGTTCGAAATACAATCCCTTTACCATATGTGTCCGTTAAATACAATAAGTATCATCAATACAG

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

CCATGAAGTCGGGAACACTGAAATAGTGCATATTGAACCATTGCTCCCAGGGGAAATACTGAGTTATATTTCTGTGAGCCTTTGCCCACAACGTTTTTTCATTACCTAATCTGTACCTAACTAACCTTGTGTTTC

GGTACTTCAGCCCTTGTGACTTTATCACGTATAACTTGGTAACGAGGGTCCCCTTTATGACTCAATATAAAGACACTCGGAAACGGGTGTTGCAAAAAAGTAATGGATTAGACATGGATTGATTGGAACACAAAG

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TGTTTAAAGATGCCATATTTAATATATAGCTGATTTGCTCATATTGAGCTTATGACTAATGGGACTATACCTCATTCTGGAACAAAGCTTATCTAACGTGTATTTTCTCCATAAAGCACATCATGTCCTTCTTTC
M 1 3 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 . 1 M 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ACAAATTTCTACGGTATAAATTATATATCGACTAAACGAGTATAACTCGAATACTGATTACCCTGATATGGAGTAAGACCTTGTTTCGAATAGATTGCACATAAAAGAGGTATTTCGTGTAGTACAGGAAGAAAG

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

ACTTAGGAACACTGGGCAGCATGTTAATACAATGCTTGGGGATCATTTTTTATCAGTGAAATCACAAACAAAAAGCACAAAAGTGAGAAAAATGTGACACTAAGTAAACTATGGAAAGGACACTTAATTTGCAGT
1 M 1 N 1 N 1 M 1 M 1 N 1 N 1 i 1 X 1 M 1 M 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TGAATCCTTGTGACCCGTCGTACAATTATGTTACGAACCCCTAGTAAAAAATAGTCACTTTAGTGTTTGTTTTTCGTGTTTTCACTCTTTTTACACTGTGATTCATTTGATACCTTTCCTGTGAATTAAACGTCA

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

AAGAAGGCAGAACATCCCCTTGTTTGACCTCAGCTGGAAATGTGCATGTTGGGTGACTCACATGTTTTGCTGCTTTGTAAATGTCACAGATGAGCATTAAAACACTGCAGGTATTCATTTGAGGTTACAAATAAA
N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTCTTCCGTCTTGTAGGGGAACAAACTGGAGTCGACCTTTACACGTACAACCCACTGAGTGTACAAAACGACGAAACATTTACAGTGTCTACTCGTAATTTTGTGACGTCCATAAGTAAACTCCAATGTTTATTT

T —————n————————

CHMP25-201 >
CHMP2B-201

TTTTAATGAGTAGGTAAATTCTCAGATATGGAATCTACAAATAAGGAGTATTAACTGTAATTGCATTTTAGACAGCAGAGCACATGAAAGTCGAGTGCTGTGCAAACATACAGTTAGAAGGAATAAATTCAATCT
1 L 1 M 1 L 1 N 1 L 1 L 1 N 1 L 1 L 1 M 1 L 1 L 1 M 1

T T T T t T y T t T y T t T
AAAATTACTCATCCATTTAAGAGTCTATACCTTAGATGTTTATTCCTCATAATTGACATTAACGTAAAATCTGTCGTCTCGTGTACTTTCAGCTCACGACACGTTTGTATGTCAATCTTCCTTATTTAAGTTAGA

CHMP2-201 >

CHMP2B-201

19,170

19,305

19,440

19,575

19,710

19,845

19,980

20,115

20,250

20,385

20,520



TTGATCGCAGAGTAGGTTGATTATACTTAACAAAAATATATTGTACTTGGGTGGTGGACACCCTAAACACTCTGACTTGATCACTACGCATTATATACATGTAACAAAATTTTATATGTAACCAATACATTTGTG
" 1 M 1 i 1 M 1 M 1 " 1 3 1 M 1 " 1 " 1 M 1 " 1 M 1 M

+ T T t T + T t
AACTAGCGTCTCATCCAACTAATATGAATTGTTTTTATATAACATGAACCCACCACCTGTGGGATTTGTGAGACTGAACTAGTGATGCGTAATATATGTACATTGTTTTAAAATATACATTGGTTATGTAAACAC

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

CAAATAAAGAGTAGAATGCATCCATTTTGTGAAGTACAAAAAGTACAGTGACACATTATAATCTTTAAAAAGAGAAAGTTTCAAGCCTCAAGCCGGGCATGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAG

GTTTATTTCTCATCTTACGTAGGTAAAACACTTCATGTTTTTCATGTCACTGTGTAATATTAGAAATTTTTCTCTTTCAAAGTTCGGAGTTCGGCCCGTACCACCGAGTACGGACATTAGAGTCGTGAAACCCTC

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

GTCAAGGTGGGCAGATCAGTTGAGGCCAGGAGTTCAAGACCAGTCTGGCCAACATGGCAAAACCCCACCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGTGGGCAACTGTAATCCCAGCTACTTGGGAG
N 1 . 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAGTTCCACCCGTCTAGTCAACTCCGGTCCTCAAGTTCTGGTCAGACCGGTTGTACCGTTTTGGGGTGGAGATGATTTTTATGTTTTTAATCGACCCGCACCACCACCCGTTGACATTAGGGTCGATGAACCCTC

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

GCTGAGGCAAGAGAATTGCAGAAACCTGAGAGGCAGAGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGTGACAGAGAGAGAGACTGTCTCAAAAAAAAAGAGAGAGAGAGAACGTTTCGGTAT
1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CGACTCCGTTCTCTTAACGTCTTTGGACTCTCCGTCTCCAACGTCACTCGACTCTAGTGCGGTGACGTGAGGTCGGACCCACTGTCTCTCTCTCTGACAGAGTTTTTTTTTCTCTCTCTCTCTTGCAAAGCCATA

I - >

CHMP2B-201 >

CHMP2B-201

ACATTTTGTTTCTCAGTTACCTTATTCTTTTTGAGTGTCTGATTTTTGAGACAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAATGGCGTGATCTTGGCTCACTGCAACCCCTGCCTCCAGGTTCAAGTGATTCT
L 1 L 1 M 1 N 1 M 1 M 1 L 1 M 1 M 1 M 1 L 1 M 1 L 1 M

t T t T t T t T t T t T T T
TGTAAAACAAAGAGTCAATGGAATAAGAAAAACTCACAGACTAAAAACTCTGTCAGAGCGAGACAACGGGTCCGACCTCACGTTACCGCACTAGAACCGAGTGACGTTGGGGACGGAGGTCCAAGTTCACTAAGA

CHMP2B-201 >

CHMP2B-201

CCTGCCACAGCCCCCTGAGTAGCTGATATTGCAGGCATGAGCTACCATGCCTGGCTAATTTTTGTATATTTAGTAGAGATGGGTTTTCACCGTGTTGGCTAGGCTAGTCTCAAACTCCTAGCCTCAAGTGGCAGG

GGACGGTGTCGGGGGACTCATCGACTATAACGTCCGTACTCGATGGTACGGACCGATTAAAAACATATAAATCATCTCTACCCAAAAGTGGCACAACCGATCCGATCAGAGTTTGAGGATCGGAGTTCACCGTCC

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

AGAAAACATAGCACATTTAAGGAATAAAAGATGTGTGTCTAGAGGGCAATAGTGCAAAGTTTAATCCATGTTAGTTCTCATAGGCATATTATGGAATTTAGCTTTTAGCTAAATTTAACAGCACTGGAAAGCCAC

TCTTTTGTATCGTGTAAATTCCTTATTTTCTACACACAGATCTCCCGTTATCACGTTTCAAATTAGGTACAATCAAGAGTATCCGTATAATACCTTAAATCGAAAATCGATTTAAATTGTCGTGACCTTTCGGTG

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TAGAGAGTTAGGTGTGTTGGGGGTGGGGAGGGATGGGGGGAATGCAGTGTCATACTTGGAAAGAATACTTTGGCTACTGCATTGCATGCCATTGAGAAAGGACTGTTTGCTTCATATCTTTGAAATCAACATGTT
1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
ATCTCTCAATCCACACAACCCCCACCCCTCCCTACCCCCCTTACGTCACAGTATGAACCTTTCTTATGAAACCGATGACGTAACGTACGGTAACTCTTTCCTGACAAACGAAGTATAGAAACTTTAGTTGTACAA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

TCTATTGTATGGATTCTTTTAATATACTGAATTAGCTATATAATGCATACATATATGTTTATCATCTATGTATTATGCATCATATATATAAAAATGCAGTCATGTCTGGCTTAACAATAGGGATACATTCTGAAA
M 1 M 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 i

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGATAACATACCTAAGAAAATTATATGACTTAATCGATATATTACGTATGTATATACAAATAGTAGATACATAATACGTAGTATATATATTTTTACGTCAGTACAGACCGAATTGTTATCCCTATGTAAGACTTT

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

AATTCATCTTAGGCAATTTCATCATTGTGTAAACATTACAGAGTATACTTACATAAACCTAGGTGATACAGCCTACTACGCATCTAGGCTATATGGTATAGCCTGTTGGTCCTAGGCTACACTGTACTGGATTTT
1 M 1 N 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTAAGTAGAATCCGTTAAAGTAGTAACACATTTGTAATGTCTCATATGAATGTATTTGGATCCACTATGTCGGATGATGCGTAGATCCGATATACCATATCGGACAACCAGGATCCGATGTGACATGACCTAAAA

T —————n————————

CHMP25-201 >
CHMP2B-201

GTAGGCAGTTGTAACATAATGGTTTAAGTACCTGTGTATCTAAACATAGCTAAACATAAGAAAGGTATAGTAAAAATGCAGTATTATAATCTTATGGGGCCACTGTCGTATATGCTGTGGGTAATTAACCAAAAT
L 1 L 1 M 1 L 1 L 1 N 1 L 1 L 1 M 1 M 1 L 1 L 1 M 1 L

t T t T t T t T t T t T T T
CATCCGTCAACATTGTATTACCAAATTCATGGACACATAGATTTGTATCGATTTGTATTCTTTCCATATCATTTTTACGTCATAATATTAGAATACCCCGGTGACAGCATATACGACACCCATTAATTGGTTTTA

CHMP2-201 >

CHMP2B-201

20,655

20,790

20,925

21,060

21,195

21,330

21,465

21,600

21,735

21,870

22,005



GTAAGCACATGAAACATGATTGTAAATAAATTTTGGTGGTACTAGAGAACATGAATCTCTTAATGAAATGAGTTGTGAATATATAATGTAAGAGAATTGTTTTCACATAGTTTTTCAAAGCTCACATTTTTATAT
1 " 1 " 1 M 1 " 1 M 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 " 1

T T T T
CATTCGTGTACTTTGTACTAACATTTATTTAAAACCACCATGATCTCTTGTACTTAGAGAATTACTTTACTCAACACTTATATATTACATTCTCTTAACAAAAGTGTATCAAAAAGTTTCGAGTGTAAAAATATA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TTTTTTAAACCATGGTTTAAAATGTGTTAATAGATTAAGTATATATGCTAGTATATCTTCTAATCTTTTTTAATTTAGACATTAAAATTTTAATGAAAGTTTTTATAAAAATTAAATTTAAAAATTTATTGACAT

AAAAAATTTGGTACCAAATTTTACACAATTATCTAATTCATATATACGATCATATAGAAGATTAGAAAAAATTAAATCTGTAATTTTAAAATTACTTTCAAAAATATTTTTAATTTAAATTTTTAAATAACTGTA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TACCTACTTGCCACAAAAACAGGTAAATTTTATTTTCCTATTTGAATAGCAAAGGATTTTATGCTGATAATGTTTTTTATTACATAATTCCTTGCCTGCTGTTCAGATGAGGTTTTTCACACTGGTCTTTATTAT
1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1

T ¥ T ¥ T ¥ T . T . T r T . T . T . T ¥ T ¥ T ¥ T ¥ T
ATGGATGAACGGTGTTTTTGTCCATTTAAAATAAAAGGATAAACTTATCGTTTCCTAAAATACGACTATTACAAAAAATAATGTATTAAGGAACGGACGACAAGTCTACTCCAAAAAGTGTGACCAGAAATAATA

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

ATAGATGTTAAGCAGATGGTTTCCAAATGACTATTTCATTTTTTTCTAGAATATTTAACAGTCTATGTTTGATTACGGCAGGATGGATATCTTTTTAAAGCCTATCTATATTTGATGTGTTCCCTTTTGACTTAT
N 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TATCTACAATTCGTCTACCAAAGGTTTACTGATAAAGTAAAAAAAGATCTTATAAATTGTCAGATACAAACTAATGCCGTCCTACCTATAGAAAAATTTCGGATAGATATAAACTACACAAGGGAAAACTGAATA

I - >

CHMP2B-201 >

CHMP2B-201

TTCATAGTAAAATTTTCATAATTATGGAAGTAACATGAATCTTGTAAATACATTTAAAGACAATGCAGGCAGTTAACAAGAAGATGGATCCACAAAAGACATTACAAACAATGCAGAATTTCCAGAAGGAAAACA
1 N 1 N 1 L 1 M 1 N 1 L 1 M 1 L 1 L 1 M 1 N 1 M 1 L 1

T T T T T T T T T T T T T T
AAGTATCATTTTAAAAGTATTAATACCTTCATTGTACTTAGAACATTTATGTAAATTTCTGTTACGTCCGTCAATTGTTCTTCTACCTAGGTGTTTTCTGTAATGTTTGTTACGTCTTAAAGGTCTTCCTTTTGT

I ——TT A

CHMP2B-201 >
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CHMP2B-201

TGAAAATGGAAATGACTGAAGAAATGAGTAAGTTTAATAAATTATAATGAAATTTATAGTTTTCTCATCTTTGAATTAGCCATTTATTTACTATGTCTCATATTCTCATTCACGAAGGCAGAAATGATGAAACCA
N 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 N
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACTTTTACCTTTACTGACTTCTTTACTCATTCAAATTATTTAATATTACTTTAAATATCAAAAGAGTAGAAACTTAATCGGTAAATAAATGATACAGAGTATAAGAGTAAGTGCTTCCGTCTTTACTACTTTGGT

T ————~—~——G—————————————

CHMP2B-201 >
135 140
M K M E M T E E M
‘ ENSE00003713804 R e e >
CHMP2B-201

AAGATGATAGGCTCAAAATTCTATTTGTATTTAACTGAGGGAAGGTATAAACTATGTTATGCCACATCACTGTTACACATTGGCTTCAGCAGTTTTACTTTACTGATTAGTATACCAAAACCAACTTGTGAGGTA

TTCTACTATCCGAGTTTTAAGATAAACATAAATTGACTCCCTTCCATATTTGATACAATACGGTGTAGTGACAATGTGTAACCGAAGTCGTCAAAATGAAATGACTAATCATATGGTTTTGGTTGAACACTCCAT

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

CATAATTCATGATATAAGTCAAGCAGTTTCAGAGTTATGTCAACTCTTTGATACTGTAGAAGATTTGCCTGTATTAGAGGTAGAGGTAATGGAGCTCTTTTTTTGTTTGTTTTTATTCTCACTTTTTTTCCCTCT

GTATTAAGTACTATATTCAGTTCGTCAAAGTCTCAATACAGTTGAGAAACTATGACATCTTCTAAACGGACATAATCTCCATCTCCATTACCTCGAGAAAAAAACAAACAAAAATAAGAGTGAAAAAAAGGGAGA

o _____________________Pg

CHMP25-201 >

CHMP2B-201
CACAAGAGTCTTCTAATATTTAGTTTTTGTCTTTTTGAATATAAACTAATTACATGTTATGGTGGAAACACAGAGAATACAGAGACAGAGCATATAAAAATTACCACAGCACTCAGATGTAGTTACCGTTAATGT
1 M 1 M 1 M 1 M 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1
T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTGTTCTCAGAAGATTATAAATCAAAAACAGAAAAACTTATATTTGATTAATGTACAATACCACCTTTGTGTCTCTTATGTCTCTGTCTCGTATATTTTTAATGGTGTCGTGAGTCTACATCAATGGCAATTACA

CHMP2B-201 >

CHMP2B-201

TGTATGTTTATTTTCTGTTTTTTTCTCATAATCTTGATCTACAAAAGTGAGATCACCTTACATGTACAATTATGAATATCTTGCTTTTTAAAAACATAATAGTATAACATAAGCAGATACTCATGACCTTGACAT
M 1 N 1 M 1 M 1 . 1 N 1 M 1 N 1 M 1 N 1 M 1 N 1 N 1 M
t T t T t T t T t T t T t T t T t T t T t T t T t T t

ACATACAAATAAAAGACAAAAAAAGAGTATTAGAACTAGATGTTTTCACTCTAGTGGAATGTACATGTTAATACTTATAGAACGAAAAATTTTTGTATTATCATATTGTATTCGTCTATGAGTACTGGAACTGTA

I 1 R >

CHMP2B-201 >

I L T T Y

CHMP2B-201

TAAATCTTCTCTGAAGTCTTTTTAAAAAATAGCTTTAATATCATTTAACATCAGTATACCCTAGTTTATCAAACCATTCTTATGTTGGTCAATAAGATTGTTGTAAAATTTTTAACGTGTTTGATAATCCTTTGA
1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1
t T t T t T t T t T t T t T t T t T t T t T t T t

T T
ATTTAGAAGAGACTTCAGAAAAATTTTTTATCGAAATTATAGTAAATTGTAGTCATATGGGATCAAATAGTTTGGTAAGAATACAACCAGTTATTCTAACAACATTTTAAAAATTGCACAAACTATTAGGAAACT

I 2 R >

CHMP2B-201 >

I L L e L T R R T

CHMP2B-201

22,140

22,275

22,410

22,545

22,680

22,815

22,950

23,085

23,220

23,355

23,490



AAAATATGTGTAAGTATTATCTTTGACTGAATTTCTTAAATCTCCTCAGAATATTAACTTTTATAAGGCTGTTGGTTTGTACTACCAATTCTTTCCGGAAGACTACACCAATTTTTATTTCACCAATAATGAATG
" 1 M 1 M 1 M 1 M 1 " 1 3 1 M 1 M 1 M 1 M 1 " 1 M 1 M

+ T T t T + T t
TTTTATACACATTCATAATAGAAACTGACTTAAAGAATTTAGAGGAGTCTTATAATTGAAAATATTCCGACAACCAAACATGATGGTTAAGAAAGGCCTTCTGATGTGGTTAAAAATAAAGTGGTTATTACTTAC

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

ACCGACCCTTCATAGCACCCTCGTCAACATTAGATTATTGCTTATATTATGTCAAAAACTGACATCATTGTTTTGAAAGTATGTTTTCTAAATGTTTTACAACTATAAAAAATGAAAAATAGAAAATTAAATGTT

TGGCTGGGAAGTATCGTGGGAGCAGTTGTAATCTAATAACGAATATAATACAGTTTTTGACTGTAGTAACAAAACTTTCATACAAAAGATTTACAAAATGTTGATATTTTTTACTTTTTATCTTTTAATTTACAA

_______________________________________________________________@w=____________________________________pg

CHMP2B-201 >

CHMP2B-201

TTACAACTATGTAGGGATATACCAGTTTAGCTTTGCTTATCTGCTATCATTTTAGTTAACAGCATTTAATAACATTTAGTGTATAAAATAGTATCTAATTAAGTTACCAGGGTTAATAAACTCATTGTTCTAGTA
N 1 N 1 M 1 N 1 M 1 M 1 M 1 M 1 N 1 N 1 M 1 N 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AATGTTGATACATCCCTATATGGTCAAATCGAAACGAATAGACGATAGTAAAATCAATTGTCGTAAATTATTGTAAATCACATATTTTATCATAGATTAATTCAATGGTCCCAATTATTTGAGTAACAAGATCAT

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TTCTATTTCAGTATACCTATTTTTATTCTTGGTTGTAATAATACTGTATGTTTATCTTTGGCAGCTCCAAAAGTTCTGTAGTTTTTACTTCAGGCCTTTAGTTTGAAAACTATGAGTTTTTTCAGGTTGTTGAAG
1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGATAAAGTCATATGGATAAAAATAAGAACCAACATTATTATGACATACAAATAGAAACCGTCGAGGTTTTCAAGACATCAAAAATGAAGTCCGGAAATCAAACTTTTGATACTCAAAAAAGTCCAACAACTTC

I - >

CHMP2B-201 >

CHMP2B-201

CATCATCAATGATTTTTTAATGACTGAGAGAATTGTTATTTATATAATGATCTTAGTACTTAACATGTGGTTTCCAATGCCAGTGATGGCAGTTCTCAGCAGAGAAATTAACTTTTCCATTAAGCTATAATGAAA
L 1 M 1 M 1 L 1 M 1 N 1 L 1 N 1 M 1 L 1 L 1 M 1 L 1 N

t T t T t T t T t T t T T T
GTAGTAGTTACTAAAAAATTACTGACTCTCTTAACAATAAATATATTACTAGAATCATGAATTGTACACCAAAGGTTACGGTCACTACCGTCAAGAGTCGTCTCTTTAATTGAAAAGGTAATTCGATATTACTTT

CHMP2B-201 >

CHMP2B-201

AGAATCAATAACCCTTACTTAATCAGATATCTATAATACCTACTGCAGTTGTTCTCATTTGTATTTTAATACATTACAAGTTAGTCTGTAATATAATTTAATGCATAGCAAGTTAGTCTGTAGTATAATAGTAGT

TCTTAGTTATTGGGAATGAATTAGTCTATAGATATTATGGATGACGTCAACAAGAGTAAACATAAAATTATGTAATGTTCAATCAGACATTATATTAAATTACGTATCGTTCAATCAGACATCATATTATCATCA

CHMP2B-201 >
_____________________________________________________________________________________________________________ >
CHMP2B-201

TATTGATGGTTACTCATTTTTTTAATAACGTAGTAAAATACACTAACAATATTTTCATCCAAAAATAAATTCAAGGTGTAAATCAGCATATCTTTTTCAACTTGGAATTTATATTCTGCCATGTTGCTCCAAAGC

ATAACTACCAATGAGTAAAAAAATTATTGCATCATTTTATGTGATTGTTATAAAAGTAGGTTTTTATTTAAGTTCCACATTTAGTCGTATAGAAAAAGTTGAACCTTAAATATAAGACGGTACAACGAGGTTTCG

I 1 2 R >

CHMP2B-201 >

CHMP2B-201

TTGTTCACAGTTAAGACACAAGATCGTTGGGAAATCTTATACTATACCTCTGATGAGCATTATTACACTTTTTCTGAAAGCATTCTTCTTTGTTAGTCTGATTACACCTTTCTAATCTTTTTCTTCTATCTACTT
1 M 1 N 1 N 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1

T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T ¥ T
AACAAGTGTCAATTCTGTGTTCTAGCAACCCTTTAGAATATGATATGGAGACTACTCGTAATAATGTGAAAAAGACTTTCGTAAGAAGAAACAATCAGACTAATGTGGAAAGATTAGAAAAAGAAGATAGATGAA

________________________________________________________@w==__________________________bJ

CHMP2B-201 >

CHMP2B-201

CATTCATTTTTTTTTTTCTGCAACTACTACTTTACTTATACTTATAAACTCTGCATGACCTGGACTTTGCATCTCCTGTATTACTTTGCTAAGTTACATCTGAGTAACATACCGCGAAATTATTTTTTTCCAGAG
N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTAAGTAAAAAAAAAAAGACGTTGATGATGAAATGAATATGAATATTTGAGACGTACTGGACCTGAAACGTAGAGGACATAATGAAACGATTCAATGTAGACTCATTGTATGGCGCTTTAATAAAAAAAGGTCTC

I 2 >

CHMP2B-201 >

.-----------------------------------------------------.-----------------------------------------------------.>

CHMP2B-201

GCTTACCTTTGAGCATATTGACTAAATTCCTTTAGGGGTTTTCTGCTTACTACAAAATAAAATCCCCAAATTTTAAATAAAAGACAAGAAGGAAGTATTTAGCTTATGAAACATCTTCAGTTTATACCCTAGATG
1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CGAATGGAAACTCGTATAACTGATTTAAGGAAATCCCCAAAAGACGAATGATGTTTTATTTTAGGGGTTTAAAATTTATTTTCTGTTCTTCCTTCATAAATCGAATACTTTGTAGAAGTCAAATATGGGATCTAC

T —————n————————

CHMP25-201 >
CHMP2B-201

ACTGACTACCTTATGTGACATTTCCAGGGAGTCATGGCTCATAGATTATAGGTTTGTTACTATAGCAGTCCTAAACCAGGACACCCTGGTAGGAGCATTGCATAGACAAGGACTCTCTTGCTAGTAAATATTAAG
L 1 N 1 M 1 L 1 L 1 M 1 L 1 L 1 L 1 L 1 L 1 L 1 L 1 L

t T t T t T t T t T t T T T
TGACTGATGGAATACACTGTAAAGGTCCCTCAGTACCGAGTATCTAATATCCAAACAATGATATCGTCAGGATTTGGTCCTGTGGGACCATCCTCGTAACGTATCTGTTCCTGAGAGAACGATCATTTATAATTC

CHMP2-201 >

CHMP2B-201

23,625

23,760

23,895

24,030

24,165

24,300

24,435

24,570

24,705

24,840

24,975



CCTATTTGCCAGGAGCCCCAGTTACCAACATGATTACAAGGAAATCACACTAGGTTACCTGTCTTTCTTTTTCTGGGGACATTCCCCAGATACCAGGAGAGGAACAATTTTAGGCTAGCTGCTTTAATTTTTTTT
1 M 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 1 1 " 1 M 1 " 1

T T T T
GGATAAACGGTCCTCGGGGTCAATGGTTGTACTAATGTTCCTTTAGTGTGATCCAATGGACAGAAAGAAAAAGACCCCTGTAAGGGGTCTATGGTCCTCTCCTTGTTAAAATCCGATCGACGAAATTAAAAAAAA

NN ————STTT————55

CAMP2B-201 >

CHMP2B-201

TTTTCTCCCAGACATTTGCCATTTATGTACCTTAAATAACAACCAAACAGAAGAACTTATTCCTTCTTGCTTGTGTCCCTGTTGCCTCACAGTGACTTTGCCCAGGCCATTCCATTTATGTATCTCTGTGTGGTT

AAAAGAGGGTCTGTAAACGGTAAATACATGGAATTTATTGTTGGTTTGTCTTCTTGAATAAGGAAGAACGAACACAGGGACAACGGAGTGTCACTGAAACGGGTCCGGTAAGGTAAATACATAGAGACACACCAA
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CHMP2B-201 >

CHMP2B-201

AAACCCTACGTATCCTTGCCAGATTACTTCACATGTAACTTCCTCCCAGTTGGATGTGATCTCCTTCTCTGAAACTTTATAATCATTTATCTTTTCTCTTACCACAATCTGTTTCTTAATTTTTTTCTTTTATAC
1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 N 1

T ¥ T ¥ T . T . T . T . T ¥ T . T . T ¥ T ¥ T ¥ T ¥ T
TTTGGGATGCATAGGAACGGTCTAATGAAGTGTACATTGAAGGAGGGTCAACCTACACTAGAGGAAGAGACTTTGAAATATTAGTAAATAGAAAAGAGAATGGTGTTAGACAAAGAATTAAAAAAAGAAAATATG

I 1 2 R >

CHMP2B-201 >

L L L T

CHMP2B-201

TCAAGTGTCAACTACCCGAGGTCTTTGTTTTTCTCCGTCTATATACCCATTGTATTTATATTGCATTTCAGGCACTAGATGCCCAAGATTCAAAGATAAAAAAGACATAATCTCAATCCATCAAAAATTGCTTCC
N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGTTCACAGTTGATGGGCTCCAGAAACAAAAAGAGGCAGATATATGGGTAACATAAATATAACGTAAAGTCCGTGATCTACGGGTTCTAAGTTTCTATTTTTTCTGTATTAGAGTTAGGTAGTTTTTAACGAAGG

I - >

CHMP2B-201 >

CHMP2B-201

CCACAACTCAACATGATGCATTCTATACAGAGTGCTTTCAATAAATATTTTGGGGAGGGAAGAGAGGTAGAAAAGGTTGTAGCAGTAATAATCCTGTTAAATCGGACATCATTCTTTGGGCAAATTTAATAAAAT
1 N 1 N 1 L 1 L 1 M 1 L 1 M 1 M 1 N 1 N 1 L 1 N 1 M 1

T T T T t T y T t T y T t T
GGTGTTGAGTTGTACTACGTAAGATATGTCTCACGAAAGTTATTTATAAAACCCCTCCCTTCTCTCCATCTTTTCCAACATCGTCATTATTAGGACAATTTAGCCTGTAGTAAGAAACCCGTTTAAATTATTTTA

CHMP2B-201 >

CHMP2B-201

ATTGAACCTTAGATTTCTCTAGAATATTCTACCTGTATCTTGAATGTAAATTTAAGAGGTATAAAAATATGATTATAGATATAAAAAGAGTAAATCGTTTTCCAGATATTAACAGGATATTTATTCTTGCATATT

TAACTTGGAATCTAAAGAGATCTTATAAGATGGACATAGAACTTACATTTAAATTCTCCATATTTTTATACTAATATCTATATTTTTCTCATTTAGCAAAAGGTCTATAATTGTCCTATAAATAAGAACGTATAA

__________________________________________________________@w=_____________________________pg

CHMP2B-201 >

CHMP2B-201

CTTCCTCTACTAGCTTAATGGATACAATTTGTGAAATAATATTTAAAAATCTTAAACATGTAGCTGTGACTATCACATTTTTTTGTCTATTAGAATTAATTTTTTAAAAAAGAGTAGACTTGTTTGCTATAAGAT
1 N 1 N 1 M 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAAGGAGATGATCGAATTACCTATGTTAAACACTTTATTATAAATTTTTAGAATTTGTACATCGACACTGATAGTGTAAAAAAACAGATAATCTTAATTAAAAAATTTTTTCTCATCTGAACAAACGATATTCTA

____________________________________________________________@w==___________________________PpJ

CHMP2B-201 >

CHMP2B-201

AATTTGTGTTGAAATGAACATTATTCCAGATTTAATGGCTCAAATATGTATTTATCAATTTACTTCACTGACATTTTGAAGGATTTTTTTAGTTTGTTCACTGAGTTTGCCTTCTGTAATATACAAAATAGTTGG
M 1 M 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 L 1 M 1 N 1 L

T T T T T T T T T T T T T T
TTAAACACAACTTTACTTGTAATAAGGTCTAAATTACCGAGTTTATACATAAATAGTTAAATGAAGTGACTGTAAAACTTCCTAAAAAAATCAAACAAGTGACTCAAACGGAAGACATTATATGTTTTATCAACC

. R >

CHMP2B-201 >

CHMP2B-201

GCTAGACTGTAAATATGTAAGTCTAACCTGAAGTTTGTTTGAAAGTAACTGCTTTGCTCCTTCTCCCATATCCCCTAGTCAATGATACACTTGATGACATCTTTGACGGTTCTGATGACGAAGAAGAAAGCCAGG

CGATCTGACATTTATACATTCAGATTGGACTTCAAACAAACTTTCATTGACGAAACGAGGAAGAGGGTATAGGGGATCAGTTACTATGTGAACTACTGTAGAAACTGCCAAGACTACTGCTTCTTCTTTCGGTCC

I . - >

CHMP2B-201 >
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--------------------------------------------------------------- ENSE00001209407 >
CHMP2B-201

ATATTGTGAATCAAGTTCTTGATGAAATTGGAATTGAAATTTCTGGAAAGGTATGAACATCATCTTTTCTTAGTTGGAAATAGTTTCTGCCTACCACGTTTGTCACTTAATTGTTTTGTTTTTACTAGGAGGTGC
M 1 L 1 N 1 M 1 L 1 M 1 M 1 M 1 M 1 L 1 N 1 M 1 L 1 L

t T t T t T t T t T t T T T
TATAACACTTAGTTCAAGAACTACTTTAACCTTAACTTTAAAGACCTTTCCATACTTGTAGTAGAAAAGAATCAACCTTTATCAAAGACGGATGGTGCAAACAGTGAATTAACAAAACAAAAATGATCCTCCACG

@&y ________________________________________Ppg

CHMP2B-201 >
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CHMP2B-201

ATGGTTTTTATTTCTGTTTCAAAAGTAAATTAAACAGACCTCTTTACAGCACATCCTGTATGTCCTAGTCCAAATGTTTCCTAATGCACGTTTGTCTTTTTCATTGTTTAATATAGATGGCCAAAGCTCCATCAG
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T
TACCAAAAATAAAGACAAAGTTTTCATTTAATTTGTCTGGAGAAATGTCGTGTAGGACATACAGGATCAGGTTTACAAAGGATTACGTGCAAACAGAAAAAGTAACAAATTATATCTACCGGTTTCGAGGTAGTC

_______________________________________________________uGway_____________________________________pg

CHMP28-201 >

L L 180 s '

M A K A P S
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CHMP2B-201

25,110

25,245

25,380

25,515

25,650

25,785

25,920

26,055

26,190

26,325

26,460



CTGCTCGAAGCTTACCATCTGCCTCTACTTCAAAGGCTACAATCTCAGATGAAGAGATTGAACGGCAACTCAAGGCTTTAGGAGTAGATTAGTCAAAAGAAGTCATACTATTTTGCTTACTTATAATTATGTAGT

GACGAGCTTCGAATGGTAGACGGAGATGAAGTTTCCGATGTTAGAGTCTACTTCTCTAACTTGCCGTTGAGTTCCGAAATCCTCATCTAATCAGTTTTCTTCAGTATGATAAAACGAATGAATATTAATACATCA

s 195 s s s 200

ENSE00001945124

CHMP2B-201

ATAAACCAAGCACAGTGCAGATTTCTTTTACAAAACACATGTATTTTGCAAAAAAAAAAAAAATGAAGACCATGAGTGAACAGTTGTTTCCTAACCCATGGCTATTTAGAATCTTTTGCCAAAGAATGACAATGA

TATTTGGTTCGTGTCACGTCTAAAGAAAATGTTTTGTGTACATAAAACGTTTTTTTTTTTTTTACTTCTGGTACTCACTTGTCAACAAAGGATTGGGTACCGATAAATCTTAGAAAACGGTTTCTTACTGTTACT

T T NN ———— >
I ————————TTTT—— =@

TGCAAAAATGGGAACAGTTTGGATTTTAATTAGAACTGTTTAGGAGTGATGATGTGTAAAAAGTTGACTTCTCTTTTGCATGGCACAGAGAAATTATATTCCTTACTTCATGTCAGTTTATGTTCTAAATCTTTT
+ 1 M 1 M 1 + 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M

T T T T T T T T T T T T T
ACGTTTTTACCCTTGTCAAACCTAAAATTAATCTTGACAAATCCTCACTACTACACATTTTTCAACTGAAGAGAAAACGTACCGTGTCTCTTTAATATAAGGAATGAAGTACAGTCAAATACAAGATTTAGAAAA

v ______________________Pg
I 112 S >

TCACTGAATATAAAAATCTTGTTAAATGCCATTAGGCACCAACTTAAAGAGGGTTGTAAAAATATTAAAAGTATATCGTTAATTCTGTATCTGTTGCTTGTCTTTTGTAAGTGATTATGTGTTATGACCATAGGT

AGTGACTTATATTTTTAGAACAATTTACGGTAATCCGTGGTTGAATTTCTCCCAACATTTTTATAATTTTCATATAGCAATTAAGACATAGACAACGAACAGAAAACATTCACTAATACACAATACTGGTATCCA

T T NN ———— >
I ————————TTTT—— =@

GGTTACAGCTGCCAAATTATTTTTAAATGGTCAAAAAGAAGAGTGCTATTTAAACATCTGTCTTAAACAAAAACTGTCATAACTTTTCTTTTTTCTTTTTCCATTAGGAGAACATTCTAGTTGGTAAATTTCAAA
+ 1 N 1 N 1 + 1 M 1 N 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CCAATGTCGACGGTTTAATAAAAATTTACCAGTTTTTCTTCTCACGATAAATTTGTAGACAGAATTTGTTTTTGACAGTATTGAAAAGAAAAAAGAAAAAGGTAATCCTCTTGTAAGATCAACCATTTAAAGTTT

v ______________________Pg
I 112 S >

ATGTGCTTGACACCTGCCTTAAATAGCACAGACCTATTGTGCACATCTTTAAATTATTTCAGCTGGCAGAAAAGAATTACATTTAAAACTGAAATCAAGGCCTCAATACAAAGATTATCCTGGCTCTTTTCTATC

TACACGAACTGTGGACGGAATTTATCGTGTCTGGATAACACGTGTAGAAATTTAATAAAGTCGACCGTCTTTTCTTAATGTAAATTTTGACTTTAGTTCCGGAGTTATGTTTCTAATAGGACCGAGAAAAGATAG

T T NN ———— >
I ————————TTTT—— =@

TCTGTGGGCCTAATTGAAATATGTACTCTTATTTTAGACACGCCTCTGTTAAAACAGACCAGGTTTTCCTGGTCTCAGACCTATGATGACTTGTCCCTTTGATGTCACTACTGTGAATTGAATATAATTAGTAAA
1 1 1 1 1 1 1 1 1 1 1 1 1

AGACACCCGGATTAACTTTATACATGAGAATAAAATCTGTGCGGAGACAATTTTGTCTGGTCCAAAAGGACCAGAGTCTGGATACTACTGAACAGGGAAACTACAGTGATGACACTTAACTTATATTAATCATTT

v ______________________Pg
I 112 S >

AATAGACGATGAATAAATAACACTTTATAGTAAGAAAACAATATATTTTGGCCATCTAAAAATGAGAATTATAATTATATGAATTATAATTTAAACTGTTTAATTTTGTTTAATGTGTATATTGAATCTTCCAAA

TTATCTGCTACTTATTTATTGTGAAATATCATTCTTTTGTTATATAAAACCGGTAGATTTTTACTCTTAATATTAATATACTTAATATTAAATTTGACAAATTAAAACAAATTACACATATAACTTAGAAGGTTT

T T NN ———— >
I ————————TTTT—— =@

TTGAAGCCATTATTCTCAATTAAGTACTACAACTATGACAATGCTTGACCTACATTTCTAAAATAAAAATTCACATTTTTTGATAAATAAACTACAGTTTTACCAGAAATTACTATCTAAATGTGTATTAGCAGT
+ 1 M 1 M 1 + 1 M 1 M 1 + 1 M 1 N 1 M 1 N 1 N 1 M 1 M

T T T T T T T T T T T T T
AACTTCGGTAATAAGAGTTAATTCATGATGTTGATACTGTTACGAACTGGATGTAAAGATTTTATTTTTAAGTGTAAAAAACTATTTATTTGATGTCAAAATGGTCTTTAATGATAGATTTACACATAATCGTCA

v ______________________Pg
I 112 S >

ATTTTTTAAGGTGAAATTGCCTTGGTATCTAATGAATGTGTAGACAGGGAGATAAAATGAAGGATTGCCAGACTAGTTAGAATAGAATTTAGGATTAGGTTAGTTTTGAAAAATGATGTTGTAATATATGGGTTC

TAAAAAATTCCACTTTAACGGAACCATAGATTACTTACACATCTGTCCCTCTATTTTACTTCCTAACGGTCTGATCAATCTTATCTTAAATCCTAATCCAATCAAAACTTTTTACTACAACATTATATACCCAAG

T T NN ———— >
I ————————TTTT—— =@

TAACACATCCTACCATAAAAACTGGAGGAGATATGTGTAACCTGGTTAATTTGGGATGGTGGACATTTTGGGCTAATACTGACAAAATACATCTTAGGACTAGTATACATGTGACACGGATTGCTAGGAGGAATG
+ 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 N 1 M 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATTGTGTAGGATGGTATTTTTGACCTCCTCTATACACATTGGACCAATTAAACCCTACCACCTGTAAAACCCGATTATGACTGTTTTATGTAGAATCCTGATCATATGTACACTGTGCCTAACGATCCTCCTTAC

v ______________________Pg
I 112 S >

AAAAACTAAACTGTATAGTTTATATTCCGTAAACCATTTTATAATGTTCAAAGATTAGGTTTTGTTATTGATAGTATTAAATACACAGTTTCTCTTAACAGTGATGGGTGAAAACATTTTACCGGATTATGGAAT

TTTTTGATTTGACATATCAAATATAAGGCATTTGGTAAAATATTACAAGTTTCTAATCCAAAACAATAACTATCATAATTTATGTGTCAAAGAGAATTGTCACTACCCACTTTTGTAAAATGGCCTAATACCTTA

T T NN ———— >
I ————————TTTT—— =@

GTTTACCAGAACATGTTTTGATTCTTGAATGTACATAATAATGCCATCTAACTTATTTACGTTCTTGTTTACATGTGGGAGCTTTTGTTTTCAAAAATTATTTTGTTAAAAAATCTCAATAAAGATTTATTATTG
1 1 1 1 1 1 1 1 1 1 1 1 1

CAAATGGTCTTGTACAAAACTAAGAACTTACATGTATTATTACGGTAGATTGAATAAATGCAAGAACAAATGTACACCCTCGAAAACAAAAGTTTTTAATAAAACAATTTTTTAGAGTTATTTCTAAATAATAAC

v ______________________Pg
I 112 S >

TTGTTCTTTTCTTACCTTTTTTGCTCTTTTTGGTTCCTGCTAAAATTAAAAATTTTATGCATATTTGGTAA 3"
+ + + H 28,286
AACAAGAAAAGAATGGAAAAAACGAGAAAAACCAAGGACGATTTTAATTTTTAAAATACGTATAAACCATT 5

26,595

26,730

26,865

27,000

27,135

27,270

27,405

27,540

27,675

27,810

27,945

28,080

28,215



Feature Location Size a L Type

CHMP2B 1 .. 28,286 28,286 bp [=] —* gene

/note = gene ENSG00000083937
Protein coding

CHMP2B-203 1 .. 28,278 28,278 bp o -+ prim_transcript

/note = primary transcript ENST00000471660

CHMP2B-208 15 .. 28,145 28,131 bp [m] = prim_transcript

/note = primary transcript ENST00000677929
Retained intron

CHMP2B-205 32 .. 26,954 26,923 bp =] —+ prim_transcript

/note = primary transcript ENST00000494980

CHMP2B-201 39 .. 28,286 28,248 bp [m] -+ prim_transcript

/note = primary transcript ENST00000263780

CHMP2B-204 39 .. 28,216 28,178 bp o -+ prim_transcript

/note = primary transcript ENST00000472024

CHMP2B-206 42 .. 28,216 28,175 bp [m] = prim_transcript

/note = primary transcript ENST00000676705

CHMP2B-210 57 .. 28,145 28,089 bp =] ol prim_transcript

/note = primary transcript ENST00000678859
Retained intron

CHMP2B-207 100 .. 19,461 19,362 bp o -+ prim_transcript

/note = primary transcript ENST00000676947
Retained intron

CHMP2B-201 253 .. 26,552 26,300 bp -] —+ CDs

b 6 segments = 642 bp

/note = coding sequence ENSP00000263780

/translation = MASLFKKKTVD,DVIKEQNRELRGTQRAIIRDRAALEKQEKQL,ELEIKKMAKIGNKEACKVLAKQLVHLRKQKTRTFAVSSKVTSMSTQTKVMNSQMKMAGAMSTTAK, TMQAVNKKMDPQKTLQTMQNFQKENMKMEM
TEEM,INDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK,MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
213 amino acids = 23.9 kDa

CHMP2B-205 253 .. 26,552 26,300 bp =] —+ CDS

F 6 segments = 552 bp

/note = coding sequence ENSP00000418920

/translation = MASLFKKKTVD,DVIKEQNRELRGTQRAIIRDRAALEKQEKQL,ELEIKKMAKIGNKEACKVLAKQLVHLRKQKTRTFA, TMQAVNKKMDPQKTLQTMQNFQKENMKMEMTEEM,INDTLDDIFDGSDDEEESQDIVNQVL
DEIGIEISGK,MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
183 amino acids = 20.8 kDa

CHMP2B-203 284 .. 26,552 26,269 bp =] e Cbs

F 5segments = 519 bp

/note = coding sequence ENSP00000419998

/translation = M,ELEIKKMAKIGNKEACKVLAKQLVHLRKQKTRTFAVSSKVTSMSTQTKVMNSQMKMAGAMSTTAK, TMQAVNKKMDPQKTLQTMQNFQKENMKMEMTEEM,INDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK,,
MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
172 amino acids = 19.1 kDa

CHMP2B-209 12,122 .. 19,765 7644 bp [m] = prim_transcript

/note = primary transcript ENST00000678818

CHMP2B-204 13,102 .. 26,552 13,451 bp =] = Cbs

F 6 segments = 690 bp

/note = coding sequence ENSP00000480032

/translation = MISAQRNHHLPDSSDSSTSAYRVARIT,DVIKEQNRELRGTQRAIIRDRAALEKQEKQL,ELEIKKMAKIGNKEACKVLAKQLVHLRKQKTRTFAVSSKVTSMSTQTKVMNSQMKMAGAMSTTAK, TMQAVNKKMDPQKTL
QTMQNFQKENMKMEMTEEM,INDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
229 amino acids = 25.6 kDa

CHMP2B-206 13,102 .. 26,552 13,451 bp -] —+ CDSs

b 6 segments = 690 bp

/note = coding sequence ENSP00000504098

/translation = MISAQRNHHLPDSSDSSTSAYRVARIT,DVIKEQNRELRGTQRAIIRDRAALEKQEKQL,ELEIKKMAKIGNKEACKVLAKQLVHLRKQKTRTFAVSSKVTSMSTQTKVMNSQMKMAGAMSTTAK, TMQAVNKKMDPQKTL
QTMQNFQKENMKMEMTEEM,INDTLDDIFDGSDDEEESQDIVNQVLDEIGIEISGK, MAKAPSAARSLPSASTSKATISDEEIERQLKALGVD*
229 amino acids = 25.6 kDa

Donor Template WT -> SNVs (n=2) 13,436 .. 13,522 87 bp [n] H misc_feature

Protospacer Sequence 13,451 .. 13,470 20 bp -] H misc_feature

SNV synonymous 13,469 .. 13,469 1 bp =] L] misc_feature

/note = WT=G
SNV Silient = A

PAM 13,471 .. 13,473 3bp a L] misc_feature

SNV Nonsynonymous 13,479 .. 13,479 1bp =] H misc_feature

/note = WT=A
SNV =G (amino acid change)

CHMP2B-202 25,779 .. 26,643 865 bp =] “¥ prim_transcript

/note = primary transcript ENST00000466696

Retained intron



Primer Length @ Binding Sites - Tm Date Added
PCR Reverse 20-mer 13,317 .. 13,336 - 59°C Jun 15, 2022
/sequence = gcgcccagccAATATAAGAT
50% GC / 6095.0 Da
Donor Template WT -> SNVs (n=2) 87-mer (o) 13,436 .. 13,522 - 71°C Jun 15, 2022
/sequence = AAAGGAACAGAATCGAGAGTTACGAGGTACACAAAGGGCTATAGTCAGAGATCGAGCAGCTTTAGAGAAACAAGAAAAACAGCTGGT
43% GC / 27,141.8 Da
gRNA Protospacer 20-mer 13,451 .. 13,470 - 53°C Jun 15, 2022
/sequence = AGAGTTACGAGGTACACAGA
45% GC / 6199.1 Da
PCR Forward 25-mer 13,696 .. 13,720 — 56°C Jun 15, 2022
/sequence = CACAGAATCCCAATAAAAGTCAGCA
40% GC / 7621.1 Da
Sanger Sequencing Primer 25-mer 13,696 .. 13,720 — 56°C Jun 15, 2022
/sequence = CACAGAATCCCAATAAAAGTCAGCA

40% GC / 7621.1 Da



